Europaisches 
Patentamt 



Beschei n ig ung Certificate 



befd 2 4 FEB 2004 



rwipo 



Attestation 



PCf] 



Die angehefteten Unterla- 
gen stimmen mit der 
ursprQnglich eingereichten 
Fassung der auf dem nSch- 
sten Blatt bezeichneten 
europaJschen Patentanmel- 
dung Uberein. 



The attached documents Les documents fixes a 
are exact copies of the cette attestation sont 
European patent application conformes a la version 
described on the following initialement deposee de 
is originally filed. | a demande de brevet 
europeen specifiee a la 
page suivante. 



Patentanmeldung Nr. Patent application No. Demande de brevet n» 

03002212.3 



PRIORITY 
DOCUMENT | 

SUHMI 111!) OK TRANSMITTED IN I 
COMI'UAMi- Wi ll I RULE 17.1(a) OR (b) j 



Der Prasident des Europaischen Patentamts: 
Im Auftrag ' 

For the President of the European Patent Office 




RCvan Dijk 



J) 



Europaisches European Office euro peen 

Patentamt Patent Office des brevets 



Anmeldung Nr: 
Application no. 
Demande no: 



03002212.3 



Anmeldetag: 
Date of filing: 
Date de depot: 



31.01.03 



Anmel der/AppI 1cant( s)/Demandeur( s) : 
Bayer Aktiengesellschaft 



51368 Leverkusen 
ALLEMAGNE 



Bezelchnung der Erf IndungAltle of the 1 nventl on/Tl tre de l 1 Invention: 
(Falls die Bezelchnung der Erflndung nlcht angegeben 1st, slehe Beschrelbung. 
If no title 1s shown please refer to the description. 
S1 aucun tltre n'est 1nd1qu€ se referer a la description.) 

Single nucleotide polymorphisms as predictive diagnostics for adverse drug 
reactions (ADR and drug efficacy) 

In Anspruch genommene Prlorlat(en) / Priori ty(les) claimed /Pr1or1t6(s) 
revendlquee(s) 

Staat/Tag/Aktenzelchen/State/Date/Flle no./Pays/Date/Numero de depot: 



Internationale Patentklasslf 1 kat Ion/Inter nation a I Patent Classification/ 
Classification Internationale des brevets: 

C12N/ 



Am Anmeldetag benannte Vertragstaa ten/Contracting states designated at date of 
flHng/Etats contractants designees lors du depot: 

AT BE BG CH CY CZ DE DK EE ES FI FR GB GR HU IE IT LU MC NL- 
PT SE SI SKTRLI 



03002212. 3 
EPA/EP0/0EB Form 1014.2 - 01.2000 



7001014 



2 



Le A36 562 KSC/ngb/NT/V2003-01-30 



-1 - 

Single Nucleotide Polymorphisms as Predictive Diagnostics for Adverse Drug 
. Reactions (ADR) and Drug Efficacy 

Technical Field 

5 

This invention relates to genetic polymorphisms useful for assessing the response to 
lipid lowering drug therapy and adverse drug reactions of those medicaments. In 
addition it relates to genetic polymorphisms useful for assessing cardiovascular risks 
in humans, including, but not limited to, atherosclerosis, ischemia/reperfusion, hyper- 

10 tension, restenosis, arterial inflammation, myocardial infarction, and stroke. 
Specifically, the present invention identifies and describes gene variations which are 
individually present in humans with cardiovascular disease states, relative to humans 
with normal, or non-cardiovascular disease states, and/or in response to medications 
relevant to cardiovascular disease. Further, the present invention provides methods 

15 for the identification and therapeutic use of compounds as treatments of cardio- 
vascular disease or as prophylactic therapy for cardiovascular diseases. Moreover, the 
present invention provides methods for the diagnostic monitoring of patients 
undergoing clinical evaluation for toe treatment of cardiovascular disease, and for 
monitoring the efficacy of compounds in clinical trials. Still further, the present 

20 invention provides methods to use gene variations to predict personal medication 
schemes omitting adverse drug reactions and allowing an adjustment of toe drug dose 
to achieve maximum benefit for the patient. Additionally, the present invention 
describes methods for the diagnostic evaluation and prognosis of various cardio- 
vascular diseases, and for the identification of subjects exhibiting a predisposition to 
25 such conditions. 

Background of the Invention 

Cardiovascular disease is a major health risk throughout the industrialized world. 

30 

Cardiovascular-diseases include but are not limited by the following disorders of the 
heart and the vascular system: congestive heart failure, myocardial infarction, 
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atherosclerosis. ischemic diseases of the heart, coronary heart disease, all kinds of 
atrial and ventricular arrhythmias, hypertensive vascular diseases and peripheral 



vascular diseases. 



Heart failure is defined as a pathophysiologic state in which an abnormality of 
cardiac Junction is responsible for the failure of the heart to pump blood at a rate 
commensurate with the requirement of the metabolizing tissue. It includes all forms 
of pumping failure such as high-output and low-output, acute and chronic right- 
sided or left-sided, systolic or diastolic, independent of the underlying cause. 

Myocardial infarction (MI) is generally caused by an abrupt decrease in coronary 
blood flow that follows a thrombotic occlusion of a coronary artery previously 
narrowed by arteriosclerosis. MI prophylaxis (primary' and secondary prevention) is 
mcluded as well as the acute treatment of MI and the prevention of complications. 

Ischemic diseases are conditions in which the coronary flow is restricted resulting in 
an perfusion which is inadequate to meet the myocardial requirement for oxygen 
Tins group of diseases include stable angina, unstable angina and asymptomatic 
ischemia. 

Arrhythmias include all.fonns of atria! and ventricular tachyrhythmias (atrial 
tachycardia, atrial flutter, attia! fibrillation, atric-venuicular reentrant tachycardia 
pteextaion syndrome, ventricular tachycardia, ventricular flatter, ventricular 
fibrillation) as well as bradycardia fomis of atrhythmias. 

Hypertensive vascular diseases include primary as well as all kinds of secondary 
arterial hypertension (renal, endocrine, neurogenic, others). 

Peripheral vascular diseases are defined as vascubtr diseases in which arteria! and/or 
^enous-flo^is^nced^tiurm^-i^Ba^B^ ^ ^ 
oxygen demand. It includes chronic peripheral arterial occlusive disease (PAOD) 
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acute arterial thrombosis and embolism, inflammatory vascular disorders, Raynaud's 
phenomenon and venous disorders. 

Atherosclerosis, the most prevalent of vascular diseases, is the principal cause of 
5 heart attack, stroke, and gangrene of the extremities, and thereby the principal cause 
of death. Atherosclerosis is a complex disease involving many cell types and 
molecular factors (for a detailed review, see Ross, 1993, Nature 362: 801-809 and 
. Lusis, A. J., Nature 407, 233-241 (2000)). The process, in normal circumstances a 
protective response to insults to the endothelium and smooth muscle cells (SMCs) of 

10 the wall of the artery, consists of the formation of fibrofatty and fibrous lesions or 
plaques, preceded aind accompanied by inflammation. The advanced lesions of 
atherosclerosis may occlude the artery concerned^ and result from an excessive 
inflammatory-fibroproliferative response to numerous different forms of insult. For 
example, shear stresses are thought to be responsible for the frequent occurrence of 

15 atherosclerotic plaques in regions of the circulatory system, where turbulent blood 
flow occurs, such as branch points and irregular structures. 

» 

. The first observable event in the formation of an atherosclerotic piaque occurs when 
blood-borne monocytes adhere to the vascular endothelial layer and transmigrate 

20 through to the sub-endothelial space. Adjacent endothelial cells at the same time 
produce oxidized low density lipoprotein (LDL). These oxidized LDLs are then 
taken up in large amounts by the monocytes through scavenger receptors expressed 
on their surfaces. In contrast to the regulated pathway by which native LDL (nLDL) 
is taken up by nLDL specific receptors, the scavenger pathway of uptake is not 

25 regulated by the monocytes. 

These lipid-filled monocytes are called foam cells, and are the major constituent of 
the fatty streak. Interactions between foam cells and the endothelial and SMCs which 
surround them lead to a state of chronic local inflammation which can eventually 
30 lead to smooth muscle cell proliferation and migration, and the formation of a fibrous 
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plaque. Such plaques occlude the blood vessel concerned and thus restrict the flow of 
blood, resulting in ischemia. . 

Ischemia is a condition characterized by a htck of oxygen suppiy ta nssues of 
duo ,o.inade,ua te perfusion Such inadequate perfusion can have number of nature! 
causes, including atherosclerotic or stenotic lesions, anemia, or sbnke, t „ name a 
few. Many medical interventions, such as the interruption of the flow of blood during 
bypass surge* fcr example, also lead ,o ischemia. In addition to sometimes being 
caused by diMaKd carfi0V3OT , lar ^ ^ 

cardtovaseular tissue, such as in isehemic haari disease, fcchemia may occur in any 
organ, however, that is suffering alack of oxygen supply. ■ . 

The most common cause of ischemia in the hear, ia atherosc.eroric disease of 
eptenrdia, coron^y arteries. By mducing the lumen of these vessel, amerosclemsia 
eauses an absolute decrease in myocardial perfusion in the basal state or Umi«s 
apptnpriate Increases in perfusion when the demand for flow.is augmented. Coronaty 
blood flow can also be Hmited by aneria, Uuombi, spasm, and. m^y, coronaty 
emboh, as well as by ostia, narrowing due to luetic aortitis. Congenital abnormalities, 
such as anomalous origin of tho left anterior descending comnaty artety from me 
pubnona^, arte^, may cause myocardial ischemia and infarction in infancy, but mis 
cause « vety tare „ adults. Myooardial ^ ^ ^ 

demands are ahnom^y increased, as in severe ventrictuar hypertrophy due to 

mdtstmgu«hable from that caused by comna* atherosclerosis. A reduction in the 
oxygen-car^g cepacia of me Wood, as in extreme* severe anemia or in the 
presence of carboxy-htano^obin, is a rare cause of myocardia. ischemia. No, 
,nfre 4 uen,.y, two or more causes of ischemia wiU coexist, such as an increase in 
oxygen demand due ,o left vemricular hypertmpby md . reductlon fa ° 
secondary to coronary atherosclerosis. 
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The foregoing studies are aimed at defining the role of particular gene variations 
presumed to be involved in the misleading of normal cellular function leading to 
cardiovascular disease/However, such approaches cannot identify the full panoply of 
gene variations that are involved in the disease process. 

At present, the only available treatments for cardiovascular disorders are pharma- 
ceutical based medications^ that are not targeted to an individual's actual defect; 
examples include angiotensin converting enzyme (ACE) inhibitors and diuretics for 
hypertension, insulin supplementation for non-insulin dependent diabetes nieffitus 
(N1DDM), cholesterol reduction strategies for dyshpidaemia, anticoagulants, jj 
blockers for cardiovascular disorders and weight reduction strategies for obesity. If 
targeted treatment strategies were available it might be possible to predict the 
response to a particular regime of therapy and could markedly increase the 
effectiveness of such treatment Although targeted therapy requires accurate 
diagnostic tests for disease susceptibility, once these tests are developed the 
opportunity to utilize targeted therapy will become widespread. Such diagnostic tests 
could initially serve to identify individuals at most risk of hypertension and could 
allow them to make changes in lifestyle or diet that would serve as preventative 
measures. The benefits associated by coupling the diagnostic tests with a system of 
targeted therapy could include the reduction in dosage of administered drugs and thus 
the amount of unpleasant side effects suffered by an individual. In more severe cases 
a diagnostic test may suggest that earlier surgical intervention would be useful in 
preventing a further deterioration in condition. 

It is an object of the invention to provide genetic diagnosis of predisposition or 
susceptibility for cardiovascular diseases. Another related object is to provide 
treatment to reduce or prevent or delay the onset of disease in those predisposed or 
susceptible to this disease. A further object is to provide means for carrying out this 
diagnosis. 



30 
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Accordingly, a first aspect of the invention provides a method of diagnosis of disease 
» an individual, said method comprising determining one, various or all genotypes 
in said individual of the genes listed in the Examples. 

In toother aspect, the invention provides a method of identifying an individual 
predisposed or susceptible to a disease, said method comprising determining one 
various or all genotypes in said individual of the genes listed in the Examples. 

The invention is of advantage in that it enables diagnosis of a disease or of certain 
disease states via genetic analysis which can yield useable results before onset of 
disease symptoms, or beforeonset of severe symptoms. The invention is further of 
advantage in that it enables, diagnosis of predisposition or susceptibility to a disease 
or of certain disease states vfra genetic analysis. 

The invention may also be of use in confirming or corroborating the results of other 
diagnostic methods. The diagnosis of the invention may thus suitably be used either 
as an isolated technique or in combination with other methods and apparatus for 
diagnosis, in which latter case the invention provides a further test on which a 
diagnosis may be assessed. 

The present invention stems mUlg aUe|ic association M , fcr 

genoryping individuals; allowing the investigation of the molecular genetie basis fcr 
cardiovascular diseases. U a specific embodiment the invention tesB for the 
polymorphisms in the sequences of the listed genes in tite Examples. The invention 
demonstrates a linkbetweet, this polymorphisms and predispositions to cardio- 
vascular diseases by showing mat allele frequencies significantly differ when 
individuals with "bad" serum lipids are compared to individuals with "good" scrum 
levels. Themeaning of "good and bad" senun lipid levels is defined in Tabic la. 



Certain disease s W c, ^i ^uh^^^fr^^^^^ 
reduced or prevented or delayed, by administration of treatment or merapy ^ 
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advance of disease appearance; this can be more reliably carried out if advance 
diagnosis of predisposition or susceptibility to disease can be diagnosed. 

Pharmacogenomics and adverse drug reactions 

5 

Adverse drug reactions (ADRs) remain a major clinical problem. A recent meta- 
analysis suggested that in the USA in 1994, ADRs were responsible for 100 000 
deaths, making them between the fourth and sixth commonest cause of death 
(Lazarou 1998, J. Am. Med. Assoc. 279:1200). Although these figures have been 

10 heavily criticized, they emphasize the importance of ADRs. Indeed, there is good 
evidence that ADRs account for 5% of all hospital admissions and increase the length 
of stay in hospital by two days at an increased cost of ~$2500 per patient. ADRs are 
also one of the commonest causes of drug withdrawal, which has enormous financial 
implications for the pharmaceutical industry. ADRs, perhaps fortunately, only affect 

15 a minority of those taking a particular drug. Although factors that determine 
susceptibility are unclear in most cases, there is increasing interest in the role of 
genetic factors. Indeed, the role of inheritable variations in predisposing patients to 
ADRs has been appreciated since the late 1950s and early 1960s through the 
discovery of deficiencies in enzymes such as pseudocholinesterase (butyryl- 

20 cholinesterase) and glucose-6-phosphate dehydrogenase (G6PD). More recently, with 
the first draft of the human genome just completed, there has been renewed interest 
in this area with the introduction . of terms such as pharmacogenomics and 
toxicogenomics , Essentially, the aim of pharmacogenomics and pharmacogenetics is 
to produce personalized medicines, whereby administration of the drug class and 

15 dosage is tailored to an individual genotype. Thus, the term pharmacogenetics 
embraces both efficacy and toxicity. 

The 3-hydroxy-3-methylglutaryl coenzyme A (HMG-CoA) reductase inhibitors 
("statins") specifically inhibit the enzyme HMG-CoA reductase which catalyzes the 
C rate limiting step in cholesterol biosynthesis. These drugs are effective in reducing 
the primary and secondary risk of coronary artery disease and coronary events, such 

t ■ 
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as heart attack, in middled and older men and women, in both diabetic and non- 
dtabetic patients, and are onen prescribed for patients with hyperlipemia. Statins 
used m secondary prevention of coronary artery or heart disease significantly reduce 
4c rtsk of stroke, total mortality and morbidity and attacks of myocardial ischemia- 
the use of statins i 8 also associated with improvements in endothelial and abrinolytic' 
functions and decreased platelet thrombus formation. 

The tCembiiity of these drugs during long term adminismttion is an important issue. 
Adverse reactions involving, skeletal muscle am no, uncommon, and sometimes 
serious adverse reactions involving skeletal muscle such „• m ^ 
rhabdomyolysis may occurs requiring discontinuation of me dmg. I„ addition an 
mcrease in semm creatine kinase (CK) may be a sign of a statin related adverse 
event. The extend of such adverse .events can be read.fmm me extend of the CK level 
mcrease (as compared to the upper limit of normal [ULN]). 

Occasion.^ arthralgia. a.ooe orln association with myalgia, has been reported. A.so 
an elevation of liver tnmsaminaaes has been associated witii statin admimstration. 

I. was show mat the dmg response ,. statin th rapy is . clas5 cffccts _ u " 
and preaumab.y also all so far undiscovered statins share the same bene/ical and 
hannful effects (Ucar, M at al., Dmg Safety 2000, 22:441). It follows that the 
discovery of diagnostic tools to predict the dmg.esponse to a singte statin wi,l also 
be of aid to guide therapy with other statins. 

The present invention pmvides diagnostic tears «. pradic , me m ^ 
msponse to statin rherepy. Such responses indude, bu, are no. limited by the extent 
of adveme dmg reactions, me leva, of Hpid lowering or me drug-s influence on 

alone or ,„ comb.na.ion wim anotiter diagnostic test or an oth „ dmg regimen 
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Detailed Description of the Invention 

The present invention is based at least in part on the discovery that a specific allele of 
a polymorphic region of a so called "candidate gene" (as defined below) is associated 
5 with CVD or drug response. 1 

For the present invention the following candidate genes were analyzed: 

Genes found to be expressed in cardiac tissue (Hwang et al., Circulation 1 997, 
10 96:4146-4203). 

Genes from the following metabolic pathways and their regulatory elements: 

Lipid metabolism 

15 Numerous studies have shown a connection between serum lipid levels and 
cardiovascular diseases. Candidate genes falling into this group include but are not 
limited by genes of the cholesterol pathway, apolipoproteins and their modifiying 
factors. 

20 Coagulation 

Ischemic diseases of the heart and in particular myocardial infarction may be caused 
by a thrombotic occlusion. Genes felling into this group include all genes of the 
coagulation cascade and their regulatory elements. 



25 



Inflammation 



Complications of atherosclerosis are the most common causes of death in Western 
societies. In broad outline atherosclerosis can be considered to be a form of chronic 
30 inflammation resulting from interaction modified lipoproteins, monocyte-derived 
macrophages/!" cells, and the normal cellular elements of the arterial wall. This 
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mflammatory process can ultimately lead to the development of complex lesions, or 
Plaques, that protrude into the arterial lumen. Finally plaque rupture and thrombosis 
result in the acute clinical complications of myocardial infarction and stroke (Glass et 
al„ Cell 2001, 104:503-516). 

It follows that all genes related to inflammatory processes, including but not limited 
by cytokines, cytokine receptors and ceil adhesion molecules are candidate genes for 
CVD. S 



1 0 Glucose and energy metabolism 



15 



As glucose and energy metabolism is interdependent with the metabolism of lipids 
(see above) also the former pathways contain candidate genes. Energy metabolism in 
general also relates to obesity, which is an independent risk factor for CVD 
(Melanson et al., Cardiol Rev 2001 9:202-207). In addition high, blood glucose levels 
are associated with many microvascular and macrovascular complications and xnay 
therefore affect an individuals disposition to CVD (Duckworth, Curr Atheroscler Rep 

o.ooo * 

->.jo3-391). 



20 



25 



30 



Hypertension 

As hypertension is an independent risk fcctor tor CVD, else genes that are involved 
m the regulation of systolic and diastolic blood press™ affect an individuals risk for 
CVD (Safer, Cun- Opto Cardio. 2000, 15:258-263). Interestingly hypertension and 
dtabetes (see above) appear «o be interdependent, sinoe hypertension is 
approximately twice as frequent in patterns witit diabetes compared with patients 
wtthou. the disease. Convey, recent data suggest that hypertensive persons are 
more pre d iS p„ S ed «o the development of diabetes man an, normotensive percona 
(bowers et al.. Hypertension 2001, 37:1053-1059). 
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■ Genes related to drug response 

Those genes include metabolic pathways involved in the absorption, distribution, 
metabolism, excretion and toxicity (ADMET) of drugs. Prominent members of this 
5 group are the cytochrome I{450 proteins which catalyze many reactions involved in 
drug metabolism. 

Unclassified genes 

10 As stated above, the mechanisms that lead to cardiovascular diseases or define the 
patient's individual response to drugs are not completely elucidated. Hence also 
candidate genes were analysed, which could not-be assigned to the above listed 
categories. The present invention is based at least in part on the discovery of 
polymorphisms, that lie. in genomic regions of unknown physiological function. 



15 



Results 



After conducting an association study* we surprisingly found polymorphic sites in a 
number of candidate genes which show a strong correlation with the following 

20 phenotypes of the patients analysed: "Healthy" as used herein refers to individuals 
that neither suffer from existing CVD, nor exhibit an increased risk for CVD through 
their serum lipid level profile. "CVD prone" as used herein refers to individuals with 
existing CVD and/or a serum lipid profile that confers a high risk to get CVD (see 
Table la for definitions of healthy and CVD prone serum lipid levels). "High 

25 responder" as used herein refers to patients who benefit from relatively small 
amounts of a given drug. "Low responder" as used herein refers to patients who need 
relatively high doses in order to obtain benefit from the medication. "Tolerant 
patient" refers to individuals who can tolerate high doses of a medicament without 
exhibiting adverse drug reactions. -ADR patient" as used herein refers to individuals 

30 who suffer from ADR or show clinical symptoms (like creatine kinase elevation in 
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blood) even after receiving only minor do.es of a medicament (see Table lb for a 
detailed definition of drug response phenotypes). 

Polymorphic sites in candidate genes that were found to be significantly associated 
with ei ther of the above mentioned phenotypes will be referred to as "phenotype 
associated SNPs'. (PA SNPs). The respective genomic loci that harbour PA SNPs 
will be referred to as "phenotype associated genes" (PA genes), irrespective of the 
actual function of this gene locus. 

As PA SNPs am Unted „, olher SNPs fa Mig|lboiine m a chron]osoine 

(Lmkage D.seuuihbrium) ta SNPs could als o boused as marker SNPs. In a recen, 
public. it was shown .ha, SNPs are Jinked over 100 kb in some eases more man 
150 kb ^ D.E. al hiahne 41 1,- 199-204, 2001). Heace SNPs .ying in regions 
netghbouring PA SNPs could be linked m the .atter and by .his being a diagnosric 
marker. These associations eonld be performed as described for .he gene 
polymorphism in methods. ° 



inanitions 



For convenience. ,he meaning of certain terms and phrases emp.oyed in me 
specfication* examples, and appended claims a re provided below. Moreover .he 
definitions by itself are taended m explain a former backgmuad of me invention. 

The .em. "allele", which is used hrtemhangeably herein wi.h "allelic variant refers 
to anemadve fams of a gene or portions thereof. Alie.es eccnpy the same lo cus or 
posmon on homologous chromosome When a snbjec. has two identical Oleics of a 
gene me subject is said «o be homozygous for the gene or aileie. When a subject has 
2*™™ alleles of a gene. fte subject is said to be hetemzygous for the gene. 

nu!2d T ""* mW ^ "* ^ fa 2 ** - 
-nue^ud^a^-ean-^ude-subsdn.rions.^ereUu.,, an d inseri.ons oi nucleotides 
An allele of a gene eanalso.be a form of .gene containing amutation. 
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The term "allelic variant of a polymorphic region of a gene" refers to a region of a 
gene having one of several nucleotide sequences found in that region of the gene in 
other individuals. 

"Homology" or "identity" or "similarity" refers to sequence similarity between two 
peptides or between two nucleic acid molecules. Homology can be determined by 
comparing a position in each sequence which may be aligned for purposes of 
comparison. When a position in the compared sequence is occupied by the same base 
or amino acid, then the molecules are homologous at that position. A degree of 
homology between sequences is a function of the number of matching or 
homologous positions shared by the sequences. An "unrelated" or "non-homologous" 
sequence shares less than 40% identity, though preferably less than 25% identity, 
with one of the sequences of the present invention. 



The term "a homologue of a nucleic acid" refers to a nucleic acid having a nucleotide 
sequence having a certain degree of homology with the nucleotide sequence of the 
nucleic acid or complement thereof. A homologue of a double stranded nucleic acid 
having SEQ ID NO. X is intended to include nucleic acids having a nucleotide 
20 sequence which has a certain degree of homology with SEQ ID NO. X or with the 
complement thereof. Preferred homologous of nucleic acids are capable of 
hybridizing to the nucleic acid or complement thereof. 



30 



The term "interact" as used herein is meant to include detectable interactions between 
molecules, such as can be detected using, for example, a hybridization assay. 

the term interact is also meant to include "binding" interactions between molecules. 
Interactions may be, for example, protein-protein, protein-nucleic acid, protein-small 
molecule or small molecules-nucleic acid in nature. 
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The term "imronic sequeni!e . or "imronic nucleotide sequence" refer, ,o the 
nucleotide sequence of tut intron or portion thereof 

5 " iS ° ,ated " " here,n ™ PM "> DUCWe -* - DNA or 

refeS '° m ° leCUJes •T* - tem «*« DNA, or RNAs, respectively, the, nro 
present in the natum, source of the macromdecule. The te™ isoieted as used herein 
a>so refers ,o , nucleic acid orpepnde tha, is substantially fiee of cellular material, 
vtral matenal, or culture medium when produced by recombinant DNA techniques 
^ or * 0 ^P«™oromerchemieaUwhencbemicaUy S ynmesi,ed. 

Moreover, an "isolated nucWe acid" ,s mean, te mclnde nucleic acid fragments 
whtch are no, naturally occurring as Iragmente and wouM no, be found in me nantra. 

T« ^ ^ — - Polypeptide, which are 

. rsolated flom other ceUular proteins and is mean, «o encompass bom purified and 
-> recombinant polypeptides. 

The term "upid" shal, refer ,o a to or Mae subslauce ma, is insohtble in polar 
~*~m* as water. Theterm "lipid" is mtended ,o include true iats (e.g. es Jrs of 
a«y amds and gl yeero,) ; fipids (phospholipids, carebrosides; waxes); sterol 
(cholesterol, ergosterol) and lipoproteins (e.g. HDL, LDL and VLDL). 

The term • W relets to a specific position in a chromosome. For examp,e, a locus 
of a gene refers to the chromosomal position of the gene. 

22^77*°"" " ^ refm to ^ °~°»< «U. -vaHon or 
—ton), for example by agonizing, and down-regulation (i.e. inhibition or 
uppresstonX *r example by antagonizing of a bioaerivi,, (,g. expression of a . 



20 



_ao_ 



the structure as 



defined by the nucleotide content feuding deIetions , ^ rf ^ 
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or more nucleotides), the nucleotide sequence, the state of methyiation, and/or any 
other modification of the gene or portion thereof. 

The term "mutated gene" refers to an allelic form of a gene, which is capable of 
• altering the phenotype of a subject having the mutated gene relative to a subject 
which does not have the mutated gene. If a subject must be homozygous for this 
mutation to have an altered phenotype, the mutation is said to be recessive. If one 
copy of the mutated gene is sufficient to alter the genotype of the subject, the 
mutation is said to be dominant. If a subject has one copy of the mutated gene and 
has a phenotype that is intermediate between that of a homozygous and that of a 
heterozygous (for that gene) subject, the mutation is said to be co-dominant 

As used herein, the term "nucleic acid" refers to polynucleotides such as deoxy- 
ribonucleic acid (DNA), and, where appropriate, ribonucleic acid (RNA). The term 
should also be understood to include, as equivalents, derivatives, variants and 
analogs of either RNA or DNA made from nucleotide analogs, including peptide 
nucleic acids (PNA), morpholino oligonucleotides (J. Summerton and D. Weller, 
Antisense and Nucleic Acid Drug Development 7:187 (1997)) and, as applicable to 
the embodiment being described, single (sense or antisense) and double-stranded 
polynucleotides. Deoxyribonucleotides include deoxyadenosine, deoxycytidine, 
deoxyguanosine, and deoxythymidine. For purposes of clarity, when referring herein 
to a nucleotide of a nucleic acid, which can be DNA or an RNA, the term 
"adenosine", "cytidine", "guanosine", and "thymidine" are used. It is understood that 
if the nucleic acid is RNA, a nucleotide having a uracil base is uridine. 

The term "nucleotide sequence complementary to the nucleotide sequence set forth in 
SEQ ID NO. x" refers to the nucleotide sequence of the complementary strand of a 
nucleic acid strand having SEQ ID NO. x. The term "complementary strand" is used 
herein interchangeably with the term "complement". The complement of a nucleic 
acid strand oan be the complement of a coding strand or the complement of a non- 
coding strand. When referring to double stranded nucleic acids, the complement of a 
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nucleic acid having SEQ ID NO. * ref m to «he commentary strami of me ^ 
hav,ng SEQ ro NO , x or to My nucIejo ^ ^ ^ ^ ^ 

oomplementary stnnd of SEQ ID NO. x. When refcning to . ^ ^ nucleic 
ac.d havmg the nocl«m d . SEQ ro NQ ^ ^ con)pfemen£ rf ^ ^ 

71 m teVta8 * nUCle0 " de MqUenCe WWch iS -PfcTO .o 0,« or 

SEQ ZD NO. x. The nacleofme scueaoea and comptanentary theleof „ 

always given in the 5' to 3' direction Ttm >™ ■ 

• QlrecIlon - «"> l«ra "complement" and "reveree 
complement" are used interchangeably herein. 

The tern, "operably linked" is intended to mean mat me promoter is associated with 
the nucretc acid in soch amanner as to fccUtae transcription of the nucleic acid, 

The term "polymorphism" refers to the coexistence of mora man one for™ of a gene 
or pmbon dtereof. A portion of a gene of which mare are * lwt ^ different fcnns _ 
t.e.. two duTemn. nocleomde seances, is refold to aa a "polymorphic region of a 

gene* A polymorphic region can he a sing!. nnCeodde, ma identity of which diife. 

'"^"^•ApofymorpMcr^ 

A "polvmotphic gene" refers to a gene having a, least one po.ymomhic region. 

To describe a "polymeric site" in a nndeottda ae q „ence often mere is used an , 

err c : 7 ** ■"* for ^ ° f — — <■ - ** 

The hst of ammgnfty codas is summarize.! in the following table: 
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Ambiguity Codes 
(TUPAC Nomenclature) 



. B 


c/g/t 


D 


• a/g/t 


H 


a/c/t 


K 


g/t 


M 


a/c 


N 


• a/c/g/t 


R 


• a/g 


S 


C/g 


V 


a/c/g 


w 


a/t 


Y 


c/t 



So, for example, a "R» in a nucleotide sequence means that either an "a" or a «g» 
could be at that position. 

5 The terms "protein", "polypeptide" and "peptide" are used interchangeably herein 
when referring to a gene product. 



A "regulatory element", also tenned heroin "regulatory sequence is intended to 
tnclude element, which are capable of modulating transcription from a basic 
promoter and include elements such as enhancer, and silencer,. The term "enhancer" 
also referred to herein as "enhancer element", is intended to inctade regulatory' 
elements capable of increasing, stimulating, or enhancing transcription from a basic 
promoter. The term "silence,-, ^ K(emi „ ^ „ „ siW ^ 
.mended to include regnlat0Iy elemems MpaWe of .^.^ ^ 

repressmg tnmscription from a bffiic Regu]atory ^ ^ 

present in * flanktog ngim * of genes. However, regular eIemwts ^ also been 
shown to be present in other regions of a gene, in particular to tofrons. Thus it is 
posstble that genes have regulatory element, located to totrons, cxons. coding 
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regtons, and 3' flanking Such reguIatoiy elemen(s ^ ^ jnwnd£d ^ 

ettcompttssed by invention and can be identified by any of the assays that 

ean be used to identify regulatory element in 5' flanking regions of genes. 

Tbe term » regulat0Iy dement „ ^ encompassps 

elements, i.a., regulatory etemen* which efiec, expression of me 

sequence preferentiaUy in specific ceiis (e.g„ ceiis of a specific tissue) gene 

expression occurs prefe.on.iaHy in a specific oe.. if expression in this ceil rype is 

stgruficantly higher than expression in other cell types. Tbe term VgnLry 

"* *° enCOmPaSSeS ^*«*y elements, i.e., regulatory 

elements which are active in most ceil types. Furthennore, a regulatory Cement can 
be a constmmve reguhtory element. i.e.. a regulatory element which consdtutively 
regulates tmnscription,.as opposed to a regulator element which is inducible i c a 
regulatory element which is active primarily in response to a stimulus. A stimuL 
=» be, e .g., a molecule, such as a hotmone, cytokine, heavy metal, phorbol ester 
cyclic AMP (c AMP), or retinoic acid. 

Regulatory elements are typically bound by proteins, e.g.. traascription'factors. The 
term "transcription factor" is intended to inch.de proteins or modified forms thereof 
winch interact prefcreutially with specific „uc,eio acid sequences, i.e., regulatory 
elements, and which in appropriate conditions stimulate or repress transcription 
Some transcription factors are active when they are in the form of a monomer' 
Alternatively, ofher transcription actors are active in the form of a dfmer consisting 
of two tdenticaf proteins „ r mma proteil]s 

transcription Motors are intended to refer to transcription factors having a post- 
translations! modification, such a, the anachmen, of a phosphate group. The activity 
of a t^cription fbctor is fi^eatly momUnted by a post-teanstettona, modification 
For example, certain transcription factors are active only if fey ^ phosphorated 
onspcertc residues, Alternatively, transcription factors can be active in the absence 
of Phos P ho^a mro<r6 ^ 5aM by 
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known transcription factors and their DNA binding site can be found, e.g., in public 
databases, e.g., TFMATRIX Transcription Factor Binding Site Profile database. 

As used herein, the terin "specifically hybridizes" or "specifically detects" refers to 
the ability of a nucleic acid molecule of the invention to hybridize to at least 
approximately 6, 12, 20, 30, 40, 50, 60, 70, 80, 90, 100, 110, 120, 130 or 140 
consecutive nucleotides of either strand of a gene. 

The term "wild-type allele" refers to an allele of a gene which, when present in two 
copies in a subject results in a wild-type phenotype. There can be several different 
wild-type alleles of a specific gene, since certain nucleotide changes in a gene may 
not affect the phenotype of a subject having two copies of the gene with the 
nucleotide changes. 

"Adverse drug reaction" (ADR) as used herein refers to an appreciably harmful or 
unpleasant reaction, resulting from an intervention related to the use of a medicinal 
product, whichpredicts hazard from future administration and warrants prevention or 
specific treatment, or alteration of the dosage regimen, or withdrawal of the product. 
In it's most severe form an ADR might lead to the death of an individual. 

The term "Drug Response" is intended to mean any response that a patient exhibits 
upon drug admimstration. Specifically drug response includes beneficial, i.e. desired 
drug effects, ADR or no detectable reaction at all. More specifically the term drug 
response could also have a qualitative meaning, i.e. it embraces low or high 
beneficial effects, respectively and mild or severe ADR, respectively. The term 
-Sfatm Response" as used herein refers to drug response after statin administration. 
An individual drug response includes also a good or bad metabolizing of the drug, 
meaning that "bad metabolizers" accumulate the drug in the body and by this could 
show side effects of the dmg due to accumulative overdoses. 
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"Candidate gene" as used herein includes genes that can be assigned to either norma! 
cardiovascular function or to metabolic pathways that are related to onset and/or 
progression of cardiovascular diseases. 

With regard to drug response the term "candidate gene" includes genes that can be 
assigned to distinct phenotypes regarding the patient's response to drug 
administration. Those phenotypes may include patients who benefit from relatively 
small amounts of a given drug (high responders) or patients who need relatively high 
doses m order to obtain the same benefit (low responders). In addition those 
Pbenotypes may include patients who can tolerate high doses of a medicament 
without exhibiting ADR, or patients who suffer from ADR even after receiving only 
low doses of a medicament. 

As neither the development of cardiovascular diseases nor the patient's response to 
dmg administration is completely understood, the term "candidate gene" may also 
comprise genes with presently unknown function. 



"PA SNP" (phenotype associated SNP) refers to a polymorphic site which shows a 
significant association with a patients phenotype (healthy, diseased, low or high 
20 responder, drug tolerant, ADR prone, etc.) 

"PA gene" (phenotype associated gene) refers to a genomic locus harbouring a PA 
SNP, irrespective of the actual function of this gene locus. 



-30- 



PA gene polypeptide refers to a polypeptide encoded at least in part by a PA gene. 

The term "Secondary SNP'* is intended to mean a SNP that is in neighborhood to at 
least one other ("primary") SNP. Due to linkage disequilibrium both primary and 
secondary SNP(s) might shown a similar association with a phenotype 
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The term "Haplotype" as used herein refers to a group of two or more SNPs that are 
functionally and/or spatially linked. Le. haplotypes define groups of SNPs that lie. 
inside genes belonging to identical (or related metabolic) pathways and/or lie on the 
same chromosome. Haplotypes are expected to give better predictive/diagnostic 
5 information than a single SNP 

The term "statin" is intended to embrace all inhibitors of the enzyme 3-hydroxy-3- 
methylglutaryl coenzyme A (HMG-CoA) reductase. Statins specifically inhibit the 
enzyme HMG-CoA reductase which catalyzes the rate limiting step in cholesterol 
10 biosynthesis. Known statins are Atorvastatin, Cerivastajtin, Fluvastatin, Lovastatin, 
Pravastatin and Simvastatin. 

Methods for Assessing C ardiovascular St**™ 

15 The present invention provides diagnostic methods for assessing cardiovascular 
status in a human individual. Cardiovascular status as used herein refers to the 
physiological status of an individual's cardiovascular system as reflected in one or 
more markers or indicators. Status markers include without limitation clinical 
measurements such as, e.g., blood pressure, electrocardiographic profile, and 
differentiated blood flow analysis as well as measurements of LDL- and HDL- 
Cholesterol levels, other lipids and other well established clinical parameters that are 
standard in the art. Status markers according to the invention include diagnoses of 
one or more cardiovascular syndromes, such as, e.g„ hypertension, acute myocardial 
infarction, silent myocardial infarction, stroke, and atherosclerosis. It will be 
25 understood that a diagnosis of a cardiovascular syndrome made by a medical 
practitioner encompasses clinical measurements and medical judgement. Status 
markers according to the invention are assessed using conventional methods well 
known in the art. Also included in the evaluation of cardiovascular status are 
quantitative or qualitative changes in status markers with time, such as would be 
used, e.g., in the determination of an individual's response to a particular therapeutic 
regimen. 
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The methods are carried out by the steps of: 



(i) 



determmmg the sequence of one cr more polymorphic positions within one 
. several or all of the genes listed in Examples or other genes mentioned in this 
file m the individual to establish a polymorphic pattern for the individual; and 

GO comparing the polymorphic pattern established in (i) with the polymorphic 
patterns of humans exhibiting different markers of cardiovascular status The 
polymorphic pattern of the individual is. preferably, highly similar and, most 
preferably, identical to the polymorphic pattern of individuals who exhibit 
particular status markers, cardiovascular syndromes, and/or particular patterns 
of response to therapeutic interventions. Polymorphic patterns may also 
include polymorphic positions in other genes which are shown in 
combination with one or more polymorphic positions in the genes listed in the 
Examples, to correlate with the presence of particular status markers. In one 
embodiment, the method involves comparing an individual's polymorphic 
pattern with polymorphic patterns of individuals who have been shown to 
respond positively or negatively to a particular therapeutic regimen 
Therapeutic regimen as used herein refers to treatments aimed at the 
elimination or amelioration of symptoms and events associated cardiovascular 
d^ase. Such treatments include without limitation one or more of alteration 
in diet, lifestyle, and exercise regimen; invasive and noninvasive surgical 
techniques such as atherectomy, angioplasty, and coronary bypass surgery- 
and pharmaceutical interventions, such as administration of ACE inhibitors' 
angiotensin H receptor antagonists, diuretics, alpha-adrenoreceptor antago- 
nists, cardiac glycosides, phosphodiesterase inhibitors, beta-adrenorcceptor 
antagonists, calcium channel blockers, HMG-CoA reductase inhibitors 

lnU " 6 bl ° Ckers > endothelin rece ptor blockers, organic nitrites' 

and modulators or protein-f unction of genes listed in the Examples 
Interventions with pharmaceutical agents not yet known whose activity 
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correlates with particular polymorphic patterns associated with cardiovascular 
disease are also encompassed. It is contemplated, for example, that patients 
who are candidates for a particular therapeutic regimen will be screened for 
polymorphic patterns that correlate with responsivity to that particular 
regimen. 

In a preferred embodiment, the method involves comparing an individual's 
polymorphic pattern with polymorphic patterns of individuals who exhibit or have 
exhibited one or more markers of cardiovascular disease, such as, e.g., elevated LDL- 
Cholesterol levels, high blood pressure, abnormal electrocardiographic profile, 
myocardial infarction, stroke, or atherosclerosis. 



In another embodiment, the method involves comparing an individual's polymorphic 
pattern with polymorphic patterns of individuals who exhibit or have exhibited one 
15 or more dmg related phenotypes, such as, e.g., low or high drag response, or adverse 
drug reactions. 



In practicing the methods of the invention, an individual's polymorphic pattern can 
be established by obtaining DNA from the individual and determining the sequence 
20 at predetermined polymorphic positions in the genes such as those described in diis 
file. 

The DNA may be obtained from any cell source. Non-limiting examples of cell 
sources available in clinical practice include blood cells, buccal cells, cervicovaginal 
cells, epithelial cells from urine, fetal cells, or any cells present in tissue obtained by 
biopsy. Cells may also be obtained from body fluids, including without limitation 
blood, saliva, sweat, urine, cerebrospinal fluid, feces, and tissue exudates at the site 
of infection or itmammation. DNA is extracted from the cell source or body fluid 
using any of the numerous methods that are standard in the art. It will be understood 
that the particular method used to extract DNA will depend on the nature of the 
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source 
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Diagnostic and Prognostic Assays 

The present invention provides methods for determining the molecular structure of at 
least oncpolymcphic region of a gene, specific allelic variants of said polymorphic 
region being associated with cardiovascular disease. In one embodiment, detennining 
the molecular structure of a polymorphic region of a gene comprises determining the 
identity of the allelic variant. A polymorphic region of a gene, of which specific 
alleles are associated with cardiovascular disease can be located in an axon an 
mtron, at an intron/exon border, or in the promoter of the gene. 

The invention provides methods for determining whether a subject has, or is at risk 
of developing a cardiovascular disease. Such disorders can be associated with on 
aberrant gene activity, e.g., abnormal binding to a form of a lipid, or an aberrant gene 
protem level. An aberrant gene protein level can result from an aberrant transcription 
or post-transcriptional regulation. Thus, allelic differences in specific regions of a 
gene can result in differences of gene protein due to differences in regulation of 
expression. In particular, some of the identified polymorphisms in the human gene 
™ y be associated with differences in the level of transcription, RNA maturation 
sphcing, or translation of the gene or transcription product. 

In preferred embodiments, the methods of the invention can be characterized as 
composing detecting, in a sample of cells from the subject, the presence or absence 
of a specie allelic variant of one or more polymorphic regions of a gene. The allelic 
differences can be: (i) a difference in the identity of at least one nucleotide or (ii) a 
deference in the number of nucleotides, which difference can be a single nucleotide 
or several nucleotides. 

A preferred deteedon method „ aUeIe spMjfic hybridi2M . on ^ 
abound Ore po.ymon.hio region. Bxa.np.es of prooes for detecting M alieiio 
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variants of the polymorphic region located in intron X are P n>bes comprising a 
nucleotide sequence set forth in any of SEQ ID NO. X. In a preferred embodiment of 
the invention, several probes capable of hybridizing specifically to allelic variants are 
attached to a solid phase support, e.g., a ••chip". Oligonucleotides can be bound to a 
solid support by a variety of processes, including lithography. For example a chip 
can hold up to 250,000 oligonucleotides (GeneChip, Affymetrix). Mutation detection 
analyse using these chips comprising oligonucleotides, a | so termed "DNA probe 
arrays- is described e.g., in Cronin et al. (1996) Human Mutation 7:244 and in Kozal 
et al. (1996) Nature Medicine 2:753. In one embodiment, a chip comprises all the 
allelic variants of at least one polymorphic region of a gene. The solid phase support 
is then contacted with a test nucleic acid and hybridization to the specific probes is 
detected. Accordingly, the identity of numerous allelic variants of one or more genes 
can be identified in a simple hybridization experiment. For example, the identity of 
the allelic variant of the nucleotide polymorphism of nucleotide A or G at position 33 
of Seq ID 1 (baySNP179) and that of other possible polymorphic regions can be 
determined in a single hybridization experiment. 



In other detection methods, it is necessary to first amplify at least a portion of a gene 
prior to identifying the allelic variant. Amplification can be performed, e.g., by PCR 
and/or LCR, according to methods known in the art. In one embodiment, genomic 
DNA of a cell is exposed to two PCR primers and amplification for a number of 
cycles sufficient to produce the required amount of amplified DNA. In preferred 
embodiments, the primers are located between 40 and 350 base pairs apart. Preferred 
primers for amplifying gene fragments of genes of this file are listed in Table 2 in 
25 the Examples, 

Amative amplification methods include: self sustained sequence replication 
(Guatelli, J. C. et al., 1990, Proc. Natl. Acad. Sci. U.S.A. 87:1874-1878), 
transcriptional amplification system (Kwoh, D. Y. et al.. 1989, Proc. Natl Acad Sci' 
*0 U.S.A. 86:1173-1177), Q. B eta Replicase (Lizardi, P. M. et al., 1988, 
Bio/Technology 6:1197), or any other nucleic acid amplification method, followed 
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by fte detechon of mo amplified molecules ^ tcohniqI1M wen ^ ^ ^ 
*B . me an. T*ese detection schemes are especiafly useful for rbe detection of 
nuotae acid molecules if such molecules are present in vary low numbers. 

In one embodiment, any of a variety of sequencing reactions known in ,ha art a» ba 
used to drrectly sequence at leas, a portion of a gen, and detao, h, variant a g 
nuuations, by comparing tbe sequence of the samp,e sequence with' the 
oorraaponding wild-rypa (oontroi) aaotKnce. Exemplary sequencing reactions fac ,„de 
ttose baaad on techniques devetoped by Maxam and Gilbert (Proa. Nati Aoad Sci 

USA( 19 77)74:560)orS.ngar (S angara,al(l S »77)Proc. N a,. Aaad. Sci 74:5463) It 
. also contem pI a,ed tha any of a varied of numerated sequenciug procedure, may 
ba ntrUzed whan performing the subJect ^ (l99}) , 

uicludhrg sequencing by mass spectrometry (aaa, for example. US Pa. No' 
5,547,835 and international patent application Publication Number WO 94/16101 
entitled DNA Sequencing by Masa Spectrometry by H. Easter; US. Pat No' 
5,547,835 and .ntemational patent application Publication Number WO 94/21822 
anntlad "DNA Sequencing by Ma* Spectromeby Via Exonuelaaaa Degradation" by 

PCT/US96/03651 emided DNA Diagnostics Based on Mess Spectrometry by H 
Kostar; Cohan e, al. (,996) Adv Chmmatogr 36:127-162; and Griflm « al. (1993) 
Appl Btochem Biotechno. 38:147-159). I. will b. evident to one skilled in the ar, 
dra, for certain embodiments, «h. occurrence of only one. two „ r ^ of the nucteic 
ao.d bases need be determined in ma seeing reaction. For mabmce. A-track or 
the hke, eg., where only one nucleotide is detected, can be carried out. 

Method of DNA sequancmg employing a mixed DNA-polymer chain pr „be» and 

N °- 5 - 571 ' 676 "Method for mistnateh-dimcted in vitm DNA 

sequencing". uiyJK 



Emp f ansszei t 31 . Jan . 12:04 



Le A 36 562 



-27- 



In some cases, the presence of a specific allele of a gene in DNA from a subject can 
be shown by restriction enzyme analysis. For example, a specific nucleotide 
polymorphism can result in a nucleotide sequence comprising a restriction site which 
is absent from the nucleotide sequence of another allelic variant. 

In other embodiments, alterations in electrophoretic mobility is used to identify the 
type of gene allelic variant. For example, single strand conformation polymorphism 
(SSCP) may be used to detect differences in electrophoretic mobility between mutant 
and wild type nucleic acids (Orita et al. (1989) Proc Natl. Acad. Sci USA 86:2766, 
see also Cotton (1993) Mutat Res 285:125-144; and Hayashi (1992) Genet Anal Tech 
Appl 9:73-79). Single-stranded DNA fragments of sample and control nucleic acids 
are denatured and allowed to renature. The secondary structure of single-stranded 
nucleic acids varies according to sequence, the resulting alteration in electrophoretic 
mobility enables the detection of even a single base change. The DNA fragments 
may be labeled or detected with labeled probes. The sensitivity of the assay may be 
enhanced by using RNA (rather than DNA), in which the secondary structure is more 
sensitive to a change in sequence. In another preferred embodiment, the subject 
method utilizes heteroduplex analysis to separate double stranded heteroduplex 
molecules on the basis of changes in electrophoretic mobility (Keen et al. (1991) 
Trends Genet 7:5). 

In yet another embodiment, the identity of an allelic variant of a polymorphic region 
is obtained by analyzing the movement of a nucleic acid comprising the polymorphic 
region in polyacrylamide gels containing a gradient of denaturant is assayed using 
denaturing gradient gel electrophoresis (DGGE) (Myers et al (1985) Nature 
313 :495). When DGGE is used as the method of analysis, DNA will be modified to 
insure that it does not completely denature, for example by adding a GC clamp of 
approximately 40 bp of high-melting GC-rich DNA by PCR. In a further 
embodiment, a temperature gradient is used in place of a denaturing agent gradient to 
identify differences in the mobility of control and sample DNA (Rosenbaum and 
Reissner (1987) Biophys Chem 265: 1275). 
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Exam,.* rftt^ for detecting differences ofat _ one ^ 
nuCrnc acids bu« are no. limited to . 6eleotive oligonucleotide 

sefccUve amplification, or elective primer extension. For examp.e, o,i g onuc,eoude' 
P~be may be prepared in which ^ toown polymMphic 
-«ra,,y (auele-specific probes) and then hybridi2ed „ DNA under conditions 
whtch perm,, hybridization on,y if a perfect mateh is found (Safti e. a, 0 Z 

!u!r Tl ^ USRi &r *° Sfaul — ^ severe, 

nue^f t"T ^ ^ P4lyn,0,PhiC ^ oHse- 

DUele0tide "~ * ^ue variants ere attached « e 

bybnthzmg membrane and due membrane is men hybridized with ,abe,ed sample 
nuc etc acid. Anaiysis of me hybridization eigne, win rhen reveal me identity of L 
nucleotides of the sample nucleic acid. 

Ahernanvely, afiele specific ampfification technology which depends on se,ecuve ' 
ampnncation may be used. Ofigonucleoudes used as primers for specific 

C t° n ^ ^ ^ ° f intere5t ta *■ — »»« — (so 

d». etnphfication depends on differentia [hybridization,. (Oibbs e, el (1989) NuCeic 

Ac.de Res. ,7:2437-2448, or a, me extreme , end of one primer when,, under 

approprrate conditions, mistnamh can prevent, or reduce polymerase extension 

£oss„„ (,993, Tibtech „ ; 23 8: Newton eta,. ( 198 9, Kuol. Acids Res. ,7:25^ 

T°Tr i 3180 tenMd ,toobe " &r prebe ° HS0 *" »»— •• * -*« 

may be desrrabie ,o intmduce a novo, restriction site in the region of the mutation 
,o create cleavago-based detection (Gesparini et a, (,992) Mol. CM1 ,Ws 6:1). 

to another embodiment, identification of the audio variant is earned out using „ 
oligonucleotide ligation assav COI a * a t. ^ S 
and i* „.„„_,. ! (01A) : M deSCribtd - «*- in U S- No. 4,998,617 



, „ vv—y, » uescnoeo, e.g., in U.S. Pat. No. 4,998 617 

- ohgouucleotidea which am designed to be capabie of hybridizing „ abutting 
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sequences of a single strand of a target. One of the oligonucleotides is linked to a 
separation marker, e.g,. biotinylated, and the other is detectably labeled. If the precise 
complementary sequence is found in a target molecule, the oligonucleotides will 
hybridize such that their termini abut, and create a ligation substrate. Ligation then 
permits the labeled oligonucleotide to be recovered using avidin, or another biotin 
ligand. Nickerson, D. A. et aL have described a nucleic acid detection assay that 
combines attributes of PCR and OLA (Nickerson, D. A. et al. s Proc, Natl. Acad. Sci. 
(U.S.A.) 87:8923-8927 (1990). In this method, PCR is used to achieve the 
exponential amplification of target DNA, which is then detected using OLA. 

Several techniques based on this OLA method have been developed and can be used 
to detect specific allelic variants of a polymorphic region of a gene. For 'example, 
U.S. Pat. No. 5,593,826 discloses an OLA using an oligonucleotide having 3'-amino 
group and a 5'-phosphorylated oligonucleotide to form a conjugate having a 
phosphoramidate linkage. In another variation of OLA described in Tobe et al. 
((1996)Nucieic Acids Res 24: 3728), OLA combined with PCR permits typing of 
two alleles in a single microtiter well. By marking each of the ailele-specific primers 
with a unique hapten, i.e. digoxigenin and fluorescein, each LA reaction can be 
detected by using hapten specific antibodies that are labeled with different enzyme 
reporters, alkaline phosphatase or horseradish peroxidase. This system permits the 
detection of the two alleles using a high throughput format that leads to the 
production of two different colors. 

The invention further provides- methods for detecting single nucleotide poly- 
morphisms in a gene. Because single nucleotide polymorphisms constitute sites of 
variation flanked by regions of invariant sequence, their analysis requires no more 
than the determination of the identity of the single nucleotide present at the site of 
variation and it is unnecessary to determine a complete gene sequence for each 
patient. Several methods have been developed to facilitate the analysis of such single 
nucleotide polymorphisms. 
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in one embodiment, the single base polymotphism can be detected by using a 
apecatized exonuclea*^^ nucleotide _ m ^ 8 

~ No. 4 .56. , 27 >. According * ta method , . 

sequence unmeuia,e.y 3' to the polymeric * « penmtted to hytejdiffi „ . ^ 
moleeoie omained fiom a particular atnmal or hum an. If tbe polymorphic site on L 
•arge. molecule contains a nucleotide that is complements* ,o me pMicular 
exonuclease-resistan, uucteotide derivative present, ften ma. derivative wiU be 
mcorporated onto the end.of.he hybridized primer. Snch incorporation renders the 
pnmer resistant to exonuclease, and .hereby pemnts it? detection. Since me identify 
of me exonuc.eas.-msis.un. derivative of me sample is Known, a finding ma. the 
pnmer has become resistant to exonucieases reveals tha. the nucleotide present in the 
polymorphic site of me Urge, molecule was complement to mat of .he nuclide 
denvahve used in the reaction. This memod has the advantage that i, does no, req„ ire 
thedetermination of large amounts of extianeous sequence data. 

* anomer embodimen. of me invention, a solution-based memod is used for 
detemutung the identity of the „ ucleotide of . polymoiphic ^ ' ^ 

» Pamn, .2,o50,g40; PCT Appln. No. WO91/02087). As in me Mundy memod 
of US. Pat No. 4.656.127, a primer is employed ma. is. complementary to allelic 
sequences immediately 3' to apolymo^hic sire. The metttod determines me identity 
of me nucleotide 0 f«ha« aim using labeled dideoxynucleotide derivatives, which if 
complement to me nucleotide of me polymorphic aim win become ineotporaied 
onto the terminus of the primer. 

An a.ternative me,hod, known as Genetic Bit Analysis or GBA TM is described by 
Goelet, P. e, al. (PCT Appln. No. 92,-5712). The memod of Goelc P. e, .,. uses 
mntmrea of Ube.ed terminators and a primer ma, is complementary ,o me sequence 

LILT"* 1 * siK - tebe,ed tmbmc te is - 

de,emuned by. and complement to. me nucleotide presen, in ,he polymorphic she 
of-me-.^o.ecu.a-b.u^^eo . H ^ B „ method of cZ e, a. ~ 
(FrenchPa,en, 2 . fi 50.840 ; PCTA P p 1 .No.WO 9 ,/02087)meme,hodofOoele, P « 
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« 

al. is preferably a heterogeneous phase assay, in which the primer or the target 
molecule is immobilized to a solid phase. 

Recently, several primer-guided nucleotide incorporation procedures for assaying 
polymorphic sites in DNA have been described (Komher, J. S. et al., Nucl. Acids. 
• Res. 17:7779-7784 (1989); Sokolov, B. P., Nucl. Acids Res. 18:3671 (1990); 
Syvanen, A. -C, et al., Genomics 8:684-692 (1990), Kuppuswamy, M. N. et al., 
Proc. Natl. Acad. Sci. (U.S.A.) 88:1143-1147 (1991); Prezant, T. R. et al., Hum.' 
Mutat. 1:159-164 (1992); Ugozzoli, L. et al., GATA 9:107-1 12 (1992); Nyren, P. et 
al., Anal. Biochem. 208:171-175 (1993)). These methods differ from GBA TM in 
that they all rely on the incorporation of labeled deoxynucleotides to discriminate 
between bases at a polymorphic site. In such a format, since the signal is proportional 
to the number of deoxynucleotides incorporated, polymorphisms that occur in runs of 
the same nucleotide can result in signals that are proportional to .the length of the run 
15 (Syvanen, A.-Ci, et al., Amer. J. Hum. Genet. 52:46-59 (1993)). 

For determining the identity of the allelic variant of a polymorphic region located in 
the coding region of a gene, yet other methods than those described above can be 
used. For example, identification of an allelic variant which encodes a mutated gene 
20 protein can be performed by using an antibody specifically recognizing the mutant 
protein in, e.g., immunohistochemistry or immunoprecipitation. Antibodies to wild- 
type gene protein are described, e.g., in Acton et al. (1999) Science 271:518 (anti- 
mouse gene antibody cross-reactive with human gene). Other antibodies to wild-type 
gene or mutated forms of gene proteins can be prepared according to methods known 
in the art. Alternatively, one can also measure an activity of an gene protein, such as 
Wading to a lipid or lipoprotein. Binding assays are known in the art and involve, 
zjg., obtaining cells from a subject, and performing binding experiments with a 
labeled lipid, to determine whether binding to the mutated form of the receptor 
differs from binding to the wild-type of the receptor. 



25 
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of *e gene ^ oftha ^ ^ cm fce dettnnjned ^ • » 

bTdeteTO S ^ ,Ure " f&S mRNA ' pr& ™ RNA > or cDNA. The molecular structure can 
be detuned usl ng my of ^ aboye 

n.o.ecu.arstruco J reof ai e g eno mi cDNA,e. g .. S e 0 uenci„ 6 and S SCP. 

H. methods described herein n.ay be perfonned. for exantp.e. by u aKzinB „„ 
P^ged dtagnosi* kits, sucb as those deacnbcd above, contprising JZ 2 
probe or pnnrer nucleic acid described herein, which ntay be convenient* used e g 
to detetnune whether a subject baa or is at risk of d.v.l • 

. ._ -""risainsK of developing a disease associated 

with a specific gene allelic variant • assocuted 

Santple audeic acid for using in the above^scribed diagnostic and .prognostic 
tnedtods can be obtained *o m any ceU type or tissue of a subject. For L^T 
subject, bodHy « (e . g . Wood) ^ „ e ^ toown ^ J " 

wTT hmnao """" toM <*~* — — 

Alternatively, nucleic add testa can h» „m>4~ j j 

Few ™.u:~ _ , 7 P 0nMd °" d,y Samptai «*» « <"*»■ 

hlood 7" 7" """"" Pieni " a ' 4iaSn ° S ' ,C5 Mn be •**"«• *°m matema. 
btad. desenhed in Intetnanonai Patent AppUcation No.WO^dO to Bianchi 
Alt— ,y. amntocytea or chorionic vUH may be obt , ned * ^ . ^ 

SSTTTr ^ patamed in situ up » — — 

rebes „*„r p fcr 5Mh „ ^ (sm _ - 

J ^ <~ Raven ^ ^ 

,ucuce, proves ntay also be assessed in such detection schemes. Fingerprint 
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profiles may be generated, for example, by utilizing a differential display procedure, 
Northern analysis and/or RT-PCR. 

In practicing the present invention, the distribution of polymorphic patterns in a lar e e 
number of individuals exhibiting particular markers of cardiovascular status or drug 
response is determined by.any of the methods described above, and compared with 
the distribution of polymorphic patterns in patients that have been matched for age. 
ethnic origin, and/or any other statistically 0r medically relevant parameters, who 
exhibit quantitatively or qualitatively different status markers. Correlations are 
achieved using any method known in the art, including nominal logistic regression, 
chi square tests or standard least squares regression analysis. In this manner, it is 
possible to establish statistically significant correlations between particular: 
polymorphic patterns and particular cardiovascular statuses (given in p values). It is 
further possible to establish statistically significant correlations between particular 
polymorphic patterns and changes in cardiovascular status or drug response such as. 
would result, e.g., from particular treatment regimens. In this manner, it is possible to 
correlate polymorphic patterns with responsivity to particular treatments. . 

In another embodiment of the present invention two or more polymorphic regions are 
combined to define so called 'haplotypes' . Haplotypes are groups of two or more 
SNPs that are functionally and/or spatially linked. It is possible to combine SNPs that 
are disclosed in the present invention either with each other or with additional 
polymorphic regions to form a haplotype. Haplotypes are expected to give better 
predictive/diagnostic information than a single SNP. 

In a preferred embodiment of the present invention a panel of SNPs/haplotypes is 
defined that predicts the risk for CVD or drug response. This predictive panel is then 
used for gcnotyping of patients on a platform that can genotype multiple SNPs at the 
same time (Multiplexing). Preferred platforms are e.g. gene chips (Affymetrix) or the 
Luminex LabMAP reader. The subsequent identification and evaluation of a patient's ' 
haplotype can then help to guide specific and individualized therapy. 
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For example the present invention, can identify patients exhibiting genetic 
polymorphisms or haplotypes which indicate an increased risk for adverse dru* 
reactions. In that case the drug dose should be lowered in a way that the risk for ADR 
« dashed. Also if the patient's response to drug administration is particularly 
high (or the patient is badly metabolizing the drug), the drug dose should be lowered- 
to avoid the risk of ADR. 

In .urn if me patient's response to drug adnunishation is low (or ^ ^ J, 
partly high me.abo.ieer of the drug), and there is no evMent ^ of ^ 
drug dose should be raised to an efficacious level. 

II : h self evident to Ae ability to predict a patienfa individual drug response should 
affect the formulation of, drug. i.e. drug Bxmi m ms should ta motei i„ . way 

— «>ey suit the different patient classes (low/high responder, poor/good 
menmolizer, ADR p ron e p*^. ^ dj(ferent ^ fonmUations 

different doses of the drug. i.e. the medicinal products contains low or high anrounu 
o. the active substance, m another embodlemem of the invention the drug 
formulation may contain additional substances that facilitate the beneficial effects . 
and/or diminish the risk for ADR (Folkers et al. 1991. US Pat. 5,3 16,765). 

Ii plated Polymorphic A t jJa . Prah ^ ^ y.^ ri 

The . present invention provides isoiated nucleic acids comprising the polymeric 
Poat ons deaonbed herein tor human genes; vectors comprising the nucleic acids- 
and tnmsfo^ned tos , ^ comprising the vectors. The invention also provides' 
probes winch are useful for detecting these polymo^hisms. 

In practicing the present invention, many conventional technics in molecular 
known and are evnia.v,^ *.m.. .•_ ~ . WGU 



f. ^ — huwi munniques are well 

known and are explained My in , for exwnple , Sambr<jofc ^ ^ ^ 
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Cloning: A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory 
Press, Cold Spring Harbor, New York; DNA Cloning: A Practical Approach, 
Volumes I and H, 1985 (D. N. Glover ed.); Oligonucleotide Synthesis, 1984, (M. 
L.Gait ed.); Nucleic Acid Hybridization, 1985, (Hames and Higgins); Ausubel et ah, 
Current Protocols in Molecular Biology, 1997, (John Wiley and Sons); and Methods 
in Enzymology Vol. 154 and Vol. 155 (Wu and Grossman, and Wu, eds., 
respectively). 

Insertion of nucleic acids (typically DNAs) comprising the sequences in a functional 
surrounding like full length cDNA of the present invention into a vector is easily 
accomplished when the termini of both the DNAs and the vector comprise 
compatible restriction sites. If this cannot be done, it may be necessary to modify the 
termini of the DNAs and/or vector by digesting back single-stranded DNA overhangs 
generated by restriction endonuclease cleavage to produce blunt ends, or to achieve 
the same result by filling in the single-stranded termini with an appropriate DNA 
polymerase. 

Alternatively, any site desired may be produced, e.g., by iigating nucleotide se- 
quences (linkers) onto the termini. Such linkers may comprise specific oligo- 
nucleotide sequences that define desired restriction sites. Restriction sites can also be 
generated by the use of the polymerase chain reaction (PCR). See, e.g„ Saiki et al,, 
1988, Science 239:48. The cleaved vector and the DNA fragments may also be 
modified if required by homopolymeric tailing. 

The nucleic acids may be isolated directly from cells or may be chemically 
synthesized using known methods. Alternatively, the polymerase chain reaction 
(PCR) method can be used" to produce the nucleic acids of the invention, using either 
chemically synthesized strands or genomic material as. templates. Primers used for 
PCR can be synthesized using the sequence information provided herein and can 
further be designed to introduce appropriate new restriction sites, if desirable, to 
facilitate incorporation into a given vector for recombinant expression. 
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H- nuc,e,c acids of ft. present inveiltion may „, ^ fay ^ ^ 
or ^ be associaW with he^logcas seances, including promotere> 
response element,. signa. ^ po.yadeny.ado.. sequences, introns. 5'- and y. 
tKmcodrng region,. aM the Uhe. The nuCeic acid, may a.so be modified by many 
IT, * ** •» <* — -dincations me.ude 

ir: rr"- sobsti,ution of ° ne ° r more ° f ^ — — ■ 

d T r U " emnCle0tid ' ! -* *r eaamp.e. those with 

-barged Imkages (e.g.. memy, phosphona.es. phosphotriesters, phosphoroami- 

TSTT ) ^ "* ^ PHospboro. 

htoataa, phosphorodithioares, etc). NuCeic aeida may contain- one or more 

•««. annbodtea. a.gna. peptides. po.y.T, lysille , etc), mtereabnors (e.g., aeridine 
psonuen etc.), che ta ,ors (e.g., meWs , radioactive ' 
etc.), and abators. PNAs are incboded. The nuCeic acid may be derived by 
fo.mat.on of a methy. or emy. phospho«es.er or an aUcy, pbosphon.rn.date Unhage 
"*;7 re ' * C -* of me present invention may a.so be 

modthed «,m a ,abe. capab,e „r providing a detectab.e signs, either direct* or 

20 ' ^ "'^ labeb ra<S ° iSO,0PeS - 1 — 1 — "oUn, and 

The invention a.so provides nucleic Kid vectora c0 fc ^ 

derivatives or fragments hereof of genes described in the Exam.es. A huge numb 
of vectors, mCudmg P .asmid and fimga. vectors, have been described JUS 

f™ r"' 0 " in a ^ ° f 6 ~ ~ - "J* use 

-mp.es ofsm,ab,e vectors inCude without .imitation p UC phsmids. pET p,asmids 
O^ge, mc, Madison. Wis., orpRSET or pREP ^ San ^ J* 
^™'~ehostce Us ^^^ 

critical to the practice of the invention. 
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Suitable host cells may be mmsfonned/transfected/infected as appropriate by any 
suitable method .including eiectroporation, CaCl 2 mediated DNA uptake, fungal or 
viral infection, microinjection, microprojectile, or other established methods. 
Appropriate host cells included bacteria, archebacteria, fungi, especially yeast, and 
plant and animal cells, especially mammalian cells. A large number of transcription 
initiation and termination regulatory regions have been isolated and shown to be 
effective in the transcription and translation of heterologous proteins in thevarious 
hosts. Examples of these regions, methods of isolation, manner of manipulation, etc. 
are known in the art. Under appropriate expression conditions, host cells .can be used 
as a source of recombinant^ produced peptides and polypeptides encoded by genes 
of the Examples. Nucleic acids encoding peptides or polypeptides from gene 
sequences of the Examples may also be introduced into cells by recombination 
events. For example, such a sequence can be introduced into a cell and thereby effect 
homologous recombination at the site of an endogenous gene or a sequence with 
substantial identity to the gene- Other recombination-based methbds such as non- 
homologous recombinations or deletion of endogenous genes by homologous 
recombination may also be used. 

In case of proteins that form heterodimers or other multimers; both or all subunits 
have to be expressed in one system or cell. 

The nucleic acids of the present invention find use as probes for the detection of 
genetic polymorphisms and as templates for the recombinant production of normal or 
variant peptides or polypeptides encoded by genes listed in the Examples. 

Prooes in accordance with the present invention comprise without limitation isolated 
nucleic acids, of about 10-100 bp, preferably 15-75 bp and most preferably 17-25 bp 
in length, which hybridize at high stringency to one or more of the polymorphic 
sequences disclosed herein or to a sequence immediately adjacent to a polymorphic 
position. Furthermore, in some embodiments a full-length gene sequence may be 
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oosY « *°">°«™*«- *° probes span the po.yn»rphic 

posdtons » gOTes ^ b ^ serfe5 rf ^ J 

cotrospond .o sequences inunediate.y adjacent to ^ polymojphic . 




tibodigg 



« TTh mVe,,tl0 ° enCOmPaSSeS iS °' ated PeP ' id=S md ~ by 

gene, bated „ the Example comprising po^orphic positions herain J 

°;°r!T en " >odimeo, • pepH<b5 - - — -e 4ing .a^ets 

IS Card,0VaSCUlar " M OTb ° dta ^ to - 

^ / Wlth 5 P ° lyPep,i<ie C °« *• ><— c position and 
»t from other polypeptides having a different sequence* thai position. 

Polypeptide, according to .tie invention a* preferabiya, lMst five or raore ^ 
■n length preferably a, feast fifteen residues. Methods tbr obtaining these 
po ypepndes are desoribad beiow. Many conventional techniques in protl bio- 
chennaby and .nununobgy ^ ^ ^ ^ ^ ^ 

«plaroed .„ hn.unochentica. Methods in CeU and Moiecuiar Btoiogy, ■ 987 (Mayer 
-0 Wafer, eds; Acaderoic Press. Lo„doti) : Scopes, 1987 . Protein p^^. 
P^cples at* Practice, Second Edition (Springer-Veriag, N.Y.) and Handbook of 
Exp.rnnen.al tamunology. 1!>86, Votaotes MV (Weir and B.ackweH eds). 

Nucieic acids comprising protain^Ung sequences om ^ 

„r sion of ^ * — *— ««* * 

or Z ; ttmSmm ~ ^ — ~* «*>ted if desj 
tor more efficient exmp^inn « • • u 
expression m a given host organism, can be used to synthesize 
oligonucleotides encoding the desired amino acid sequences tt, t 
be isolated from human cells orfromhefc , Polypeptides may 

n„. is . heterologous organisms or cells (including but 

JloUirmiM^o,_bactetia tuiiHi insect „ 1<m f ^ B ' 
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appropriate protein-coding sequence has been introduced and expressed. Further- 
more, the polypeptides may be part of recombinant fusion proteins. 

Peptides and polypeptides may be chemically synthesized by commercially available 
5 automated procedures, including, without limitation, exclusive solid phase synthesis, 
partial solid phase methods, fragment condensation or classical solution synthesis. 
The polypeptides are preferably prepared by solid phase peptide synthesis as 
described by Merrifield, 1963, J. Am. Chem. Soc. 85:2149. 

10 Methods for polypeptide purification are well-known in the art, including, without 
limitation, preparative disc-gel electrophoresis, isoelectric focusing, HPLC, reversed- 
phase HPLC, gel filtration, ion exchange and partition chromatography, and 
countercurrent distribution. For some purposes, it is preferable to produce the 
polypeptide in a recombinant system in which the protein contains an additional 
sequence tag that facilitates purification, such as, but not limited to, a polyhistidine 
sequence. The polypeptide can then be purified from a crude lysate of the host cell by 
chromatography on an appropriate solid-phase matrix. Alternatively, : antibodies 
produced against peptides encoded by genes disclosed herein, can be used as 
purification reagents. Other purification methods are possible. 
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The present invention also encompasses- derivatives and homologies of the 
polypeptides. For some purposes, nucleic acid sequences encoding the peptides may 
be altered by substitutions, additions, or deletions that provide for functionally 
equivalent molecules, i.e., function-conservative variants. For example, one or more 
amino acid residues within the sequence can be substituted by another amino acid of 
similar properties, such as, for example, positively charged amino acids (arginine, 
lysine, and histidine); negatively charged amino acids (aspartate and glutamate); 
polar neutral amino acids; and non-polar amino acids. 

The isolated polypeptides may be modified by, for example, phosphorylation, 
sulfation, acylation, or other protein modifications. They may also be modified with 
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afcbe. capable of providing a detect signal, either direcdy or indirect.* 
moludrag, but not baited to , radioisotopes and fluorescent compounds. 

The present invention also encompasses antibodies mat specifically recognize the 
pdymorphic positions of the invention and distinguish a peptide or poiypeptide 
content a particular polymorphism from one that contains a different sequence at 
that posmon. Such polymorphic positibn-speeific antibodies according to m e present 
mvention include postanal and monoclonal antibodies. The antibodies may be 
eherted „ an anima, host by immunization with peptides encoded by genes disCosed 
herem or may be formed by in vitro immunization of immune celb The 
nnmunogemc components used to elicit the antibodies may be iso.ated from human 
cells or produced in recombinant systems. The antibodies may also be produced in 
recombman, systems programmed with appropriate 'antibody-encbdmg DMA 
Altemabvely, me antibodies may be constructed by biochemical reconstitute of 
punfied.heavy and ligh,. chains. The antibodies include hybrid antibodies (ie 
contouring two sets of heavy ch*n/figh, chain combinations, each of which 
recognizes a different antigen), chimeric antibodies (i.e.. in which either the heavy 
coams, bght chains, or both, are fusion proteins), and univalent antibodies (ie 
comprised of a heavy chain/Ugh, chain comptex bound ,o the constant region of a 

zinTr chofa) - ™ Fab -*~ ™ - 

F(ab).sub.2 ftagmems of antibodies. Methods for me production of all of the above 

types of antibodies and derivatives are wen-known in «b. ar, and are discussed in 

more detati below. For example, techniques for producing and processing po.ye.onai 

anbsera are ti.se.osed in Mayer and Wa!ker, 1987 . Immunochemica. Methods in CO 

and Mdecular Biotogy. (Academic Press, London,. The genera, methodology ibr 

matong monoe.ona, antibodies by hybridomas is we., known. Wta. antiLy- 

pmduemg cel. .ines can he created by ee., fusion, and a.so by other techniques such ' 

12 T of B .ymphocytes with oncogenic DNA, or traosfection wHh 

Jipstem-Barr virus. See, e.g., Schreier .ti imadl<j ™ 

KI „ „ ounreier et ai., 1980, Hybndoma Techniques: U.S Pat 

- Pane, of monoConal antibodies produced agabrs, peptides enclld 
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by genes disclosed herein can be screened for various properties; i.e. for isotype; 
epitope affinity, etc. 

The antibodies of this invention can be purified by standard methods, including but 
5 not limited to preparative disc-gel electrophoresis, isoelectric focusing, HPLC, 
reversed-phase HPLC, gel filtration, ion exchange and partition chromatography, and 
countercurreht distribution. Purification methods for antibodies are disclosed, e.g., in 
The Art of Antibody Purification, 1989, Amicon Division,. W. R. Grace & Co. 
General protein purification methods are described in Protein Purification: Principles 
10 and Practice, R. K. Scopes, Ed., 1987, Springer-Verlag, New York, N.Y. 

Methods for detertnining the immunogenic capability of the disclosed sequences and 
the characteristics of the resulting sequence-specific antibodies and immune cells are 
well-known in the art. For example, antibodies elicited in response to a peptide 
comprising a particular polymoxphic sequence can be tested for their ability to 
specifically recognize that polymorphic sequence, i.e., to bind differentially to a 
peptide or polypeptide comprising the polymorphic sequence and thus distinguish it 
from a similar peptide or polypeptide containing a different sequence at the same 
position. 
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Kits 



As set forth herein, the invention provides diagnostic methods, e.g., for determining 
the identity of the allelic variants of polymorphic regions present in the gene loci of 
genes disclosed herein, wherein specific allelic variants of the polymorphic region 
are associated with cardiovascular diseases. In a preferred embodiment, the 
diagnostic kit can be used to determine whether a subject is at risk of developing a 
cardiovascular disease. This information could then be used, e.g., to optimize 
treatment of such individuals. 



30 
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n prefer embodimen.s, ft. ktt comprise a probe or primer which is capable of 
hybndizing «o a gene am, thereby identifying whether A. gene comains an allelic 
vanan. of a polymorphic region which is associated win, a risk for cardiovascular 
dtsease. The kit preferably further comprises instructions for nse in diagnosing a 
snbjec. as having, or having a predisposition, towards developing a cardiovascular 
d^se. The probe orpruners of.be id, can be any of*, probes or primers described 
in this file. 



10 



Preferred kits for ampurying a region of a gene comprising a polymorphic region of 
interest comprise one, two or more primers. 
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Antibody-based diagnostic methods and kits: 

* 

The invention also provides antibody-based methods ibr detecting polymorphic 
patterns in a biologies! sample. Tie methods comprise the steps of: (i) contactin „ , 
sample with one or more antibody preparations, wherein each of the antibody 
preparations is specific for a particular polymmphic form of the proteins encoded by 
genes dtsclosed herein, under conditions in which a stable antigen-antibody complex 
can form between the antibody and antigenic components in the sample; and (ii) 
detecting any antigen-sntibody complex formed in step (1) using any suitable mea« 
known m the art, wherein the detection of a eomplex indicates tile presence of the 
particular polymotphio fotm in the sample. 

Typically, immunoassays use cither a labelled antibody or a labelled antigenic 
component (e.g., d,,, oompe.es with me antigen in «h, sample fo, binding to me 
antibody, Sni^e labels ^ ^ en2yme . base4 fl 

^mdummescent, radioactive, or dye molecule,. Assays ma, amp.ify ft. signal 
*»m me probe are also known, such as. for example, Aoae mat unhze biotin and 
av.dm, and ensyme-labelled immunoassays, such as EUSA assays. 
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The present invention also provides kits suitable for antibody-based diagnostic 
applications. Diagnostic kits typically include one or more of the following 
components: 

5 (i) Polymorphism-specific antibodies. The antibodies may be pre-labelled; 

alternatively, the antibody may be unlabeled and the ingredients for labelling 
may be included in the. kit in separate containers, or a secondary, labelled 
antibody is provided; and 

10 (ii) Reaction components: The kit may also contain other suitably packaged 
reagents and materials needed for the particular immunoassay protocol, 
including solid-phase matrices, if applicable, and standards. 
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The kits referred to above may include instructions for conducting the test. 
Furthermore, in preferred embodiments, the diagnostic kits are adaptable to high- 
throughput and/or automated operation. 



ftrug Targets and fi.-rs e nins Methods 

According to the present invention, nucleotide sequences derived from genes 
disclosed herein and peptide sequences encoded by genes disclosed herein, 
particularly those that contain one or more polymorphic sequences, comprise useful 
targets to identify cardiovascular drugs, i.e., compounds that are effective in treating 
one or more clinical symptoms of cardiovascular disease. Furthermore, especially 
when a protein is a multimeric protein that are build of two or more subunits, is a 
combination of different polymorphic subunits very useful. 

Drug targets include without limitation (i) isolated nucleic acids derived from the 
genes disclosed herein, and (ii) isolated peptides and polypeptides encoded by genes 
disclosed herein, each of which comprises one or more polymorphic positions. 
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Iu vitro screening methods: 



m one series of embodiments, an isolated nucleic acid comprising one or more 
polymorphic positions is tested in vitro for its ability to bind test compounds in a 
5 sequence-specific manner. The methods comprise: 

(0 providing a first nucleic acid containing a particular sequence at a 
polymo^hic position and a second nucleic acid whose sequence is identical 
to that of the first nucleic acid except for a different sequence at the same 
10 polymorphic position; 

(«) contacting the nucleic acids with a multiplicity of test compounds under 
conditions appropriate for binding; and 



(iii) identifying those compounds that bind selectively to either the first or second 
nucleic acid sequence. 



.binding as used herein refers to any measurable difference in any parameter 
of binding, such as, e.g., binding affinity, binding capacity, etc. 

In another series of embodiments, an isolated peptide or polypeptide comprising one 
or more polymorphic positions is tested in vitro for its ability to bind test compounds 
in a sequence-specific manner. The screening methods involve: 



25 (i) 



prodding a first peptide or polypeptide containing a particular sequence at a 
polymorphic position and a second peptide or polypeptide whose sequence is 
identical to the first peptide or polypeptide except for a different sequence at 
the same polymoiphic position; 



4U)_contactmg_^ 

conditions appropriate for binding; and 
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(iii) identifying those compounds that bind selectively to one of the nucleic acid 
sequences. 

In preferred embodiments, high-throughput screening protocols are used to survey a 
large number of test compounds for their ability to bind the genes or peptides 
disclosed above in a sequence-specific manner. 

Test compounds are screened from large libraries of synthetic or natural compounds. 
Numerous means are currently used for random and directed synthesis of saccharide, 
peptide, and nucleic acid based compounds. Synthetic compound libraries ar* 
commercially available from. Maybridge Chemical Co. (Trevillet, Cornwall, UK), 
Comgenex (Princeton, NJ.), Brandon Associates (Merrimack, N.H.), and 
Microsource (New Milford, Conn.). A rare chemical library is available from Aldrich 
(Milwaukee, Wis.). Alternatively, libraries of natural compounds in the form of 
bacterial, fungal, plant and animal extracts are available from e.g. Pan Laboratories 
(Bothell, Wash.) or MycoSearch (N.C.), or are readily producible. Additionally, 
natural and synthetically produced libraries and compounds are readily modified 
through conventional chemical, physical, and biochemical means. 

In vivo screening methods 

Intact cells or whole animals expressing polymorphic variants of genes disclosed 
herein can be used in screening methods to identify candidate cardiovascular drugs. 

In one series of embodiments, a permanent cell line is established from an individual 
exhibiting a particular polymorphic pattern. Alternatively, cells (including without 
limitation mammalian, insect, yeast, or bacterial cells) are programmed to express a 
gene comprising one or more polymorphic sequences by introducrion of appropriate 
DNA. Identification of candidate compounds can be achieved using any suitable 
assay, including without limitation (i) assays that measure selective binding of test 
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compounds to particular polymorphic variants of proteins encoded by genes 
disclosed herein; (ii) assays that measure the ability of a test compound to modify 
(i.e., inhibit or enhance) a measurable activity or function of proteins encoded by 
genes disclosed herein; and (Hi) assays that measure the ability of a compound to 
modify (i.e., inhibit or enhance) the transcriptional activity of sequences derived 
from the promoter (i.e., regulatory) regions of genes disclosed herein. 

In another series of embodiments, transgenic animals are created in which (i) one or 
more human genes disclosed herein, having different sequences at particular 
polymorphic positions are stably inserted into the genome of the h-ansgenic animal; 
and/or (ii) the endogenous genes disclosed herein are inactivated and replaced with 
human genes disclosed herein, having different sequences at particular polymorphic 
positions. See, e.g., CofBnan, Semin. Nephrol. 17:404, 1997; Esther et al Lab 
Invest. 74:953, 1996; Murakami et al., Blood Press. Suppl. 2:36, 1996. Such animals 
can be treated with candidate compounds and monitored for one or more clinical 
markers of cardiovascular status. 



The following are intended as non-limiting examples of the invention. 
20 Material and Methods 

Genotyping of patient DNA with the Pymsequencing™ Method as described in the 
patent application WO 9813523: 



F«t a PCR is set up to amplify the (tanking regions around a SNP. Therefor 2 ng of 
genonuo DNA (patent sample) are mixed wi ,h » prfmerset (20 . 40 pmo.) produoing 
a 75 10 320 hp PCR flagmen, with 0,3 to 1 U Qiagens Hot Star Taq Polymerase™ in 
a total volume of 20 uL. One primer is biotinylated depending on me direodon of the 
^ 0 ^ T ° f0ree *» **M*I P^er to be incorpora ted * is used 

3V U.8 told. — _ . 
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For primer design, programms like Oligo 6™ (Molecular Biology Insights) or Primer 
Select™ (DNAStar) are used. PCR setup is performed by a BioRobot 3000 ™ from 
Qiagen; PCR takes place in Tl or Tgradient Thermocyclers ™ from Biometra. 

The whole PCR reaction is transferred into a PSQ plate ™ (Pyrosequencing) and 
prepared using the Sample Prep Tool ™ and SNP Reagent Kit ™ from 
Pyrosequencing according to their instructions. 

Preparati on of template for Pyrosequencing™! 

7 

Sample preparation using PSQ 96 Sample Prep Tool: 

1. Mount the PSQ 96 Sample Prep Tool Cover onto the PSQ 96 .Sample Prep 
Tool as follows: Place the cover on the desk, retract the 4 attachment rods by 
separating the handle from the magnetic rod holder, fit the magnetic rods into 
the holes of the cover plate, push the handle downward until a click is heard. 
The PSQ 96 Sample Prep Tool is now ready for use. 

2. To transfer beads from one plate to another, place the covered tool into the 
PSQ 96 Plate containing the samples and lower the magnetic rods by 
separating the handle from the magnetic rod holder. Move die tool up and 
down a few times then wait for 30-60 seconds. Transfer the beads into a new 
PSQ 96 plate containing the solution of choice. 

3. Release the beads by lifting the magnetic rod holder, bringing it together with 
the handle. Move the tool up and down a few times to make sure that the 
beads are released. 

All steps are performed at room temperature unless otherwise stated. 
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Immobilization of PCR product: 

Biotmylated PGR products are immobilized on streptavidin-coated Dynabeads™ M- 
280 Streptavidin. Parallel immobilization of several samples are performed in the 
5 PSQ 96 Plate. • 

1. Mix PCR product, 20 pi of a well optimized PCR, with 25 pi 2X BW-buffer 
n. Add 60-150 pg Dynabeads. It is also possible to add a mix of Dynabeads 
and 2X BW-bufFer n to the PCR product yielding a final BW-buffer II 
l ^ concentration of approximately lx. 

2. Incubate at 65*C for 15 min agitation constantly to keep the beads dispersed 
For optimal immobilization of fragments longer than 300 bp use 30 min 
incubation time. 

15 

Strand separation: 

4. For strand separation, use the PSQ 96 Sample Prep Tool to transfer the beads 
with the immobilized sample to a PSQ 96 Plate containing 50 pi 0.50 M 

20 NaOH per well. Release the beads. 

5. After approximately 1 min. transfer the beads with the immobilized strand to 
a PSQ 96 Plate containing 99 pi lx Annealing buffer per well and mix 
thoroughly. 

6. Transfer the beads to a PSQ 96 Plate containing 45 pi of a mix of lx. 
25 Annealing buffer and 3-15 pmoles sequencing primer per well. 

7. Heat at 80°C for 2 minutes in the PSQ 96 Sample Prep Thermoplate and 
move to room temperature. 

8. After reaching room temperature, continue with the sequencing reaction. 



Erapfaneszeit 31 .Jan. 



12:16 



Le A 36 562 



-49- 

Sequencing reaction: 

1. Choose the method to be used ("SNP Method") and enter relevant infor- 
mation in the PSQ 96 Instrument Control software. 
5 2. Place the cartridge and PSQ 96 Plate in the PSQ 96 Instrument. . 
3. Start the run. 

Genotyping using the ABI 7700/7900 instrument (TaqMan) 

0 SNP genotypisation using the TaqMan (Applied Biosystems/Perkin Elmer) was 
performed according .to the manufacturer's instructions. The TaqMan assay is 
discussed by Lee et al., Nucleic Acids Research 1993, 21 : 376J-3766. ' 

Genotyping with a service contractor: 

5 

Qiagen Genomics, formerly Rapigene, is a service contractor for* genotyping SNPs in 
patient samples. Their method is based on a primer extension method where two 
complementary primers are designed for each genotype that are labeled with different 
tags. Depending on the genotype only one primer will be elongated together with a 
D certain tag. This tag can be detected with mass spectrometry and is & measure for the 
respective genotype. The method is described in the following patent: "Detection and 
identification of nucleic acid molecules - using tags which may be detected by non- 
fluorescent spectrometry or potentiometry" (WO 9727325). 
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Examples 



To exemplify the present invention and it's utility (the imaginary) baySNP 28 will be 
used in the following: 



10 



15 



The nucleotide polymorphism found for baySNP 28 (e.g. C to T exchange) and the 
gene in which it presumably resides can be read from table 3. baySNP 28 was 
genotyped in various patient cohorts using primers as described in table 2 As a result 
the following number of patients carrying different genotypes were found 
(information combined from tables 3 and 5a): 



baySttP 



28 



28 



Cohort 



HELDJFEMJIIRESP 



Total 



12 



HELDJFBMJLORESP .22 



Genotype 11 
M CC" 



I 



Genotype 12 
"CT" 



12 



Genotype 22 
"TT" 



When comparing the number of female patients exhibiting a high response to statin 
therapy (HELD_FEM_HKESP) with the control cohort (HELD WJ ORES- - 
appears that the number of low responds carrying the CT genotype* increased" 
This pomts to a lower statin response among female individuals with the CT 
genotype. Applying statistical tests on those findings the following p-values were 
obtained (data taken from table 5b): 



20 



BAYSNP 


COMPARISON 


GTYPE 


GTYPE 


GTYPE 






CPVAL 


XPVAL 


LRPVAL 


28 


HELD_FEMJEFF 


0,0506 


0,0508 


0,0442 



As* >aas« ooe „ f GTYPE p vaiuas is oe,ow 0.05 «he association of genome aod 
«aun nspoaso phe no W e is rogartcd as statistic^ significao, I.e. the anaiysis of a 
Pa»*ms gsoo.ypa can pre d.o, mXwkM^^^^^^^ 
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calculate the relative risk to exhibit a certain statin response phenotype when 
carrying a certain genotype (data taken from table 6a): 



BAYSNP 


COMPARISON 


GTYPE1 


GTYPE2 


GTYPE3 


RR1 


RR2 


RR3 


28 


HELJD_FEM_EFF 


CC 


CT 


TT 


0,68 


0.29 


3,38 



5 In case of baySNP 28 the risk to exhibit a high responder phenotype is 3,38 times 
higher when carrying the TT genotype. This indicates that a TT polymorphism in 
baySNP 28 is an independent risk factor for high statin response in females. On the 
other hand carriers of a CT or CC genotype have a reduced risk of being a high 
responder. 

10 

In addition statistical associations can be calculated on thfc basis oh alleles. This 
calculation would identify risk alleles instead of risk genotypes. 
In case of baySNP 28 the following allele counts were obtained (data combined from 
tables 3 and' Sa): 

15 



baySNP 


Cohort 


Totai 


Aiiete i 
"C" 


Aiiete 2 


28 


HELD_FEM_HIRESP 


12 


.. 4 


20 


28 


HELD_FEM_L ORESP 


22 


18 


26 



When comparing the number of female patients with high statin response 
(HELD_FEM_H3RE$P) with the control cohort (HELD_FEM_LORESP) it appears 
that the number of high responders carrying the T allele is increased, whereas the 
20 .number of high responders carrying the C allele is diminished. This points to a higher 
statin response among female individuals with the T allele. Applying statistical tests 
on those findings the following p-values were obtained (data taken from table 5b): 
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28 



HELDJFEMJEFF 



ALLELE 
CPVAL 



0,0411 



ALLELE 
XPVAL 



0,0579 



ALLELE 
LRPVAL 



0,0349 



" °" °^ ALLELE p values i. below o,05 the association of aHele and 
^response phenotype ia regarded as statistically signing (in 4it ^ 
stgntfican. p values were obtained fton. two MU tests). !.=. ^ ^ of 
apatienfs aHeles from baySNP 28 canpredictthe extend of statin response. !n more 
dated one can caioniate the relative risk ,o exhibit a certain statin teaponse phenotype 
when carrying a certain allele (data taken ftom table Sb): 



baySNP 


Allele 1 


Allele 2 


COMPARISON 


RRl 


RR2 


28 


C 


T 


HELD_FEM_EFF 


0,42 


2,39 



In ease or baySNP 28 the risk to exhibit a high reaponder phenotype ia 2.39 ^ 
higher when carrying the T aHele. This indicates that the T alleie of baySNP28 is an 
tndependen, risk factor for a high stann .espouse in fer.ales. In other ^ ^ 
pattens should receive lower doses of atanns in order to avoid ADR. However due to 
utetr htgh responded phenotype drey win 5t ffl benefit ftom the drug. In torn carters 
of fite c aUe,e aho„,d receive higher drug doses in otrier ,o experience a benefice, 
therapeutic effect. 

Another exan,p,e ia ( «he imaginary) baySNP 29. which is taken to exempufy 
polymorphic reievan. foradverse drug reaction, baySNP 29 was found signified 
when comparing male patie*, with saver, ADR to the respecrive controls (as 
defined in table lb). 1 



The relative risk ratios for the gehotyoes AA Art ««/) rr 

taken from table 6a): G ° ^ U ^ (data 

-25 : — . 
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BAYSNP 


COMPARISON 


GTYPE1 


GTYPE2 


GTVPE3 


RR1 


RR2 


RR3 


29 


HBLD_MAL_ADR5ULN 


AA 


AG 


GG - 
, 


3.15 


0.66 


0,32 



la this case male patients carrying the AA genotype have a 3,15 times higher risk lo 
suffer from ADR. In other words those patients should either Teceive lower doses of 
statins or switch to an alternative therapy in order to avoid ADR. On the other band 
male patients with AG or GG genotypes appear to be more resistant to ADR and 
hence better tolerate statin therapy. 

As can be seen from the following tables some of the associations that are disclosed 
in the present invention are indicative for more than one phenotype^ Some baySNPs 
can for example be linked to ADR, bat also to the risk to suffer from CVD (table 6). 

Sequences 

The sequence section contains all phenotype associated ('PA') SNPs and adjacent 
genomic sequences. The position of the polymorphisms that were used for the 
association studies fbaySNP*) is indicated. Sometimes additional variations are 
found in the surrounding genomic sequence, mat are marked by it's respective 
IUPAC code. Although those surrounding SNPs were not explicitly analyzed, they 
likely, exihibit a similar association to a phenotype as the baySNP (due to linkage 
disequillibrium. Reich D.E. et al. Natute 411, 199-204, 2001). 

Taple la Definition of "good" and "bad" serum lipid levels 





"Good" 


"Bad" 


LDL-Cholesterol [mg/dL] 


125 -150 


170 - 200 


Cholesterol [mg/dL] 


190-240 


265-315 


HDL-Cholesterol [mg/dL] 


60 -105 


30-55 


Triglycerides [mg/dL] 


45-115 • 


170-450 
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Table lh 



Definition of drug response phenotypes 



Low responder 



°h F ° f at least 10% ™* at "art 50% upon 

^ggg— 5 ° f a8 .? g g^ggtgtin (female gating) 



High responder 

Very low 
responder 



Veiyhigh 
responder 



— - v ^ tYaa ^mi ij- g maig pane ntsi 

Decrease of serum LDL. of at least 50% upon administration of 
.0.4 mg Cenvastatin ffemale patients) uuwirwon ot 

?f" rea ff ^^LDL of ai least 10% and at most 35% upon 
administration of 0,8 mg Cgrivastatin ffemale patients] 



Ultra low 
responder 
J Ultra high 
responder 



— a — -■^..uuu txpixiais p auentsi 

0 l^f r °- LDL of at least 55% upon ad ministration of 
0.4 mg Cenv astatin (female patients^ 

1 I C±r~% Fran j-» C V ^ 



Decrease of serum LDL of at least 10% and at most 25% unon 
.adrmmstrationofO.8 mg Ceriva^tin ^ ™J0Z% 25 A Upon 
Decrease of serum LDL of fl t tnoA . 



t- r, ^..rwwuu txcmaie patie nts i 

Decrease of serum LDL of at least 60% upon a dministration of 
0.4 mg Cenvastatin ffemale nnriAnr«) V "isnroon oi 



Tolerant patient 



ADR patient 
(CK increase at 
least 2xULN) 



£*KS£5J* ora " ,ps> m;scle pafn - muscle wrato -- 

AND 

Wn.^ ^ bdOW 70 mg/dl ^ Women ^ beIow 80 mg/dl 



Advanced ADR 
patient [ADR3] 
advanced CK 
increase, at least 
3xULN>* 



s:?^ ^ muscie mua;ie 

OR 

in^n^ l6VelS M0 mg/dl in Women Md 160 



Severe ADR 
patient [ADR5] 
severe CK 
increase, at least 
SxULN)* 



JS ff l6Vels Wgher &an 210 «g«I in women and 240 mg/dl 



fn men ^ ^ ***** 350 mg/dl m women *"* *00 mg/dl 



•T When assembling the cohorts for advanced and severe ADR we fbS^ 
serum levels as those provide a more independent measure of statin related ADR 
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T 3 ble 1c Definition of "high" and "low" serum HDL cholesterol levels 





Male 
individuals 


Female 
individuals 


.High' HDL-Cholesterol [mg/dL] 


>=S0 


>=104 


.Low' HDL-Cholesterol [mg/dL] 


<=35 


0=37 



An informed consent was signed by the patients and control people. Blood was taken 

by a physician according to medical standard procedures. 

Samples were collected anonymous and labeled with a patient number. 

DNA was extracted using kits from Qiagen. 



10 



15 



Table 2 



Oligonucleotide primers used for genoty ping 



Depending on the method used for genotyping different oligonucleotides were 
utilized. The table lists the various methods and primer sets that were used for this 
invention. Primers were designed using suitable programs like Primer Express^ 
(Applied Bipsystems, Darmstadt, Geimany) or Oligo™ (Molecular Biology Insights, 
Inc., Cascade, CO, USA). 



Method 


No. of 
oligonucleotides 


Type of oligotiucletides . 


Mass 
Spectrometry 


4 


2 Primers for preamplification of the genomic 
fragment, 

2 allele specific primers with additional tag 
sequences for subsequent allele spec. PCR 


Pyrosequencing™ 


3 


2 Primers for preamplification of the genomic 
fragment (one biotinvlatedV l sequencing Drimer 


TaqMan 


4 


2 Primers for amplification of the genomic 
fragment, 2 allele specific probes carrying different 
fluorochromes (VIC, FAM) and a quencher. 
Preferably the allele specific probes have a minor 
groove binder (MGB) attached (Kutyavin et ah, 
Nucleic Acids Research 2000, 28:655-661). " 
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Homo sapiens cytochrome P450 3A4 (CYP3A4) gene, promoter region. 


Human peroxisome proliferator activated receptor gamma 2 mRNA, complete cds. 


Human platelet-derived growth factor (PDGF) receptor mRNA, complete cds. 


Human platelet-derived growth factor (PDGF) receptor mRNA, complete cds. 


Human platelet-derived growth factor (PDGF) receptor mRNA, complete cds. 


Human platelet-derived growth factor (PDGF) receptor mRNA, complete cds. 


Human microtubule-associated protein IB (MAPIB) gene, complete cds. 


Human microtufaule-associated protein IB (MAPIB) gene, complete cds. 


Human microtubule-associated protein IB (MAPIB) gene, complete cds. 
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Human creatine kinase M mRNA, complete cds. 


Homo sapiens lipoprotein lipase precursor, gene, partial cds. 


Homo sapiens c-lbc mRNA for guanine nucleotide exchange factor Lbc, complete cds. 


Homo sapiens c-lbc mRNA for guanine nucleotide exchange factor Lbc, complete cds. 


Homo sapiens c-lbc mRNA for guanine nucleotide exchange factor Lbc, complete cds. 


Homo sapiens A-kinase anchor protein (AKAPlOO) mRNA, complete cds. 


Human CYP2C8 gene for cytochrome P-450, 5' flank and exon 1 


Homo sapiens oxidase (cytochrome c) assembly 1-like (OXA1L), mRNA 


Homo sapiens muscle glycogenphosphorylase (PYGM) mRNA, complete cds. 


Homo sapiens muscle glycogen pbosphorylase (PYGM) mRNA, complete cds. 
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Tabic 4 



Cohorts 



, i 
I 



Given are names (as used in table 5) 
used for genotyping 



and formations of the various cohorts that were 



COHORT 



HELD_ALL_GOOD/BAD 



Definition 



HFXDJFEM_GOOD/BAD 



I Health* elderly individuals of both genders with good 
or bad seru m lipid'profiles fas defined in table la) ' 



HELD_MAL_GOOD/BAD 



i ~-*^ - • - ~ , " »»»vaw x. y j 

Healthy elderly individuals (female) with good or bad 
serum lipid profiled fas defined in table la) 1 

Health^ flAt-rUi m<)i 1 i. > /i < »,i. / i_\ •-■ 



CVD_ALL_CASE/CTRJL 



CVD_FEM_CAS£/CTRL 



Healthy elderly individuals (male) with good or bad 

serum lipid profiles fas defined in tabic la) 

Individuals with /diagnosis of cardiovascular disease 
and healthy controls (both genders) 



CVD_MAL_CASE/CTRL 



I Individuals with i.diagnosis of cardiovascular disease 
and healthy controls (female) 



HEID JFEM_ADRCTRL 



[Individuals with diagnosis of cardiovascular diseasel 
and healthy controls (male) 



HELD_FEM_ADRCASE 



I HELD__MAL_AJDRCTRJL 



HELD_MAL_ADRCASE 



Female individuals that tolerate adminstration of 
cerivastatin without exhibiting signs of ADR fas 

defined in table itfj 

Female individual^ that exhibited ADR (as defined in 
table lb) upon administration of cerivastatin ' 
Male . individual^; that tolerate adminstration~'"of 
cerivastatin with&ut exhibiting signs of ADR ( 
defined in table lb) 



HELD_ALL_ADRCIRL 



Male individuals^ that exhibited ADR (as defined in 
table lb) u pon administration of cerivastatin 



HELD_ALL_ADRCASE 



Individuals of both genders that tolerate adminstration 
of cerivastatin without exhibiting signs of ADR fas 
defined in table lb) * " ' 1 



HELD_FEM_LOR£SP 



Individuals of both genders that exhibited ADR (as 
defined in t able lb) upon administration of cerivastatin 
Female individuals with a minor response to 



HELD_FEM_HIRESP 



I cerivas'tatin administration fas defined in 



w«*»iwu mi inuic iU J 

Femalfc bidividuals with a high response to to i 
cenvastatin a dministration (as defined in table lb) 



cenvastatm a dministration (as defined in table l b) , 

HELD_FEM_.HIHDL/LOHDL Health^ elderly individuals (female) with high or low 

(— ■ • — serum iHDL cholesterol lev els (as defined in tab le 1c) 

HELD_MAL_HlHDL/LOHDL iHealflw »m»,i„ ;.:,>.-,..., .... / . — rr-rr-. + — I 



Healthy elderly individuals (male) with high or low! 
serum HDL cholesterol le vels fas defined in table lc) 1 



HELD ALL HIHDL/LOHDL He * lthv eWerl y individuals of both genders with high . 
1 ~ " or low serum HDL cholesterol levels (as defined in 

table lc) I 

Uernale individuals that exhibited advanced ADR (as"] 
1 defined in table 1ft) upon admi nistration of cerivastatin 



HELD_FEM_ADR3 CASE 
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COHORT 


!j* Definition 

J 11 - 


HELD_M AL_ADR3 CASE 


Male individuals .jthat exhibited advanced ADR (as 
definetj in table lb) upon administration of cerivastatin 


HELD__ALL_ADR3CASE 


Individuals of bq v fh genders that exhibited advanced 
ADRfes defined) in table lb) upon administration of 
ceriyaSjtatin ii. 


HELDJFEM_VLORESP 


Female! individuals with, a very low response to 
cerivastatin administration (as defined in table 1 b) . 


HELD_FEM_VHIRESP 


Female individuals with a very high response to 
cerivtfslatin administration (as defined in table lb) 


HELD JFEM_ADR5 CASE 


Female individuals that exhibited severe ADR (as 
defined in table lb) upon administration of cerivastatin 


HELD_MAL_ADR5CASE 


Male individuals tiiat exhibited severe ADR (as defined 
in table lb) upon administration of cerivastatin 


HELD_ALL_ADR5CASE 


Individuals of botji genders that exhibited severe ADR 
(as defined in i table lb) upon administration of 
cerivastatin 


HELDJFEM^ULORESP 


Femate individuals with a ultra low response to 
cerivastatin administration (as defined in table lb) 


HELDJFEMJJHIRESP 


Female individuals with a ultra high response to to 
cerivastatin administration (as defined in table Lb) 
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Jable 5b p-values of PA SNPs 



A SNP is considered as associated to cardiovascular disease, adverse statin response or to 
efficacy of statin treatment, respectively, when one of thep values is equal or below 0.05. 
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11594 



11614 



11614 



11614 



11614 



11631 
11631 
11637 



HELD_ALL_ADR3ULN 0,0819 
HELD_MAL_ADR I 0,0312 
HELD_FEM_CC | 0,0473 



HELDMALCC2 



HELDALLCC 



HELD_ALL_HDL 



HELD_MAL_ADR5ULN 0,0386 
HELD_MAL_ADR3ULN I 0,1371 
HELD_FEM_LIP | 0,0168 



11637 [ HELD ALL_LIP 



11637 



CVDJMAL 
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11641 
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H£LD_MAL_ADR 
HELD_FEM_CC 



tlgg | HELD_FEM_UP 



116 *6 | HELD_ALLJJP" 



11652 1 HELD_MAL_LIP 



11727 HELD ALL a nR*rr7r xr I JvnTTT 

I — — ■ j V,VUj 



1 1727 j HELD_MAL_ADR3ULN | 0,0139 



1 1727 | HELD_MAL_APR5UI,N | 0,0632" 



^1727 | HErjD_AIX_ADR3ULN[b^0384 



1 1727 | HELD_FE M,ADR5ULN | 0,1918 
11728, j HELD_ALL_ADRSITLN [ 0,1462 



» 1914 IffiLD_MAL_ADR 3ULN | 0,2466 
"938 I HELD.ALL_ADR3ULN [ 0,0089 



U938 } HELD_ALL_ADR5ULN | 0.0169 



U938 | HELDJEM_ADR3ULW [ 0,0449 
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HELD_ALL_ADR3m.N 
HELD_FEM_ADR5ULN 
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0,0046 
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12 148 | HELD_MAL_ADR5Ul.N | 0,0166 
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0,0376 
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0,062 
0,0024 I 0,0026 
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0.0524 
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*2554 j HELD_MAL_ADR 



0,0489 
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0,2925 I 03532 
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0,0748 J 0.0929 
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0,0349 
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0.1031 
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0.0737 
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0.0398 
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' HJELD_ALL_ADR5ULN 0,2107 0,197 
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0,0221 
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TabIe 6a Correlation of genotypes of PA SNPs to relative risk 

For diagnostic conclusions to be drawn from genotyping a particular patient we 
calculated the relative risk RR1, RR2, RR3 for the three possible genotypes of each 
SMP. Given the genotype frequencies as 
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Here, the case and control populations represent any case-control-group pair, or 
bad(case)-good(c6ntrol)-gronp pair, respectively (due to their increased response to 
statins, 'high responded are treated as a case cohort, whereas 'low responded are 
treated as the respective control cohort). A value RRi>i, RR2>1, and RR3>1 
indicates an increased risk for individuals carrying genotype 1, genotype 2, and 
genotype 3, respectively. For example, RR1-3 indicates a 3-fold risk of an individual 
carrying genotype l as compared to individuals carrying genotype 2 or 3 (a detailed 
description of relative risk calculation and statistics can be found in (Biostatistics L 
D. Fisher and G. van Belle, Wiley Interscience 1993)). The baySNP number refers to 
an mternal numbering of the PA SNPs and can be found in the sequence listing null- 
not defined. 
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In cases where a relative risk is not given in the table (three times zero or null) the 
informative genotype can be drawn from the right part of the table where the 
frequencies of genotypes are given in the cases and control cohorts. For example 
BaySNP 3360 gave the following results: 
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life 
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null 
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10 


0 
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50 


22 


l 



It can be concluded that a GT or TT genotype is only present in the control cohort; 
these genotypes are somehow protective against ADR. An analogous proceeding can 
be used to determine protective alleles if no relative risk is given (table 6b). 
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Claims 



1. 



10 



15 



20 



25 



An isolated polynucleotide encoded by a phenotype associated (PA) gene; the 
polynucleotide is selected from the group comprising 

SEQID 1, 2, 3,4; 5, 6, 7, 8, 9, 10, 11, 12,' 13, 14, 15. 16, 17,' 18, 19, 20, 21, 
22, 23, 24, 25. 26, 27, 28,29, 30. 31, 32, 33, 34, 35, 36. 37, 38, 39, 40, 41, 42, 
43, 44, 45, 46, 47, 48, 49, 50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, 63. 
64, 65, 66, 67, 68, 69, 70, 71, 72, 73. 74, 75, 76. 77. 78, 79, 80, 81 . 82, 83, 84, 
85, 86, 87, 88. 89, 90, 91, 92, 93, 94, 95, 96, 97, 98, 99, 100, 101, 102, 103, 
104, 105, 106, 107, 108. 109, 110, 111, 112, 113, 114, 115, 116, 117, US,' 
119, 120, 121, 122, 123, 124, 125, 126, 127, 128, 129, 130, 131, 132, 133, 
134, 135, 136, 137, 138, 139, 140, 141, 142, 143. 144, 145. 146, 147.- 148, 
149. 150, 151, 152, 153, 154, 155, 156, 157, 158, 159, 160, 161, 162, 163,' 
164, 165, 166, 167, 168, 169, 170, 171, 172. 173, 174, 175, 176, 177, 178, 
179, 180, 181, 182, 183, 184, 185, 186, 187, 188, 189, 190, 191, 192, 193, 
194, 195, 196, 197, 198 s 199, 200, 201. 202, 203, 204, 205, 206, 207. 208, 
209, 210. 211, 212, 213, 214, 215. 216, 217, 218, 219, 220, 221, 222, 223,' 
224, 225, 226, 227, 228, 229, 230, 231, 232, 233, 234, 235, 236, 237, 238. 
239, 240, 241, 242, 243, 244, 245, 246, 247, 248, 249, 250, 251, 252, 253, 
254, 255, 256, 257, 258, 259, 260, 261, 262, 263, 264, 265, 266, 267, 268' 
269, 270, 271, 272, 273, 274, 275, 276. 277, 278. 279, 280, 281, 282, 283, 
284, 285, 286. 287, 288. 289, 290, 291. 292 with allelic variation as indicated 
in the sequences section contained in a functional surrounding like foil length 
cDNA for PA gene polypeptide and with or without the PA gene promoter 
sequence. 



30 



2. An expression vector containing one or more of the polynucleotides of claim 1. 

3. A host cell containing the expression vector of claim 2. 



• £ — .nin n nm 
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4. A substantially purified PA gene polypeptide encoded by a polynucleotide of 
claim l. 

5. A method for producing a PA gene polypeptide, wherein the method 
5 comprises the following steps: • . 

a) culturing the host cell of claim 3 under conditions suitable for the 
expression of the PA gene polypeptide; and 

10 b > recovering the PA gene polypeptide from the host cell culture. 

6. A method for the detection of a polynucleotide of claim 1 or a PA gene 
polypeptide of claim 4 comprising the steps of: 



15 



20 



25 



8. 



30 



contacting a biological sample with a reagent which specifically interacts with 
the polynucleotide or the PA gene polypeptide. 

A method of screening for agents which regulate the activity of a PA gene 
comprising the steps o£ 

contacting a test compound with a PA gene polypeptide encoded by any poly- 
nucleotide of claim 1; and detecting PA gene activity of the polypeptide, 
wherein a tert compound which increases the PA gene polypeptide activity is 
identified as a potential therapeutic agent for increasing the activity of the PA 
gene polypeptide and wherein a test compound which decreases the PA 
activity of the polypeptide is identified as a potential therapeutic agent for 
decreasing the activity of the PA gene polypeptide. 

A reagent that modulates the activity of a PA polypeptide or a polynucleotide 
wherein said reagent is identified by the method of the claim 7. 
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9. A pharmaceutical composition, comprising: 

the expression vector of claim 2 . or the reagent of claim 8 and a pharma- 
ceuticaJIy acceptable carrier. 

10: Use of the reagent according to claim 8 for the preparation of a medicament. 

11. A method for detenmntng whether a human subject has, or is at risk of 
developing a cardiovascular disease, comprising deternuning the identity of 
nucleotide variations as indicated in the sequences section of SEQ TD 1-292 
of the PA gene locus of the subject and where the SNP class of the SNP is 
"CVD" as can be seen from table 3; whereas a "risk" genotype has a risk ratio 
of greater than 1 as can be seen from table 6. 

12. A method for determining a patient's individual response to statin therapy, 
including drug efficacy .and adverse drug reactions, comprising determining 
the identity of nucleotide variations as indicated in the sequences section of 
SEQ ID 1-292 of the PA gene locus of the subject and where the SNF class 
of (he SNP is "ADR", "EFF" or both as can be seen from table 3; whereas the 
probability for such response can be seen from table 6. 

13. Use of the method according to claim 12 for the preparation of a medicament 
tailored to suit a patient's individual response to statin therapy. 

14. A kit for assessing cardiovascular status or statin response, said kit com- 
prising • 

a) sequence determination primers and 

b) sequence determination reagents, 
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wherein said primers are selected from the group comprising primers that 
hybridize to polymorphic positions in human PA genes according to claim 1; 
and primers that hybridize immediately adjacent to polymorphic positions in 
human PA genes according to claim 1. 

5 . ' ' • 

15. A kit as defined in claims 12 detecting a combination of two or more, up to 
all, polymorphic sites selected from the groups of sequences as defined in 
claim 1. 

10 16. A kit fi>r assessing cardiovascular status or: statin response, said kit 
comprising one or more antibodies specific for a polymorphic position 
defined in claim .1 within the human PA gene polypeptides and combinations 
of any of the foregoing. 
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Sinele Nucleotide Polymorphisms as Predictive Diagnostics for Adverse Dm ff 
Reactions (ADR) and Drug Efficacy 



Abstract 



The invention provides diagnostic methods and kits including oligo and/or 
polynucleotides or derivatives, including as well antibodies determining whether a 
human subject is at risk of getting adverse drug reaction after statin therapy or 
whether the human subject is a high or low responder or a good a or bad metabolizer 
of statins. The invention provides further diagnostic methods and kits including 
antibodies detennining whether a human subject is at risk for a cardiovascular 
disease. StiU further the invention provides polymorphic sequences and other genes. 
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SEQUENCE LISTING 
<llo> Bayer AG 

<120> 
«130> 

<1G0> 292 

<?170;> Patentln version 3.1 

<2XQ> 1 

^211^ 1001 

<212> DMA 

<213> Homo Sapiens 

<220> 

<22l> variation 

<222> (501) . . (501) 

<;223> baySNP 29, AS01Q 



<400> 1 

tfcgggtggct 

gacctaaggg 

atctacacac 

gagggggcaa 

ecaeegatcc 

cccagggttc 

aggtctctgt 

atgtctgtcc 

acccatcggt 

gcggagacgg 

ccaagagact 

ccacatgctt 

aaacggtatg 

ctgtcatgga 

tgcaagggca . 

actcaactcc 

cagacagcag 



acacggcttc 

gacattcttg 

actctccacg 

agtcttcacg 

ccgacagggc 

tccggcatot 

ccactgaggc 

cctcgatgtc 

cagtgtcccc 

catcagaatc 

tgcfctggggc 

tacrfcgagat 

caeegaatgc 

gcatttacct 

agggggaacc 

ctctgaaata 

ctgctctcaa 



agaaccaagt 

fccgacggtac 

gggcaggtga 

cctaacccaa 

agcttgcfctc 

ttcccgctga 

accctccacg 

atdttgctcc 

rccaccgggg 

aatggtaaae 

agacactgca 

gaaaatccag 

cttgaegtct 

cgtcgaggta 

ggggcacaca 

atctactrtt 

gtagacagac 



cagctgccaa 

aggagggtgg 

cgcagtcaga 

atgacttcct 

ttgagctgtg 

ctgatggagg 

gacccacaga 

tcatactgag 

ggctgctggg 

.ctgcttcgag 

caeaeaeaca 

aaagcaaagg 

t^tggggctt 

tctggactta- 

ggagaggccg 

ctagcctgtg 

cactgatttg 



aaccgtgtgt 
gcagagttag 
tctcagfcgtt 
cgcttgcgct 
ccatgcggga 
tggcctgaag 
actcatcatc 
.caagatcaaa 
actctttctc 
ccagccgccg 
aaaacataaa 
acaggagaaa 
aaagtctaca 
gaggatgctc 
taggttatgg 
cacctaagag 

g 



gcaagagcgc 

ggeaggaagt 

cagtttcctg 

ctccaggcct 

cgcgtgacta 

ccgctcctgc 

gtcactgagg 

ctgcccccct 

cgggctgctt 

cctcctcctc 

aataaaaccc 

ataaaaacca 

tatcaccaat 

tagcaactga 

gcaaaggggc 

atgggtaaca 



00 
120 , 
ISO 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
640 
300 
960 * 
1001 
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<;2lO;> 2 

*Z11> 1001 

<2l2> DNA 

<213> Homo sapiens 

<22G> 

<22i> variation 

<222> (501) , . (501) 

<223> .*>aySNP*52, C501G 



<400> 2 

aaagaaaaga 

cacatctgta 

ttgagaceag 

tgaggaggga 

accactgcac 

ttaaaaaaaa 

Gttaaaatat 

caccctctag 

ttttcacaat 

caaggccagg 

agatcacttg 

actaaaaata 

gaggctgagg 

gaaccaccgc 

taaaaataaa 

acactttggg 

aacacggtga 

<210> 3 

<;211> 523 

<212> DNA 



<213> Homo Sapiens 
<220> 

-;22 l> variation 

<222> (290)> . C290) 

<;223> baySNP 57. C290T 



aaagaaaaga 
atcccaacac 
cctggacaac 
gggttaottg 
tccagcctgg 
aaaagttttc 
gtttctatta 
aattcactat 
tctatgcata 
cgcagtggcfc 
aggecaggaa 
eaaaaattag 
aaggagaatfc 
actacagcgc 
atattcttca 
aggctgaggc 
aaccccgtct 



aaagaaaaga 
ttccagaggc 
atagcaagat 
agcecaggag 
gcaacagagt 
ttaagagtce 
fcaaakt accq 
caattttcaa 
attttgcatt 
catgoctgca 
ttcaagacca 
ccgggcatgg 
gcctgaaccg 
gtgaaacaga 
aaaacatggc 
gggcggatca 
ctactaaaaa 



aaatgttttt 
tgaagtggga 
cccacotgta 
attaaggcta 
gagacectgt 
agacttgtga 
atactcataa 
catctttttc 
ataaaatatt 
atcecagcac 
gcctgaccaa 
tggtgcgcgc 
gggaggcaaa 
gtgagactac 
cgggcgcgct 
cgaggtcagg 
tacaaaaaat 



ctggccaggc 
ggatccttga 
gtoctagata 
taatagtgag 
ytctaaaaac 
attgccagat 
aaatataaat 
attctttttc 
ccccaatata 
tttagaaggc 
catggtgaaa 
ptgtaatccc 
ggtcgcagtg 
gtctcaaaaa 
ggctcacgco 
agatcgagac 
t 



goaggtagct 
ggccaggagt 
ettgggagag 
ggatgattge 
aaaaaaatta 
tagtgcaatt 
caatttatta 
catgcatatt. 
aaatcttctt 
eaaggcgagc 
acccttotct 
agctaattgg 
agcagagacc 
ataataataa 
tgtaatccca 
catcccggcc 



60 
12 0 
1BD 
240 

• 300 
360 
420 
4B0 
540 
600 
660 
720 
780 
840 
900 
960 

1001 



«;400p> 3 



tgtcaccgaa gtgcagagcc cctgaagt^fc~Qtrcraa;ta-cat c t at caggfcc-tacgacagea 
ttttgaaaaa ctaacaagac tggtecagta ieccttcaacc atgctgtgat cggtgeaagt 
caagaactct taactggaag aaattgtatt gctgcgtaga atctgaacac actgaggcca 
cctageaagg cagtaactag cctaacctgt gctaacatta gggcacaacc tgttggacag 
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SSSSS 2S5SSK-32SS SSf" ««*^ • ' 300 

tcfcaaaclct cttttgartj ?2§2K ^"aatg 3ctggcttfcfc ■ 3 <jS 

gaaaaagaca acaaa!a«f aaSaSSa SS^"*? 9agagctcat ttcaaaagca 420. 

tttatacttt tgtacatatg agfaaJHaa ^f??-**" ^aacactgc actetactgt . 4 80. 

atgactgtca JLmSSL'TSSSSS 3ESSS ESS?* S40 

gatgggttct cttacctgca sftaseecele a 9**accfcae cctageeeet 600 

CttctCCCec tcccctccaa actcefefcfc^ fS^ 99 *'" ct 9gaetetc agtttgcttt S6Q 

catatcataa totSS SacStec* f^gccaag "ttcatgct tccccctttc . 720 

Ssr M. aaaa^atg 9*S5 ST"** jjj 



<211p 1Q01 

<212* DNA 

<213s>. Homo Sapiens 



<220> / 
<22i> variation 

<222> (501) . . (SOU ' 

* * * * • » * 

<223> baySNPUB, C501T ' 

* 

<40Q> 4 



SSSSS 2£5g& 3SSS S aaSCCC9 eaaa «= a 9t gctctggggg 
ccactgcaaf aaftaaSEa tfSthaf^ !S^? M9S ? taoa 9 t 9 a 9 c t9taacg|cl 
gaaealgaaa ~tga"" a "5f?ttaaa atattaaact accfctcaggc tattfcaagafc 

tetatgtete tetcK t «S« S^ 9 ?? 0 ccatcc * caa 9*tatetltc 
afcttcagata agggafcattc ScotfE^ 9caaaatatg aatcacttcc tgfccccaagc 

S E Hi ££F ssss 
■ssbs sasa s i iS HSSi ?F^ 9 - 

aagtaaaagc aaacatattg atgagattel leolfcateee -25??. Ct9 ^tacaaaaga eoo 

cAatgscect eaataatatt mCCmara 5 ^ff atcccatccc tctacttccc 6S0 

tttttgagag atgaetaata clef acaat t • ^-^"^ 9«?atcagcaa etaaaaattc 720 

tcacaaclac aclcacacaa ££££££ Sttat^ Z£!P2 t *' 9 cat 9acaaa 7bo. 

atgcattact cfcacttaate StfggSgga ceeeSkafc! ^f^"? 9 * taaa <* a <=at 840 

cacccatgtc ctctccctct caactfflffc eagataatat tatottctct 900 

SET ! EgSS SSSSSL J^** ""^agac ' j„ 



s211> 1001 

«212> UNA 

<213> Homo sapiens 



<220> 

<&31> variation 



60 
120 
180. 
240: 
300 
360 
420 
480 
540 
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<222> (501) . . (501) 
<223> fcaySNS137, T501C 

<400> 5 

acagatgaac tcctgaccta tatcaatgca aaacccaacc tgttctetat gctcctaacg SO 

gatccacatc tggctctgac cgtcttcttt ggcceatgct eaccatacca gfctccgcttg 120 

aetggcccag gaaaatggga aggagccaga aatgccatca tgacccagtg ggaccgaaea 180 

ttcaaggtca tcaaagctcg agfctgtacaa gagtctecat cfccccttfcga aagttttctt 240 

aaagtcttta gctttetggc tttgcttgtg gcfcattttfcc tgattttcct ataagtaaaa 3 00 

gatctcccaa atggaagatg cacagagtag atttacaatg cfcccaattcc tctctcacag 360 

caatattgce fctcacagtta taaacegeat ccaaacagta aaggycaccc tctcgcttcc 420 

ctggctggcc ccagggcfcac cactggtatt cctgagcctc tcccagctec acctetaatg * 4 BO 

ctagagaatg afcaaefcaaga yttccgtgca ctcgaaggcc gttggaaagt tacaggttca 540 

fcfcttagaaag aaagctgttc ttgacagcac tctgagccat catacctctt tcecatacaa 600 

actattttca eagateccaa ctaaaacccc etacttcaca aatgattgtg ttgtgefcgaa 660 

acggtgctcc tatagtactg gatt'attaaa agtaaaaaat aaacctaaaa attgattgtt 720 

btaagtgatc ttttgttctc tfcattaaaga fctgggaaaag ggagaaaaag acgaggattc • 780 

tatgaataaa gctcataaaa ggataggggg ttcaatgagt tasfcttgaga gtttcccaaa B40 

ggactgtacc tgcctgggac tgttcattcc tccagaacae tctttaeaac aaagctgtta 9Q0 

ctccagctgg cctcccaaag acecaaatea gattccacag aaaaccacca cctccaeggg - 960 

ctcctagaac eagectccag cagcoaaagg aaaaagccta c 1001 
<:210> 6 

<;211> 1001 

*ZX2> DNA 

<213>* Homo Sapiens 



<22o> 

<221> variation 
k222> (S01) . . (501) 
<223> bay5NP179, OT01C 

<400* 6 

gaaccccaca tcagtcctga ggtgcaattc tgcctagtca tctttcotct tqcctoaaca 60 

gcagcttact ttatgttctt caagcttcac tgaggcctot tttgqaaaec ctcccagatc 120 

tcetcagctg ggatggggcc cctctaggct tcctgagccc catgetcccc cccttaatgg ISO 

catctgtcat aatgcagtgg gafctgccatg taactecctt gactgtctcc ccaacacaga 240 

gytgtacace. tcacatctgg gcagggtaac catgactgtg tccaccafcfcg ' ccagctfcgga 3 00. 

acctggqata ctggcatcag taaatgtttg ccgaaagaat aaatgataac aagctgtcct 360 

geceaccgeg acctfctggga gaatgggcat atgcttttga ttacctgcag ggccatcaag 420 
gtgttggcca gggcctgace ataggtgtca tggcagtgga cagccagggc ageeagaggc. . 460 

acttcctgca tgacagcaga yagcatgtct tccatgatec etggggtgcc cacacoaatg 540 

gtgtccccca gggagatctc gtagcagccc attgagtaga acttcttggt: gaccfcaagga 600 

agcaagcagg cacttggagg atacagaatc caccagccag gggatccang cactcagaag 660 

agggggcctt tgcctgggca gaacacttct gggtatgacg cactcagttc ctactggatt 720 

aeacgctcct eaccactcca actgggaatg atgatcctca atctatgatc aggagactga 780 

ggcgtaaggg gcagagccag ccgetggage cagcccacag tcccgaaget ccaacccccg 840 

tgccttcccc qctacccgtg ceccecagac eteagtcfcca cttacggctg tcacatcata 900 

-ctgfccagacg— eaggtgetgg^aatc^gfcgaa_^tgaJbj^cj^b_tcc atqtcqt tttatocnca 96 0 



gcaataaaat ccatgaaatc atgggtctga gatgctagtt a ~ : 10QT" 
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<210> 7 

<211> 1001 

<;212> una 

<213> Hamp Sapiens 

<22D>. 

<22l> variation 

*222> (SOI) (SOI) 

<:223> baySWP240 f O501C 

c400p 7 



sssss; saas? ssks "jp^^ « 

aaccagcctg gggtctfc cat ccaggtgtat 22^!!* ctttc * cc ": ctacteggal X |S 

aacctgcegg ggcgttttga act^lg^ WTOtgac caaggacaac £eS 

atagaggtga cbtttgacat tgatgctftt ScfS^-f «ccacrtgg agt'cccccag £40 

agcacaggta aggotaacaa gatcaccatc SS* 9 c 9Cgaeagc ,eaeegacagi 300 

Saggtggaga ggatggttca tgaalccgag *a«ae™ ^ccggtjt gagcaagglf JS 

gacagagcgg ctgccaaaaa ctcgltSal tS =a*»£I? "gaggatrra ggcccagagg 4 f£ 

caagaggaaa gccttaggga saalafcfclel f™"" 9 *" tcc atgegaa aggccctttg 430 

tgecrggaag feccegflg gcggagcle faccaf^- 9gcgcaaart gcfagacaal 540 

icafltcS? SSSSSt *■■••■*•■» So 

eetggtgtcc ctggggg Cas caottotior =3=cccaect Cctccaggct ctatgggggg. 6eo 

ggccccatca ttgag^aggt tgltSSfo SSf rcc ^S9Sa QcccafUcI ill 

agggctacgc eato5o C o?r S2??? qs ? aeaagtcagc Cgcgaccgtc 7ao 

ttcceeccaa agctagaart tt7tt«c« ™^ C ? atC ct 9«= c ttca gagJtgalct sfo 
gagggcggtt catcctottc tgotS«=t SS^ 8 ** 9 tcttt t9*= tttttgsggg 
° att 9 ctt '= alSae«tt S££2X aaactlgg? 



500 

500 

xoox 



<2I1> 1001 

<:212> DNA 

<213=> Homo Sapiens 

<220> 

<221> variation 

<222> (501) - . (501) 

«223=> baySWP241 # AS01G 

<4oo> e 



ssss ■ sssss I5!£ H 322 =35: sfe: a 
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accacgctga tccagaggaa 
tacfccggaca accagcctgg 
aaggacaaea acctgctggg 
gtcooccaga tagaggtgac 
actgaaagga gcacaggtaa 
agcaaggagg aggtggagag 
gcccagaggg acagagtggc 
ggttctetgc aagaggaaag 
caagacaagt gtcrggaagt 
gagtatgagc afccagaagag 
tatggggggc ctggtgtccc 
cccagcaccg gceccaecat 
c210=> 9 

*2\\z> 1001 

<212> UNA 



<:213> Homo Sapiens- 
<220> 

<22l> variation 

<222> (SOI) - , (501) 

<223> baySNP2BB, C501G 



cgccactatc 
ggeettcatc 
gcgttttgaa 
rtttgacatt 
ggctaacaag 
gatggttcat 
tgccaaaaac 
ccttagggas 
ccttgccfcgg 
ggagctggag 

tgggggcagC 

tgaggaggtt 



cccaccaagc 
caggtgtatg 
ctcaktggca 
gatgctaatg 
accaccatca 
gaagccgagc 
tcgcfcggagg 
aagattcccg 
ctggagcaca 
caaafcctgtc 
agttgtrgcr 
gattgaatgg 



agacccagao 
aggktgagag 
tccctGQtgc 
gcateetgag 
ccaatgacaa 
agtacrrggc 
cccatgtcct 
aagaggacag 
accagctggc 
gccccatctt 
ctcaagcccr 



tttcaceacc 
ggccatgacc 
occacrtgga 
cgtgacagcc 
gggc cggc t g 
tgaggaerag 
.ccatgtgaaa 
gcgcaaartg 

agagaaggag 
ctccaggctc 
ccagggggac 



360 
420 
480 
540 
600 
660 
720 
790 
840 
900 
950 
100X 



<;400?» 9 

tttaaaaaaa 

attaaaagtfe 

actttccaaa 

tgattttgca 

tagcaagaga 

gcctgtgcac 

tttctcetga 

aggcactgtg 

gctgtgccct 

gtctcctgcg 

aagaagataa 

atgataaggg 

cggcettcaa 

ggtggttcgt 

ctcgefcgceg 

attttctctg 

attccgtttt 

<210> 1Q 
<212> DNA 



atatatatca 
gcttttattg 
tctgccatct 
cgtgggaacc 
gtgaggcaga 
ccccacatgc 
cactagcggg 
aagcoccgtt 
tcctcccgcc 
acacacctgc 
catgtaaata 
agagccacgt 
tgcaaatctc 
cttctgactt 
cgggcttgct 
gaaacttcag 
cct get cggc 



gtgcagtcag 

gacgcgtctc 
ccaggaggac 
gggaggcaga 
gtgcaacc'ct 
agtcagcgcc 
cctttottcc 
egctcactga 
tgtaactcta 
ctgtgttatt 
ttcctttccc 
aaceccctga 
ctccagtttg 
gggctctatt 
ttcgccattc 
atacctgtgt 



gccccatagg 
tggsgagasa* 
cgcgatgccc 
actgetctga 
gaaaaagaga 
gcacccctgc 
cccggctgct 
ccggggatgc 
cagacactcg 
atgacaaggt 
ttagectaca 
ccacgctgcc 
ggaactagag 
cggctctctg 
ctggtgagga 
tcagagagca 
ctgctgcccg 



gggaaatata 

tgaagctggg 
acccccccgg 
ccctcactcg 
aggrcycccc 
tctgtgccgc 
ctggagecct 
tggaaaaagc 
tagaacagaa 
gtacagtaat 
tetacttgeo 
aaggcttagg 
gcgccgacca 
agggegctge 
tctgggcact 



tatctataca 

taaatggtta 

ttcctgacgt 

cccatgccga 

ccgccacagc 

ccacgggact 

tagagaagge 

gaccgctcct 

atatgeacca 

acctaaaatt 

ctggatacaa 

tacafcfcagac 

aagagtcaaa. 

cctcctcttc 

agrcaatccc 

cccctggttg 



60 
12 C 
180 
240 
300 
360 
420 
480 
540 

eoo 

660 
720 
780 
840 
900 
960 
1001 



<213> Homo Sapiens 
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<220> 

<22i> variation 

<222> (375) . . (375) 

<223> l>aySJWP384, C375G 



<400> 10 

ctgcggtgca gcgtgggfccg 
cctgctgggc agcgtcatcc 
catgttgtcc fcgaggagctc 
atagcccagc ggtggggctg 
ggagcctgtc cagggceagg 
tgcgtggtga acacgacgcc 
accccaagga tgtcsgtgag 
acgacaagcc ccgctaeacc 
tcccctacgt gcccgacatg 
tgttgtcccc tgtggcatca' 
-catgaaaaac ataggtagtg 
Saggctgaga 9gt$gatcac 
gaccccatct ctgaaaaaaa 
ttectttttc tcaggggtca 
ggggtg 
<?210;> il 

*211=> 1Q01 - 

<213> Homo sapiens 
<220> 

*22i> variation 

<222> (SOI) . . (501) 

<223:» baySNP533, T501C 



tcatcgctct 
tctcecacag 
ctgccccaga 
gagaggggtc 
cgcegcactg 
ctccccgccg 
tggcaacabg 
ctgcactata 
gtgaggcact 
gatctgcaga 
ctgggtgtgg 
ctgagcccag 
aaaaaaaaaa 
cacatggcga 



cacggeccac 

gccccctcag 

gecttgtgtg 

tacgcctgag 

gctcaggect 

atctccgttt 

aggagttcta 

agacggacgc 

gtggcagtcc 

tgfccacatga 

tggctcacgc 

gagttgcaga 

catatgcctt 

ggaaggattt 



actgtattcg 

gtcccggctg 

tctcccctgc 

accaccgccc 

gcacggtggt 

ccaggecate 

ccgctacgtc 

accgctcaac 

cacggccctc 

ttaacatggc 

ctgttatccc 

ccaggctggc ' 

tgggtgggga 

gafcgggatct 



tcagctcgac 

gtcctcctga 

actacccggc 

gtctgtccca 

ggagaagacg 

tggatgatgg 

gcgcaggctc 

atccgcagca 

agggtgactc 

agtgtgaggg 

agcactttgg 

cacatagtga 

accccagagg 

cafcfcgcagct 



60 
120 
180 
' 240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
846 



<400> 11 

tcaccagctc 

atgaggcccc 

ectgtcccta 

tcttcactta 

caggtgtgtg 

tccttccctg 

ccgtccattg 

gtcctcacca 

ggtacaggct 

gtctttgagg 

gggaeaatgg 
atceaaeagc 
ccaggaacct 
tgctcagcca 
ctcacggcct 
aggcggggct 
cecaggcatt 



gccgccctcc 

aatcgctcca 

cecaeccacc 

cagcaggtac 

tgcagtgtct 

eacaaagctg 

gttattctca 

gatgttctcc' 

99ttgctgaa 

ccacagagtc 

9gcagtgtcc 

agcatgcccc 

Sgaagtgggg 

sstgcgccag 

ccagcttcgt 

aggagcttec 

ttccccatcc 



acgcggaacg 
agtcagaatc 
cecaccctya 
taatgagggg 
atggtctcct 
gccccatctt 
atccccccac 
ggctgtcttg 
ygtagggtcc 
gtgcgtctcc 

cgggtctctt 
agtccaccca 
ctcctggagg 
gtcccgcagg 
ctcctceage 
ccaggagcac 
caccccccag 



ttacaccctg 
ttcaaatagt 
caaagtcctc 
agaggtgggc 
gggtcttccc 
catattcaga 
cctcaccagc 
cggatgccca 
aggccagggc 
aggagggact 
cccatcccag 
cctcctgcte 
atgtgggcca 
atctcctgca 
ctctcatggg 
tgggacacca 
cccccagctt 



gaggtcagag 
ctcctaatag 
ctccatcctt. 
agactggaga 
ccgacccttt 
ccacacttgg 
accacccctg 
ecatgcgcac 

tggggggtgg 
ggggggtggt 
atccaacctc 
ccteacccca 
gctcggcggc 
ecagctccag 
CCtgggggtg 
agcagggtcc 



ggagcgtaag 

ctcctccatt 

ctgcctaaat 

ggtgcggaca 

gctgcatcra 

ccttttttgt 

gcccstgccoa 

agcatcggga 

tgtctcatag 

gggaagagaa 

ctgctggccc 

gccctagcag 

■tgtgctgccc 

gttgttgcct 

gaagcagaac 

tccctcagcc 



60 
120 
180 
240 
300 
360 
420 
460 
540 
600 
660 
720 
780 
840 
900. 
960 
1001 
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<2X0> 12 

<211> 1001 

<Z12> PNA 

«;213;> Homo Sapiens 

<220> 

<:221p variation 

<222> (501) . . (501) 

<223>* bayHNP542, TS01C 



c400s» 12 

aacectgtag 

goacaccaag 

tteactaaag 

ctagatgctc 

aagactatct 

atgaoacttc 

gatgtcttfcg 

cgaatccfctg 

ttgagaaatt 

tggceeaatc 

camgggcttt 

aceacagcaa 

gctaactgtt 

tfcacgfcstts 

tittacccaag 

cagctgtage 

ttgcccagtt 

<210> 13 

<211* 1001 

<:212> DNA 



*2XZ> Homo Sapiens 
<220> 

*221> variacion 

<;222* (501) . . <S0l) 

«;223> baySNP576, GS01A 



acaactctga 
tagcaatcac 
gctggcagat 
tgaatccitaa 
tgteaggggt 
ttgaatctot 
acegcctcca 
actcgggcta 
ccctcccaac 
acgcaaacta 
taggaagaag 
catggctgaa 
cttaagtact 

im*m — tm — — J- — — A. 

ctcactgage 
aaccaaaaga 
tcactgtgtg 



cactgccatt 
ctgttcattg 
aataagtatt 
tatcaa^aagg 
gcattttgag 
ggcagaacqa 
ggtgttcctc 
cccatgggac 
yccaategtg 
cggcttaata 
gagcctctgc 
tgtgtgggaa 
cagaaagtga 



atta 

agtaagtgaa 
gaatgatttg 
ggaaaaactg 



ccetgttcts, 

tfcttcttaer 

caataatatg 

attaaottta 

agtggeagac 

gccagccgtg 

agcaccaccg 

atggtgttca 

acttggecga 

ocagaagaca 

ctgtccagca 

cacttgatac 

aattatgtat 

tggagaaaefc 

ctctgtgaga 

tctatgactt 

aatcccatag 



actgcceaca 
tagaettcag 
tcttaaggca 
aaatagaagt 
ctttcagtgc 
ttcacagtgt 
gagggggatg 

fcgacacgctt 
tggagcgaaa. 
ggtaaatata 
gcccatacaa 
aaattfcgctt 
tccaccttgt 

ttggcaagtt 
tgctgataaa 
t 



atigatagtga 
gc.ccctatgg 
ttttaatact 
tagaagaacc 
ctttccattc 
caaatgaagg 
ggtgatcagc 
tcagaacatg 
gataaacaac 
atgtgactgc 
gccaggcagt 
gataataaca 
cagcaacact 
aattcagcoa 
acttgaccct 
agaaaoacac 



60 

120 
180 
240 
300 
360 
420 
4B0 
540 
600 
660 
720 
780 
540 
900 
960 
1001 



<400> 13 

ceccccgtac tgctgggtga ggttctcgat ctccttctgg aacctcttct tcccctcttc 60 
^agagcttcQ_acgq eqctgci caaagtcctg cagcttcttc ctcgagfccgg ag agctacaa 12 0 
ggacagcgcc cagggtaggg tgagaggggg aeeatgartg geccctgtec ctggccccac — : — IB~0~ 

agactctgag aagcgaagac catgtctcct cgttggagaa acccaatagc" aggggaagct 240* 

999999 tcaa gcaacafccgc accaacactc caccgcgatc tgcctgcggg ggatctcagc ■ 30 0 
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gcagagaagt 

gagagtggag 

ttgcaggctg 

ccgggtttct 

cccgaggaag 

cccggagccg 

cctcgttaag 

agecaaagcc 

ggctagtact 

aaaaaaaaaa 

ccrtcaccca 

ccccaatggt 

<210> • 14 



tgagaggacc 

atgtggcgct 

ttccgctcct 

tcttgaagca 

gccacccccc 

ggaactgagg 

catccctgtg 

tctagaaggg 

tgaggtgfctc 

aaaacacaca 

tgagttggga 

attgactggg 



catgaaggaa 

ccaggttctg 

cctccagctg 

rcfccctgcaa 

aggtceectg 

gacgccacgt 

aegctetcaa 

gatcctcgfct 

actgactgag 

cacacacama 

ccctggccct 

acctgatccc 



9- 



gcaaggacac 
cfctggcctcc 
gcgcagctcc 
aagggafcgca 
gatgatgtgg 
ccttggccag 
cttcattcta 
gaaaggagcc 
aaaatacccg 
aaaaacagaa 
agactctgtg 
actaaafcgga 



ggggcaggca 
atctcctcgt 
gtagacacgt 
aagaggtccc 
caggacacta 
cccaacggcc 
agggtgccaa 
ctttttactc 
tgaggtatgg 
tctgtggctt 
gttctaagaa 
t 



cctggatgtt .360 
ccagctggte 420 
tgagcttctg . 4 BO 
agggacctgc 540 
acctgggtgt 500 
fctcccctcgg S60 
gagactggte : 730 
aaaacacacg 790 
gactctgata 840 
gaagggaact 900 
c t tat t tgag '960 
1001 



<211> 100X 

<212:> UNA 

<213> Homo' Sapiens 

*22l> variation 

<222> (501) ..(501) 

<223> baySNP608, A501G 



<400> 14 

aaactcggct 

cttcacaqtc 

cgggcpcaga 

gagcaccccc 

agctctcgcc 

gggccacccc 

tcacctctgg 

tgccctgggc 

gatacacaag 

acfcggCTafccfc 

gggaygcctg 

gggaggccca 

agacggtgcc 

cccctgaccc 

cc^tgaccat 

ccccctccaa 

ggcacacacc 

<2X0> 15 

«=211> 1001 

<212> DNA 



tcctcctcct 
cteatggeca 
gctgctgtgg 
caagccacac 
cgtgccccag 
cgcaccagct 
ttccagggac 
gttcagtcct 
aagagaccag 
gacacccacc 
ccagccccag 
gtggggcgac 
tggtgccacc 
caccteacac 
ctggccggcg 
gacctgectc 
tgaccctcag 



cttcctccec attctcattc 

ggtgcccaga 
cgccatccgc 
ccctccacac 
gaggacccaa 
cagtggcccc 
cgcaggctta 
ggceaaggge 
gcccatgcgc 
tcagacccag 
ggaggttcta 
cccacccccg 
gccaccctcg 
acttgggcgt 
agttccccag 
tgtgacaccg 



cggccccgag. 
acacccacct 
ctgctctggc 
geccacacct 
gtgggccagc 
tccagcccga 
rgttcacaga 
aggctccatg 
cagcctggae 
accagcacat 
atcatcccca 
cccatccgtg 
cgcaggafcgt 
ttgattctcc 
ccrCcaggac 



tcacgcatca 

acggcggcat 

ccctgcccag 

gttaaccagg 

cagcgtcgag 

taacaatggc 

taccacaaag 

tccagggtga 

tcctggcaag 

ctgactgtta 

ggcacaccac 

tgactgcggc 

ccaagtoctg 

ccctcccgcc 

gaacttgtag 

agactgatcc 



ccgaggactfc 

gtcccgggat 

gactccagcc 

acggtgcgga 

SSgrggctgt 

cecaecaggg 

cccccttcaa 

tggtccccag 

caggggctga 

acacttcacg 

tcaggctcca 

agccgctctg 

tgcctccagt 

ccaccaccta 

gcgatetcct- ' 

tggaagacac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
7B0 
840 
300 
S60 
1001 



<213> 



Homo Sapiens 
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<220* 

«22i> variation 

*Z22> (501).. (501) 

«;223> baySNP6l4, C501T 

*<k00> 15 

tetttttaaa tttggatecc tttectctgg ctagaactgc cagtactatg ttgaacagga 60 

gtggtgagas tggagatcct tgtcttttfct cagfctcttgt tttttttgtt tgttfcgtttt 120 

ttgttttegg eaaaactatt tccctttatt ccgtggaacg tcactaacgt aaatagacat ibo 

gtgcatgatt- tatgttaatt fcatacacgat gagaattaag gctgaaaatg acatccggga 240 

aaactcctao fcattagttta agatcttctg ggcaggggct gactcttggc tgcctfcatac 300 

ttcctaactc ecagfcgggec tgaatagaea ctggccagat tttcaaagta gcttcttgaa 360 

gatggatgat gatcfcgttta gaatgatcca fctcacctgtt ccgttteagg gtceaaatca 420 

gtatcataaa aacagggctg ggtggggagt - ccattgtget eatcgttcct aetaaagggt 4ao 

acagaaaacc agccccgatg ytggcatgga tgttgcgaat gggcagaatg aacdctgtag 540 

ggacacettt tcgctctggg tfcgtgagaca aggacaagtg tgttfctggcc atgcagatgg 600 

ggagattgcc aaagcgctga tttgtgtaga cttcagottt gtgttgagafc- ttgaggagta 660 

attcaatgtt gtctgctcca tagatcttct gtgeaatgat cctgattfctia tcctcaactg 720 

ggagcttgag gfccataaagg agttggaagc tgctgggfcgc ttgtcctgct ctctggacag 7B0 

cctgagccag ggctaaggta cccttgoccc cttctgccag tgagtgcact tcacggcatc B40 

aaaagccctc tgttctctgg aaaggcagcc gatgaggtcc agctcagtet etgtatctgt soo 

cttgaatgca ttcacggcca c tactactgg ■ aattccaaac attctggcat fcttcagfcttg 960 

ettcttcaag' ttactgaagc ccttttcaac cagctccagg t 100X 
<2io> 16 * 

<:211=» 1001 

<212> DNA 

<Z15> Homo Sapiens 



<220?> 

«221> variation • 
«;222=> (501) . . (501) 
<223> baySNP739, AS01C 

*400> 16 

atagcatata cacaaacccc tcagaaaaaa gattttattc ctaaagctta ctgtttacaa 60 

atggaaaaaa cattttctca tggaaataat eatataactg actgtyaagt gcccaagcca 120 

agaggcaaaa tgtctcccat taatttacta acaataagca tcaatggctt cctatfcgtag 180 

ttagcafcaaa atctaaactc attaacatgg actacaaaat atacataatc tagtcatcgc 240 

ctcatcactc tccccttcat tcatttagct ccatcaacat tggcttccat ctttcatacc. 300 

gagaaaaagc cctggtecac tcygcaccac cmttggttae gccctgatac tgcgcactga 360 

gtagaatgcc gtctgcaact tgcgcatttc gcagctgcca tcttgccgct gctcctfcctc 420 

aacgccactt ccactcactg ccaccaacac caacatgaac gggagctcaa cagcttccac 4S0 

taggtgttca fctgagaaggg raacattccfcc ttcacctcag agttggtggg ggaaggcoca S40 

cccagataag atctgtgacc agatcagtga ggctgtcctn gatgcccacc ttcaacaaaa 600 

tcctgatgca aaagtagctt gtgaaactgt tgctaaaacfc ggaatgatcc fctcttgcacg 660 

.tgaaac^aga_t.ccagagctg_ccgttqacta acacraaaatg cttcgtgaag etattaaaca 720 



cattggatat gatgattctt ccaaagggfct tgactacaag acttgtaatg tgetggtagc 

ctfcggagcaa cagccaeeag atatttctga aggtgttcat cttracagaa atgaagaaga B40 
cattggtgtt ggagaccagg gcttgatgtt tggctacgcc actgacgaaa ctgaggagtg 900 



Fmof _ 7 pit:31/0U20Q3 13:29 • . . ■ ..-Enpf .nr.:320 P.010 ...... 



31-JAN-3003 15:03 BAYER AG LEVERKUSEN ' 

Le A36 5 62 «™a=N +49 214 3031894- s.u 



11 



tatgtaggcc fcetaaccaet gtcctagaat aoaaoe*h== » 

Itltt^ °"«tHcct fggttafgcc c^I? t«ac a * ccaaact * ^aaccac j„ 



<211> 1Q01 
<212> DMA 

<213* aomo Sapiens 



<220> 

<22l> variation 

«222* (SOI) (501) 

<223> baySN£l05$, T50XC 

<400> 17 



5S3S SSSSS 2S2K S3SSJ5 «^ tag eo 

agagccfctgg atfctgctrega gectfaltce tSSat*?? aa 99^99«=«= gtctgctacc 120 

tcegtacaca ggactcagac fgggtgcSt Stf™—* ^tgceaa tggagfcgoct iso 

tcaagccccc cacfctfcglag ac£gl12£ Sa™*** 99tggg C ttc aggcactcat 24 0 

ggggtccccc tgtgagcccfc SS 3 £ 9 cat 3999=ag ggcccegcct 300 

• atctgcacag clagcttg^t Ia«ctta^= ^cccacctgc tgcacfceaec egecttlecg aso 

etggcceecc eeclgtegle Igf«2cea el^S** 99 cttg fc g C at§ Hi 

atggcggctg ccccftcllg Jt£5K2 te "3agggg ctgcatctcl HI 

acagacacat agacacacal g^ggfc«2 c^^^ 9 ^ 9 * tcac 9<=aa gtgcatacac 5 40 

tgcctgecca gggcaggcgc cJallgecC £££222£Z ^^33 sacccaccec soo 

cctgtgatgg gggcctgclt of tceS2 SSSSC *^Sf^? ** e *Sraag C 660 

-ayacccgg aatctgggac acagcaggga rfe5afc«fc=r C S e S9 E aeccgcegco 720 

f^f^ ^Stgagt cctlcclllg SSSf ^c^t??^ c «= cccte ^g 780 

aagacagaea ggettgggct etaeceagcl aolllt^^ gtcctttccc acattcagac 840 

tagccactcg acaggaggga caaaaaalS ™=fct^f" acqtgttgcg ggatattaag 900 

gagccaagtc actacclgg t^^U^ Sgggi f aaaa ^ Hcagccatgg 560 



<211> 1001 

<212> DNA 

<2i3> Homo Sapiens 

s220> 

<221> variation . . . 

<=222> (SOX) . p (sol) 

<223> baySOT1092, C50K3 

<400> IB 



MttSSS SSIf?!— 2f"?" 9=39»gc 0 a<: gcgcaecccc ' 60 

»SS ffi 
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teggtggacc 
ttgatccggg 
ttctcgtttt 
gagatfcgctc 
ggtagcaaga 
gggcgfcgcga 
gccggagcgc 
gacagacaga 
acagtggacg 
gagggggtcg 
cgctncggag 
gctagctcgg 
gaggagaggg 
gcggcggtgt 
«210> 19 



ggtcagcgga 
tttcatccct 
aatttatttt 
tacttcccca 
gctccagaga 
gcagcgaaag 
ggcgtgagcc 
cagacacegc 
cggcggcgag 
gggctcgcgg 
gagccgtggt 
gccgggagga. 
ggccgcagtg 
gcgcagacag 



cteaecggcc 
cttctttttt 
tgcttgcaat 
aatcactgtg 
gaagtcgagg 
sgacaggggc 
ctcccccttg 
ccccagcccc 
ccgcgggcag 
cgtcgcactg 
ccgcgcgggg 
gccgcagqdg 
gcgactcgge 
tgcfcccagcc 



12 



agggcgctcg 
cttaaacatt 
tccceacttg 
gattttggaa 
aagagagaga 
aaagtgagtg 
ggafccccgca 
agctaccacc 
gggccggagc 
aaacttttcg 
gaagccgagc 
gaggaggggg 
gctcggaagc 
gggcgcggtc 



gtgctggaafc 
tttttttaaa 
aatcgggccg 
acgagcagaa 
cggggecaga 
acctgctfctt 
gctgaccagt 
tcctccecgg 
ccgcgcccgg 
tccaacttct 
cgagcggagc 
aggaggaaga 
egggctcatg 
c 



ttgatattea 
actgtattgt 
acggcttggg 
agaggaaaga 
g'a^agcgcgc 
gggggtgacc 
cgcgctgacg 
ecggeggcgg 
aggcggggfcg' 
gggctgtccc 
cgcgagaagfc 
agagaaggaa 
gacgggtgag 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<22D> 

<22l> variation 

<=222> (501) -.(501) 

<223> baySNF1524, A501C 



«400* 19 

tgggtggact 

aaacgaaaac 

ggaggctgat 

gtgaaacctc 

aatctcagct 

gcagtgagca 

caaaaaaaaa 

aagaaaaeea 

gccctctcaa 

caccctccca 

tcctctgtga 

aactgtcaga 

agaaaaaaaa 

tccttcaccc 

acatctggtg 

atcetctggg 

gccccggacg 

c210> 20 



gaaagccacc 
cagaagtagg 
gtgggcggat 
gtctctacta 
attcaggagg 
gagategcgc 
aaaaaaaaaa 
gaagtaggag 
agcccacaca 
ygcteccccc 
gaatttcaca 
gctggggagg 
aaaagagaga 
tgacgtcaga 
ctcctgatgg 
ctgctcggtc 
ctggcagcag 



ccctccgcct 
gttgggcgca 
tacctgaggt 
aaaatacaaa 
ctgaggaagg 
cactgcactc 
aaaaaaaaga 
cagorctgaag 
mccgccegee 
tccctacagt 
ccctagtgtg 
ctggccaagc 
gaggcaggaa 
tcttgcttca 
gccggccagc 
gatgcqtgtg 
tgacagcagc 



gcagctaggt 
atgcctqacg 
caggagtctg 
aatcagctgg 
agaattgctt 
cagcctggcq 
aaagaaaaga 
aaatgacagg 
tggggtaaca 
agtgaaagac 
aagt-catagc 
tcaggctgga 
aagt«t«c 
ataaaacccc 
ctgggcccag 
ccactgacgt 
agccgccagc 



agaggggagt 
actgtaatcc 
agaccagcce 
gtgtggtggc 
gagcctggga 
gacagagcga 
aaaagaaaaa 
gagttgattt 
gtatctcctc 
ctaggcagga 
cttgtaactt 
sgtggggaca 
agaggaaaat 
ccaagggctg 
ctcccccgag 
ccaggcatga 



gcaagagggc 
aagcactrtg 
ggccaaeatg 
acatgcctgt 
gacagaggct 
gaqtctgtcc 
gaaaaggaaa 
cccactggga 
ggacatcctg 
tgaccccagc 
tccctttaag 
gagggaagaa 
gcagg'gtttg 
cggaagaggc 
aggcggccgg 
ggtggttcct 



240 
300 
360. 
420 
-480 
540 
000 
660 
720 
780 
640 
900 
960 
1001 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
84 0 
900 
960 
1001 



<211> 1001 

<212» " &NA 

<;213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) (501) 

<223> baySKPX574 , T501C 

<40a> 20 



sszsss sess ss; s?«= c ss srs*" « 

gtgtaaatat tttaaatgat ctataceaoo ?«« !: fc tataa *fctct taccaaatat 120 

aaattatgca caaaattgtg StJSSS «fef=f»e« "Saactagt gggactcctg So 

ggaceecatrg cvggatgaag tlele?« a n 9f tcca 99ga gcaggttfcct eagggeecgg 24 0 

.s SS3 c t a ts I 53535; £S££ 3K2K5 ^ at9Ct " »S 

aacccaagtt aaggaeaaag egeqcttflf ^If^^ Ca 9gccaggaaa aaactgactt 3 60 

acaaattcta atteagagtc tlattS* ff?*-*^ 93 Batctst =ggafe tggaaaagaa 420 

ccctgggcaa tgaaalagtt JfStgctta SHaagataga gtccacaltg ill 

etttgggggt gaecetggce acaSfttgl tttlt^flf at ?99*gtgt « t tgg t gec . S40 

Sccggaaecc CgcgcgSgec ccctggcgf e gg|2Sf« SSEE** ^^tt 9 6<>Q 

ccaggccagg aggctcagag actgaccSct Iflet*^™ '999*9**93 gaeggagcee eso 

otaggcaaag tgaaacgggg gctfcattcc latee* 9999 . a = attca 9*9 tggggcaggg 720 

actcttcatw ctcctcagc? ggttgtaac? ctggaagagg etaagagcaa 780 

ecaccgeccg tcgcacclgg !2S2 £l?« a « 99 . ^caagggot ctgcctggag- 9 40 

ccfetcaccga cfcctgcrtti Slttctoat 9 9 c *9 cfcc 9etc cteeteatgc ?oo 

SE^F "^"^ 5*3S tHc|ccc a ? J*""*** -Sctcccgla 9S0 



^2ll> 1001 

<:212> DNA 

«2X3=> Homo Sapiens 



*220:> 

<22i> variation 

*222> (SOI) . . (501) 

<223> baySOT15B2, C501T 

<400> 21 



ZSSSSi SSSSSSSR-StSSSSi SS^ a 9— cctc aaaga*gg« S0 

acttttctga aagfgagflg 2K555 S£3SS ESSF 9 * ata * aa «*<= x!I 

gatgaagtee teecaagcca caccagtggt fceea*-^*- **ggtatgaa. cactgcgcat iao 

cagtgagata cttctgtggt CcCgaltflc ete^XS ^caeetecg gtttgagtgc 24 o . 

aagattgacc aacafcgttL aatttcct™ ^f aCtattt 999.9**9*93 tattttcata 300 

cattttfcctg ggactgagaf tSaa«=^ « a aeagtet eecattacea agtaaagatt HI 

SET*™ " 9a9 5?£ SEgSi KS235 SSk? «S*t52 4 2 %° 

catcatggca ccagecccte yectgccaca ace«S fagtagcaca ggggggcggt 480 

cgatgcctag aaaacaagbc fcttarttaaa* aaa^! 9 ^ ^gagcagcag aagyagagag s 4 a 
ccecacctga tattgagaaa aaaafcS?^ aaaa f as,aa *** c aaaatt gaggtctttc . soo 

catat CCttt ^LSS SSSSS ctt i attttc a =*^c**S ill 

SSSS2 5SSKS SSBK cSaaa9aa aat ™ BBSS III ■ 

a C aaa Bt g« ag Ct cf tttt aj-JJg ^Jgjjg. jjgjg 



&Pteit:31/01/2003-13.m ...M.T.r.^O.P.013 
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<220> 

<221> variation 

«222> (501) . , (501) 

<;223;> baySNP1574, T501C 



<400> 20 
acagtcatag 
attctacttt 
gtgtaaatat 
aaattatgca 
ggaccccatg 
ggggctatga 
aatctaagtt 
acaaattota 
acatgggcaa 
. ttttgggggt 
tctggaattc 
ccaggacagg 
ctaggaaaag 
actcttcatw 
tcaccgcccg 
ccttcaccga 
cccgcgcttc 
<210> 21 

<211> 1001 

<212> 3H*A 



<213> Homo sapiens 
<220> 

<221s» variation ' 

<222> (501) ..(301) 

<223> baySNP1582, CS01T 



aaggtagcat 
ctgatcctca 
tfctaaatgafc 
caaaattgfcg 
cvggacgaag 
gtgfcgatgga 
aaggacaaag 
attcagagtc 
tgaaaaagtt 
gaccctggct 
tgtgtgtgtc 
aggctcagag 
tgaaacgggg 
ctcctcagat 
t cgcacctgg 
ctctgcrttg 
cagcttctgc 



cccctccgco 
ctaaacactt 
ctgtaccagg 
tgfcgtgcagfc 
tcccctgctc 
atttcctggg 
tgtgcttaga 
tgatfcctaga 
yfceatgctfcg 
aaatatttgc 
eceeggcgat 
actgacctct 
gctgcattqc 
ggttgtcact 
taggtgagct 
cgcttctgct 
agctgcttct 



ctgccctgct 
gaattctcct 
aaagagtcca 
gctccaggga 
tggacctcgg 
ctgcaatgca 
grgatagtga 
aaacacctca 
tttgaatggg 
tttctggtga 
gggcfcaagag 
gagctagggg 
catcctcgcc 
gtggctatgg 
octtgatgcg 
cggcctccag 
tgccgccctt 



tcatctgata 
tataatttct 
aagaactagt 
gcaggttttt 
cacatgctgg 
ggecaggaaa 
catcctggat 
gaaagctaga 
atgggtgtgt 
gcfcgtactgg 
tgggfcgttga 
acattcagag 
ctggaagagg 
tgccagg'gct 
cqgctcgctc 
ctcattctpo 
9 



tcctgaccca 
taccaaatat 
gggactcctg 
cagggtccgg 
gagtgacttt 
acactgactt 
tggaaaagaa 
gtccacactg 
ttttggtgtc 
gtgagctttg 
gatggagctc 
tggggcaggg 
ctaagagcaa 
ctgcccggag 
ttcctcatgc 
agctcccgca 



€0 
120 
180 
240 
300 
360 
420 
4B0 
540 
600 
$60 
720 
7B0 
840 
900 
960 
1001 



<400> 21 
aagcatcatg 
actfccctaat 
acttttotga 
gatgaagtct 
tagtgagata 
aagatcgatc 
catttttctg 
ggcaccrtgg 
catcatggca 
cgaegcceag 
ctctatttga 
JfcatatAJfcJfetfc. 
aatataatta 
aaccactcta 
acaaaetgtt 



agtgttttgg 
gctgcttggc 
aagggagtag 
ttceaagcca 
cttctgtggt 
aacatgttcg 
ggactgagag 
ccgagagtga 
ccagtccctc 
aaaacaagtc 
tattgagaaa 
Jbatttat-cat^ 



ccttctgatt 
aattcagaca 
aattcaaggt 
caccagtggfc 
tctgaattgc 
aatttcctcc 
tgaaaccc&t 
gaaeatycca 
ycctgccata 
tttagttaaa 
aaaatgcttc 
cttacatceg 



tgatctcccfc 
cafcttgggtt 
ctgcattttc 
tccatgtjtg 
ctgactattt 
ccaacagtct 
accaatcagg 
tccrctctgt 
acccttggta 
aaaatcagaa 
aaattggcca 
fcCfcafcfcfccfcfc 



aactatctca 
eagatgtaca 
agctcttttt 



aaaggtttga 
tataatatgt 
ttttcttttt 



cattaaagaa 
acagaaaata 
cttttttttt 



agcacccctc 
tttcctatgc 
taggtatgaa 
tgcacttccg 
ggggttgtga 
tccattacca 
cetttgagat 
gagtagcaca 
tgagcagcag 
tttcaaaafct 
ttttattttc 
ttataaagct 



aalzgagcaafT 
taagtagtaa 
ttttgagatg 



aaagatggcc 
atataaccac 
cactgtgcat 
gtttgagtgc 
tattttcata 
agtaaagatt 
tcctctgtat 

ggggggegg* 

aagyagagag 
gaggtctttc 
acttactagt 
gctgttaaac 



"ggeaacaggar 

gaagtccatg 

gagtctctct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
-780- 
840 
900 
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SSSSS S35SS 555*5 55^5 ~~ 

*211p 1001 

<212> DKA 

<213> Homo Sapiens 



950 
1001 



<220> 

<;221> variation 

<222> (501) . . (501) 

<223> baySOT16B7, GS01A 



<400> 22 

99tgaaatct 

cccetcatet 

gcaagttctc 

cattcactta 

ggcacaagct 

egtactttta 

gatctotacc 

aaaccatcaa 

eagctgceag 

gacagcagag 

aagafccatgt 

tgcfttaaggg 

ttktfccacag 

otatcatgac 

afcacrfcccact 

tatcagttta 

tgccaagaat 

<210> 23 

<211> 100X 



gaattgacaa 

ttCtctQCOC 

cttgctggtt 
aaagatgcat 
aaaacaaaac 
tgtaattagc 
aagcctccta 
ggaaatcata 
teagagtega 
tacttatgct 
attctaccag 
.yaatgtafcae 
tctagacagc 
ccaaagcaca 
taggaactct 
aggtotggaa 
cccctcttct 



gtttgaccag 
ccacacccat 
tggcaactec 
cgttatctag 
agaacagcaa 
afctaaaataa 
gaacayttda 
accfcttagat 
rgcaccaaga 
ctgccaggct 
atfctcgattc 
uttgggattc 
aacrgaaaaa 
cttcagtgcc 
eccaceattt 
atgttgyagg 
tcgtcatctg 



aactgtaatc 
aoatatccac 
tgtcatgaag 
aagttgcayt 
aatacctttfc 
tttccacagc 
aaaaqoaaaa 
tgaaeatgot 
agcagagcca 
aagtgagtca 
atggagtcca 

gacatcaatg 
tactcaagat 
dcaaaaacaa 
cctaatagag 
ttaaataatt 



afctatttcat 
acatgcatgc 
ttcattttga 
cctaatgctg 
gttttagcta 
. agcfeattctc 
acttgccaag 
gaattatcgc 
caccagaccc 
egcatttggc 
aagatgaatg 
cttccgfcaag 
tttagatgag 
ggttcatctc 
ttaaaacaat 
tatgacaecg 



gtcatgaaat 
acgcacgcac 
.aaaacaagaa 
taaaaggcct 
gtgotaottt 
taetfccataa 
aatatggtga 
ctcctgggga 
agagggtgca 
ctcctccact 
aatcaaacac 
gtgttagaca 
actaattaac 
tccacagttt 
taaaatgttc 
gccagcgaat 



<212> DNA 

<2i3> Homo sapiens 

<220> 

<221> variation 

<2Z2> (sol) . . (sol) 

*223?> toaySNF1722, G501A 



60 
120 
180 
240 
300 
350 
420 
480 
540 
600 
660 
72 0 
7B0 
840 

. 900 
960 

1001 



<400> 23 

««cic«c .as- assc SSS3S £S£J£S 



60 
120 
180 
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tgagccaggc 
tfctntggatg 
atgtgggtgg 
ttgtagatgg 
aggtggaatg 
tcggccccgc 
acaggcaagc 
cfofceaaggac 
tttggatcaa 
taaaaagcat 
ttaggaacct 
ggggctgctc 
tctgctgtgc 
ccctcaggtg 
c210> 24 



ctfegggtfctc 

aaagactcfcc 

aaggtggttg 

gggfctggcag 

ggctaacaca 

tggcctggcg 

tggaacttgg 

afccagggaca. 

aagtgtttaa 

ttttctaatt 

gcccttcggc 

tgctgccccg 

agagagagga 

gggcttaccc 



cccagcacag 
ccacgetct£g 
tatgttac4t 
agggaraaat 
ggagatgatjg 
rtgtgggcat 
STtggggaggg 
ccccaagtcjc 
aattaatatg 
ctaacaagtt 
gctgggctgg 
gcccaggtcc 
aggaaggatc 
cctcgtattt 



15 



cctcctgtcg 
ttggtggact 
fctwccacctc 
awgccagcca 
ggaacctgtc 
cctggggttc 
gacatgagga 
tcagtgtcct 
ttgtcagtga 
agaatgtgag 
cgtcccgcac 
ccttgtggtg 
cctgaagagt 
ataatcttaa 



cfcgcatgcga 
tagctgcctc 
tcattgtttt 
cggcagtcgc 
Gcgcagtccc 
fctagggtccc 
ggataaacag 
actcctggca 
ttagaacaac 
gaaggaatga 
tg^ggtgtcc 
ttgccagacg 
Gfctggagaaa 

c 



agtgtfcggga 
actggaagcg 
ccccagaaca 
fctggtttccc 
tgcatgacca 
agaacaagcc 
ctgactgtgg 
asrgagttggg 
actgtttaca 
acatgagtgt 
tcgctgtctg 
ggeetcatgg 
aggttctgtg 



240 
300 
360 
420 
480 
540 
600 
660 
720 
7B0 
040 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213s* Homo Sapiens 

<220> 

<221> variation 

«;222> (501) . , (501) 

«*223> baySNP1756, C5P1T 



<400> 24 
aatgtgtccc 
cttgggtctg 
agccaccgcc 
txaagctgaa 
agcacctgga 
acaKccacca 
tcccttcacc 
gccacggtgg 
tccgctgccc 
atgctctccc 
aacctccaga 
. ctcaaccaga 
gtggtagacc 
ttGcoyacca 
aagcaaacga 
atcatggtga 
ttggcttttc 
<210> 25 



ttgatgtgga 
cacGtcctct 
accctgtgta 
tggaccaaac 
ccagotccac 
tgcagcccce 
gcGaccaccc 
cccccagcrg 
ccagccagar 
tgggggctgg 
aaagctcaga 
ccagagatgg 
fcgcaggacac 
aotittaggga 
agggcaagat 
attaaatctt 
tgctgctttt 



tgggtagaca 
ccctccttcc 
aaccctcatg 
atacccattg 
Gcafcafcctga 
cctcctcttg 
Gcgggagatg 
cagaagggac 
yatcttcttc 
gtccagcaca 
graggagctg 
ctfcccagctg 
cttcgtaagt 
otctgcaggg 

tgtggacttg 

ctttaaaggt 
acctaaagaa 



ggattcctgc 
tGtGcccgtc 
yecagtcttg 
agtgttgggt 
ggacaccttG 
Cgcctggtgc 
aagaagagag 
tttaccttyg 
ccccetgtga 
aagatgcaga 
cacagaggct 
agcctcggca 
gacatgaaga 
gccatgaagc 
cttaagaacc 
aaggcccttg 
tacGcaattc 



cctggcagcc 
atccctraat 
agggtgccat 
ggggacatcc 
tttccctttc 
ttctoagccc 
tcgaggaccfc 
acctctacag 
^gcatctccat 
tcceggaggk 
ttcagcagct 
atgccctttt 
cgctrgtacct 
agatcaatga 
tmgatagcaa 
ggcccaaacc 
c 



agacccctgc 
cttgtcotcr 
cccttctctt 
ctggaaagcc 
agaacaaaga 
tcagggggcc 
ccatgtaggt 
ggycttggcfc 
gagGctggcc 
cctgggcctc 
ccytcaggaa 
caccgacGtg 
ggcagacaGt 
ttatgtggca 
tgcggfccgtg 
tgcactttct 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
760 
840 
900- 
960 
1001 



*211> 1001 

<:212;» DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) , . (501) 

<223;> UaySNP1757, T501C 

<400> 25 



tgagtcaagg ccaggcttga tctctggaac aagaaoacraa ' 

ccccagatcc ctcttgttgg ggagg|cc*c tcgcagcttc aggaacaagc - ao 

ctcectctgc ttcactccal Ifaftttgta calato^- 9«<=9«cgc ctgacctcct 120 

gggcagctgg cgatgaocgt 2KS2£ SSSffS? ct 9 e »«*S t 9 aaggcccccc 180 

aacactcccc tfcgtacc^ ££SX£ alcaeeaatt S^TT* ctote * c "«= 24 o 

aagcaacaaa agatttgtcc Saagctglat gattacfc^ ^H*?^ 9**<*S*** 300 

cectccacgo ccctcatctc ttccfctftjc cctcI^H* 3= tc = fctctfe "atgagtot 360 

cctgafcgca* tcataagttg aagccotolc t«atccayg fccttccaagg 420 

caagoocgga tggetcfcc? ye!et«g|e M««cece 2252?* Gt9 f CCtcot: 4B ° 
ggtgatgggg cggotgccag Scetgtcldg ggac^aete ^f™^ Ca ecetatt «g . 540- 

cceaggcaga agagoacgca otttlocgtt Ieat™ff~ fS a 999*faa gaggccctyc 60 0 

agatcccage agcctgtlgg ggca||gl£ fcaalaaaa* a f~ Ct9t9a ttcca «9t9= SS0 

ggegttgagg aattgtgglg ttgactwa? S^™?™ »" cattcca 9aa ggactgaggg 720 

tcacagaagg ggaclgflaf egfgcaSc «0a?cc^ c?^^* -MMSuaSS 7 ll 

acecgaecgg ctttctgag|- ttfclgctggg Ste^ *~!?^ 9Ct9 tfcct 9aaaec B4Q 

ttggacttgc ccgcgttcct gaSIgotit 2a«t2?~ ^ afctt ? 9CC actt *9«aa 900 

e 5o> at !T 9Ctccctcct «4aSeac clac^cc^ ? taaatacc t^taac 9 60 



<211> 10O1 

<212;> DMA 

<213> Homo Sapiens 

<220> 

> 

<221?> variation 

<222> (501) , , (501). 

<223> baySNF17G5, AS01G 



"agajggat a^gf £g£ Z2SE£ agStaSS 9aatac ^° -aagaggac . 6o 

gccgtgggtg tttcfcgg|cc fa^Saf! 32222 ESSE? Gctag ^aa i 20 

agcagctggg aaateetgag cctggacace a^I**-? 9 cac 9 tta "9 cacctagttg la o 

atagaattgg agtgcatgci tgtltSSg StebSS agctagggfct ggageeataa 2I0 

tcctbgaeca egtgtfccScc aCggcgfgf IScctof a« *^ 3 5 3t ? t9 3o0 

gtgtttgtgt ctcagcaggc aaaeeeSS afot*™ 9 " actCat 99 atgagtaSot 360 

aaatgtcacfc gtgtigggit getfcg22t ^f*™?? cttcaa 9C« gcaeaagcat 420 

atgggcttua cggaggalfa JgSlSjS 3ESSSZ «S 

gccgcacett gacatctctg gctcccaatq Ifaf^o?^ a ^ a f t9tctC 999 a «ttca 54 0 

ctctgagaag aggcagggg? faaaggaecl lat^fffn^ * Ccta 9 ct 9 a 9atgcaggac 600 

aagagagaag gaggggaggt agcclfftlc Sc^ °«Wccoe oaeccaagtg 6S o 

sssss issngs nssisH HS? spsss ;n 



EhiPf .zeit:31/pl/2Cte 13:31 
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gggcctggag cttagagttc aacctaccaa cgacccctga agagggaagg catctgacac 
ccacaaectg ttctagggat gattcctcct ccaatccctt c 
*2XQ> 27 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



960 
1001 



«?220> 

<ZZX> variation 

<222> (501) . . (501) 

<223> baySNP1767, C501T 



<400> 27 
teaggtaaga 

ctcatottyt 
■ ttccatgcca 
cagcaggaga 
cagcaagccc 
gtgggagaec 
tcctctcatg 
aggctgtgtg 
aaatgtcaac 
agegectcct 
cactttttag 
atgcgccatc 
ccacaaacgt 
gtctccccct 
gtacatggag 
gtcagaattc 
ggcaagtgtg 
<210> 28 

*Z\\> 1001 

<212> PNA 



<213> Homo Sapiens 



tggcagggct 
gtcagccccc 
gcacqtaatt 
agaaggcagg 
ttgtgafcccg 
tggtggaggt 
gctgtaaggt 
cagagctgag 
aqcatgccta 
tgcatctgtg 
caatcregta 
tgatgfcaafct 
tgcatcctga 
gtggttgtgc 
gctctcfctgg 
caaaccaggg 
actttgttcc 



gggctctggg 

aggcvctaag 

gtttatgggg 

ggcagagaca 

ggagggagag 

gaagggtgga 

gaggaggtcca 

aggggcccag 

ygecectgct 

tgttatgaat 

ttgaatacca 

ctgaaagagfc. 

atgaccccag 

arggcagaga 

ttaagcaagt: 

caggggcaat 

tcgtgtcatg 



ctaggctgta 
atagagatgg 
cttcfcccttc 
agcatttcat 
aagatgcaga 
gaccgcgtcc 
taccagagca 
tgaggtttaa 
aaaccttctc 
gctctatgcc 
attatgtgtc 
ggtgtaatca 
gaggtgcatx 
ttctgtttaa 
aacccgaggt 
agatgagtaa 
aagattgagt 



aggccttggc 

acagaaaaga 

tgcttgacgg 

gagctgcotg, 

tcaacgcaga* 

ctgctgacc't 

agcagttgag 

aggfcggagag 

tcagegtggg 

ccaggfcattt 

agctgcttta 

tgeagggctg 

ttcataacta 

attaacqatt 

cacataagaa 

tgccataaat 

ET 



aagagtccag 
tcctccagct 
tgtgggagac 
tggctcccca 
ggaagtggcg 
ccggatcatc 
tctaaggaga 
aaccaggtcc 
gtgcttgcgc 
ctttgtcgec 
tatatgttcg 
ctgtna tgtgg 
cagtgttagfc 
ttacagttga 
gtcaggagga 
atgtgatgag 



SO 
120 
150 
240 
300 
3 SO 
420 
460 
540 
. 600 
660 
720 
780 
840 
900 
.960- 
1001 



<c220> 

<221> variation 

<222» (501) . - (SOI) 

<223> baySNP!B37, C501T 



-<4.0_0j>_2J_ 



agtccagacc gcaggtgcct tgatgttcag tctggtgggt tttctgctcc atcccaccoa S0~ 

"ccccccttcg.ggcctcgatc cctcgececfc caccagtccc ccttctgaga gcccgtatka .120 
gcagggagcc ggcccctact ccttctggca gacccagcta aggttctacc ttaggggcca 180 



Fmpf.zeit:ai/01/2003 13:31 
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ccagggaggg 
9gaacagagg 
cctctgcceg 
tcccagtccc 
cact cage cc 
teatgeaggg 
aggagtccca 
tgccagctga 
ggtgctccagr 
tgtcaggctg 
ttctccccrg 
ttcccfcttct 
ctttctttct 
teefcttcttfc 



crccacctcc 
ettcettgea 
gcgctcctgg 
aacttgggga 
cgatccaccc 
Cttctcagct 
agcagcgcgc 
ceatcccccc 
atggaatgga 
acagggccct 
ggtcoctcct 
ttccettcct 
ttctttcttt 
tttetttctt 
<210> 29 ' 

<211? 1001 

*212> DNA 



<213:> Homo Sapiens 
,<220> 

<22i> variation 

<222> (501) , , (501) 

<223* bay$OT1854,, G501A 



gtccasaggc 

tgccacgcag 

caagcacttg 

aatgggtggt 

tgctctttcc 

yeaeatgaag 

ggtggcceag 

ctccattccc 

cctcccctgg 

ctgegggaga 

agcagtceta 

ttcoctttqt 

ttctttcttt 

ctctttcttfc 



atggggacct 

ccccgggtac 

Stgggactgg 

caagcaggag 

tcaggagctt 

cacgccacca 

caggccaggc 

acccrccccw 

gcctgtgcct 

gatgacagag 

gggcgcgccg 

atttctttct 

ctttctttcc 

atttctttct 



ggggtgcccc 

tccttgttgt 

gctgggggca 

eccagggcjtc 

cagaggcega 

agaccgccaa 

acacccgctg 

gccctggtga 

cttcagcctc 

ttgagactgc 

ttttagcect 

ttctttcttt 

tttetttctt 

t 



tcacaggaca 

tgccccGctg 

ST99tggaggo 

9tccakaggc 

ggatgcctcc 

ggatgcactg 

gcctcccteo 

gabeceaaca 

ctctttcctc 

a.ttectccca 

catttccatt 

ctttctttct 

tefcttfcette 



<400> 29 
tggcttttct 
cccctcacct 
gccagcttcc 
tgcagcaggt 
cggaccgcat 
gaagccagcc 
gggcaggagg 
ccagtcccct 
acttgettet 
ttgaggtctc 
gcatccaggg 
atctcctcgt 
agctgggccc 
ygagggcggg 
gtcagecagg 
caccccatgc 
gtcaagaaaa 
<210> 30 



agatgtcctg 
93gaatgcag 
gggacegcta 
tgttgcgccg 
crtccagctg 
tmggtgccat 
aatctggtgc 

gaggggacct 

999cct:cggc 
cttccatctt 
aggcctigcag 
ccttctctgc 
ggaggatctt 
cagacagggc 
actatcgccc 
ccaccacggt 
gggtttggac 



ggctctgcac 
cagctgeacc 
tgtctgctcc 
ctccaegatg 
gatctgggtg 
tcaotgaggg 
etgtatccag 
cccgcccqca 
rgecatgegg 
cttcttcacc 
cgagtccacc 
cagcttccgc 
gccctcctcg 
acagggcagg 
agagaagaag 
gctattggeg 
ctcacaattg 



tcagtaggtt 
cgctcgctgg 
accacggcac 
gcgatgttct. 
tcctgagcac 
cacctgtcag 
acaccactgc 
tgtaccttca 
ttggcgtggc 
ctcaggacct 
acccgctggt 
tcgatctctg 
tgctcaaggg 
getgagaggg 
agctgagaag 
agaaagtget 
ccagaaccfcc 



tccacaaggt 
tctcaatcag 
gcagctcctc 
ccttcaggtc 
eaggagagtg 
aggtccctgc 
ttctccagga 
gcaagctctg 
tgagctggat 
cgttgcggct 
ggttgcgctt 
ccttgatctg 
aggcctggga 
aggatgagaa 
agatggggag 
ggactctctg 



ggctcctgac 
ctcctgctcc 
cagatcagcc 
gtcgttggca 
ggtgtgagca 
agtaacccag 
cacatggagg 
gaggctcttg 
ctccatctca 
gcgtgtetct 
ggcctgttcc 
gttgaactcc 
aggggegggg 
gatacaeggfc 

gtgggatctg 
ggcttcccct 



240 
300 
360 
420 
480 
540 
500 
660 
720 
700 
840 
900 
950 
X00X 



,60 
120 

xao 
240 
300 
360 
420 
480 
540 
500 
660 
720 
780 
940 
£00 
960 
1001 



<2ll> 1001' 

<2X2> WA 

•c2l3> Homo Sapiens 
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<220;> 

<22l> variation 

<;222=> (501) . . (501) 

<z223> kaySNFlB62, G501A 



<400> 30 

ggttctcggfc 

aggtgaaggc 

ggcaggagct 

agctgatcgt 

ccccgjacac 

9tggggccga 

ctctgaagcc 

ggaagagaaa 

gagctgtgag 

qtggccctgc 

gtggtccecc 

aggetccccc 

ccagaagtct 

ctttggcctc 

aaacgaggfcc 

ggeagtccfcg 

ttagaggcfcg 

<2l0> 31 

<211> lOOl 

<212> DNA 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP2085, C501A 



tcctcccggg 
cctgtcagQt 
cccatcotgg 
gtgcacgcaa 
ctctgtccag 
gggccctctt 
Gagggccgcc 
gaaggaaaag 
caccgccaga 
aatggggccc 
gagggcttgg 
ttccccaagg 
ggctgaggtc 
tgtatttgtt 
ttccagttct 
cactccttct 
accgtaattc 



tctcetgtgc 
ggaaQtggac 
gcagccaaGQ 
ggaaagaacc 
agcccctcca 
cagctctctg 
gtgagcggcra 
atgagcfccfcc 
rttagaogtc 
tgagccctcc 
tgtGtactfiic 
cagggacagg 
tgggcagggg 
tcctattgcc 
gcgggtcacra 
ggaggctcta 
ttgacttcag 



tctgatgcta 
agaccttggt 
aggcaacaao 
aggagggaga 
cagtcggcct 
gagacagggg 
ttcagcaatg 
gtctggcagg 
acatccaggt 
cfccfctcafccc 
cgaagggecc 
ccctgggggt 
cagggcaagc 
gtgaaaggtfc 
aggctgaccc 
ggggagaatt 
gctcctccat 



cttctgccca 
ttgtttacafc 
aaggactatt 
gtgcagccag 
catgactgtc 
ccgagcctca 
gtggaatgga 
ggcttttagg 
ggccccacgg 
cccaaggcct 
aagacctcct 
gceaccgtgg 
ttgacctctc 
tccacaaact 
ggggctcaaa 
catttctgge 

G 



gecccggcgg 

gtccgatggg 

tgtaaacgat 

gctcagggafc 

ctcctcgtgg 

cccatctgcc 

agacagaact 

gtcctgtggc 

cccatacagg 

caactagagg 

gggtcctctc 

gcoctgacac 

actgfctgacc 

tcgtggatca 

tctgggtgtc 

ctttteattt 



so 

120 

iao 

240 
300 
360 
420 
460 
540 
600 
660 
720 
760 
640 
900 
950 
1001 



<400> 31 

tcctcaggag gttaccaaga gtcatagtaa .aaagaacata ttcattcagt ttcatgtatt 60. 

taagettaaa tttcgettca aaacttacta ggagactttg gacaaatgag tcaactactc 120 

tgtgccttcg tttcctgatc ttgtctttac aagcaaggat actaatgtat ttttcacaga 160 

gctgttttaa gaatcagaaa taacatatat cagagacatt cttaagtgfct tggcacacag 240 

tcactcttca ataaatgccc tctcatatta ttaatggagg agacgaaaag taaacagatt 300 

actttaaggc tgggaagaat gaaatgaat;g ccataggaag gcacatcaag tgctctggge • 360 

atttgactta tgaagaagga gaccgtacaa aatgttatgc taaatgaage ttectctttt 42 0 

agaatcagag acactgaaga actfcaaagaa. atcttatttc ttttcttttt tttgaaaagt 48 0 

taaaaattcy ttaatttttt mtttctggta acactacaac aatttacagt gcaatatacc ... 540 

fegatgtaatg aaaagaaaaa tjctacaacag ataaaagrca tcagaaatgt acatctaatt 600 

gatattacafc tgcattaatc aatagctgca ctttttgcaa actgtggcta tggcaatcct 660 

-gaaga.ag^ag, ggtttcccgfc ttaag ct gca gtaactttta tg actagcga tcatcgtccc 72 0 

ttctgtggca gacctttaca a££cctc££5 tgcatttggg acga^gtct^craaagtraacc r^to- 

tgcagcttte ctaacaactt * cttgctctct cccctcttaa gaactgtagc cctcttctgc 840 

tgtttttaga accttctgct accatatcca ccacttccac caccagatcc ataaccacca 900 
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SB SSSSS SSSSS SSSS-f-— '.«r-*« 

^210? 32 

<211> 1001 ! 

<:212> DWA 

<213> Homo Sapiens 



960 
1001 



<220> 

<Z21> variation 

<222> (SOI) . • (S01) 

*221> i>&ySNP2093, C501T 



<400> 32* 
ccrgcttcca 
gaagcagaga 
ccgccgcgag 
ggactatgag 
agataaaatc 
aaggggcaaa 
ctcpgttccc 
ctcccafcagc 
atttaatttt 
acctgacacc 
tggtgcctgc 
• ctgagccaac 
atgctcatct 
tcaacagtgt 
tcatcatgac 
aaaaceaact 
gecacttaaa 
*21Q> 33 



tcctggtcct 
gtcctgatcc 
cgcatcgtct 
cacttcgrtga 

cacctfcggtg 
taagagacca 
aaggatactc 
aaagaggctg 
ttagtttccc 
aggctctgct 
cgagtggtca 
tgctcggaca 
tctcttgtca 
gagcatttgt 
gatgataatt 
gtgaaaggaa 
gaaataacgt 



caacaggcbt 
agcagcactfa 
ttgacatttt 
agatgaagtc 
aagagcagcfc 
gtccccggtg 
gtgaagaccc 
ttataaaaga 
ytttgattgc 
ggatgfcgagt 
ctgtcagtgg 
gcagccagcQ 
ttcatccagg 
ctctgttatc 
tattaacttt 
ccagctgtgt 
gcatgcttta 



gtttgtctgt 
ggacgccaag 
ggccaactat 
ggccctcatc 

gaagtgctta 
.gaggaggggc 
catctgtgtt 
aataactfctt 
tgagagccat 
ttccactgca 
gaaacccgtt 
cgteatgacg 
catgggctgc 
taatgatgtt 
tfcggaagggt 
srgttgggttc 
aaaaacacag 



caacagcaat 
gagctcaagg 
ctgagcgagg 
atcgagcagc 
tfcsgacagcc 
acggggcctc 
catggcctgg 
gtgtttgtgt 
tttcctttac 
tgggctgtgg 
gtccctcccg 
tgcatgagag 
aaggttttgt 
ctctgaccca 
gaatagtctc 
actcattctc 



cactgcttga 
agaacetgga 
agagcctcgc 
srggagctgga 

ttcagcccga 
cgagctccag 
aaagagactt 
gggatgatfct 
acataactac . 
gctgggcctg 
tcttcagatg 
ssrggaccctg 
ccotgctcgt 
gcagaaatca 
ctaatggtta 
agattaaatt 



<211> 1001 

<212> DNA 

*5*13> Homo sapiens 

<220> 

<221> variation 

<2Z2> C5THK.(501> 

<223> baySNP2l09, A501G 



so 

12 0 
180 
240 
300 
3£Q 
420 
430 
54 0 
600 
660 
720 
7B0 
B40 
500 
960 
1001 



<400> 33 



60 
120- 
180 
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gccttctggt tccactgagc ctagoctctt tctgacatgc ag^atgacaet gaaacacaat 
„ taagcagaaa tacaggctgg agaggctgaa tgcaccaggg ta'gcagtggc aaccagctgt 
caactcttat taacttctgc ataaaacata ccttga^tgc ggtttgttat caattacttg 
ccgaaaagaa acaactgggg caaggcaaga ccgccgctca tatgaattag agtgattggt 
tgattgatca gggcaccfcgt tgtaaatcat aactgttcca • aacaatcact agccggtgct 
ttaatttgta aacaaaattc rtgteactgc agaattgctt tcactgaaga tgagcatctg 
ggttcccttc taaatgaatc tgttgfctatt atgfcagggaa gaatggggcc cactttaaag 
agatgagcag etgfctfctggg eccagctccc * cagcfccaatg gtattatttg tctgtfecttg 
• ggcatagtat ctgatggggt ccaccctcct tatcctttct agtgabgacc atagafcctgg 
gtccaatagg aaaggaggaa ggggtttcca ttggaaCtac cattteatat caccgcatgg 
tgataatcac cgtcaggctt cagcaccaaa tgagataggc attattatcc tcaggagaaa 
gataaggaaa ctgaggaggt tcagacagag tcagtcaggt gtccaaggtc acagagctag 
cacacgatgg aataagattt gcctggttcc cagcacagtc caaacfcctgg gttgtttgat 
ttcttgattt gggtagtgag caggactgta gcaaatgaca c 
<;210> .34 

<211> 636 

<212* DWA 

<2l3> Homo Sapiens 



<220> 

<22X> variation 

<222> (457) . . (457) 

<223> baySNP2124, G457T 



^400^ 34 

gagactgctc ccagcagtgg aagcgccaag tgacccagga gggtgggagc ggctgccacc 
gaaggggaag gggctctgag cagggcctgg gctccggcct gtgcccagtc tgctgctgga 
cacaggggga cacctaggaa tcccaccccc afccccacaca atgacacaca caggcacaca 
ccctcagtga cggaaactca gggacgaagg cacacacaga cctagtgtga taaccccaca 
taeacacaca cacacacaca cacgcacaat ctttcctctt . catgggtggg gagagcactg 
gaagggccta gaggcagfcgc gaggacgcgc agcagctcac cgcggtccct ccctctatcc 
gcttctccag gggcctgatg gaggagtttg tggggctgcg tgaaggqtcc tcagggaacc 
ccgtgaccct gcaggagctg tggggcccct gtcccckcat ccgccgaggc atccgaggtg 
agagccaggt cctcctccct tccccctgga ggaccactca ggacatcatt cetgcccagc 
Ccccacccca cctgcctgcc caggaaccac cctcctcctg gcafcttgtcc aggacatgac 
tgcccaaagt ctcctgggtg gcagggaggg aagggg 
<210> 35 

c2Xl^ 1001 

<212> DNA 

<213>. Homo Sapiens 



* <220> 

c2 2 1 > variation 

<222> (5Uj-^-(5ai)-L 



<223> bay9NP2140, G501T 



240 
300 
360 
420 
460 
540 
600 
660 
720 
780 
640 
900 
960 
1001 



60 
120 
ISO 
240 
300 
360 
420 
480 
540 
600 
636 
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c400> 35 
cttcctgccc 
gccctcccac 
ccacttcytc 
ccttcccacc 
cacctacggc 
tggcccctcc 
tgcactaccc 
tg9gtccetg 
gatgatgggr 
ttccttgtac 
ccctcctgac 
tgggagaaaa 
aggtccccae 
cactccccca 
tgctcacgtc 
cggagacaaa 
actgaatgag 
<210> 36 



tcccacttcc 
ttccttccca 
cceacctatg 
tacggccccg 
cccgcccctg 
cttggaatgg 
ctacctgtga 
ctggagaagc 
aaactagccc 
agagcaaatt 
• gacaccgccg 
agaaagtctg 
acctgcceaa 
cccaagctca 
cfcagtgcttg 
totacctatg 
aeageayaca 



ttcccaccta 
cctctggcgc 
gccBcgcccc 
ceeecgcagc 
cagccaaggg 
ccatcaggac 
ccacaagc^c 
tgtagcatqg 
kgtaccatct 
ggtcaaagcc 
Sgccgggcfcg 
atgttgaagg 
gagctgggga 
cagagaggtc 
ggtgcaaafco 
. tat a fc gage c 
gtaatttgea 



cggccccgcc 
cgcccotgca 
trcagcccag 
ccagggcttc 
cttcctgccc 
ctataaaggc 
cagggggtcg 
gtaggttccg 
ctegggatte 
ataccgagtc 
ggotgagagc 
caggagecag 
gctttttggc 
gagtcaccca 
ctagttctgc 
tcactgcctt 
gagtgcctgt 



cctgcagccc 
gcccagggct 
ggcttcctgc 
ctgccctcce 
tcccacttcc 
tgaggaagaa 
ctgggggcyg 
ct =gtgggcgg 
ttgtagggcg 
tgacactgta 
Sagggtttgg 
catctcagct 
cgtatccctc 
gtggttgagg 
cttcaggggc 
gttctgttaa 
t 



agggcttcct 

tcctgccctc 

cctcccactt 

acttccttcc 

ttcccactta 

aggtttggtc 

accacaggta 

cggtcaccgt 

cagggtccca 

gggttacgtc 

caaaaactcc . 

gagactgggg 

ecagagageg 

aaggaggctg. 

ctggtggccc 

aatggggatg 



<211> 1001 
<212> DNA 



60 
120 
180 
240 
300 
350 

420: 

480 . 
540 
600 
660 
720 
7B0 
840 
900 
960 
X001 



<213> 



Homo Sapiens 



*22Q> 

<221> variation 
<222> (501) . . (501) 

<223> toay8NK2141, A501O 



<400> 36 

geageccagg 
cagggcttcc 
ttcctgccct 
ccctcecact 
cacttccttc 
cttcccactt 
aaggtttggt 
gaccacaggt 
gcggtcaccg 
gcagggtccc 

agggttacgt 

gcaaaaactc 
tgagactggg 
cccagagagc 
9aaggaggct 
cctggtggcc 
aaatggggat 



gccccctgcc 
tgecetccca 
cccacttcyfc 
tccttcccac 
ccacctacgg 
atggccectc 
ctgoactaca 
atgggtcqct 
tgatgatggg 
cttccttgta 
cccctectga 
ctgggagaaa 
gaggtcocca 
gcactccccc 
gtgctcacgt 
ctggagacaa 
gactgaatga 



ctcccacttc 
ettccttccc 
tcccacctat 
ctacggcccc 
ccccgcccct 
ccttggaatg 
cctacctgtg 
gctggagaag 
raaactagee 
cagagcaaat 
cgacaccgcc 
aagaaagtct 
cacctgccta 
acccaagccc 
ectagtgett 
atctccctct 
gacagtayac 



cttcccacct 
acctctggcg 
ggccscgcco 
gcccctgcag 
geageccagg 
gecatcagga 
accacaagct 
ctgtagcatc 
ckgtaccatc 
tggtcaaagc 
gggceggget 
gatgttgaag 
agagctgggg 
acagagaggt 
gggtgcaaat 
gtatctgagc 
agtaatttgc 



acggccccgc 
ccgcecctgc 
ctrcagccca 
cccagggctc 
gcttcetgcc 
cctataaagg 
ccagggggtc 
ggtaggttcc 
tetegggatt 
cataccgagt 
gggctgagag 
geaggageca 
agctttttgg 
cgagtcacco 
cctagctctg 
ctcactgcct 



ecctgcagcc 
agcccagggc 
gggcttcctg 
cctgccctcc 
ctcccacttc 
ctgaggaaga 
getgggggcy 
gctgtgggcg 
cttgtagggc 
ctgacactgc 
c gagggtttg 
gcatctcagc 
etgtatccet 
agtggttgag 
ccctcagggg 
tgttctgtta 



60 
120 

iao 

240. 
300 
360 
420 
480. 
540 
600 
660 
.720 
700 
840 
900 
960 
1001 
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<210> 37 

<:211> 1001 

<2X2> DNA- 

<213> Homo Sapiens 

<220> 

<22l> variation 

s 

<222> (501) ..{501) 

<;223:> baySNP21B6, T501C 



<400> 37 
cagagcagag 
gafcgggtaga 
ctccctcctt 
taaaccctca 
acatacccat 
acccetctct 
fctcatactct 
ccaagggaga 
rgcagaaggg 
aryatctticfc 
.g^gtccagca 
gagraggagq 
ggctfcccagc 
ace c^egtda 
gactctgcag 
attgtggact 
ttctttaaag 
<;210?> 3B 

<211> 1001 



ggaaccctct 
qaggattcct 
octctcoGcg 
tgyceagtefc 
t gagt gfc t gg 
gaggacacat: 
tgtgcctggt 
tgaagaagag 
actttacott 
tctcccctgt 
caaagatgca 
tgcacagagg 
tgagccfccgg 

gggccatgaa 
tgcttaagaa 
gcaaggccce 



ccetccatat 
gccGtggcag 
tcatcccti^a 
tgagggtgcc 
gtggggacat 
tctfttccctt 
gcetctcagc 
agtcgaggac 
ygacctctac 
gageafccfccc 
gatcctggag 
cfcttcagcag 
caatgccctt 
'yaegcug^ac 
gcagatcaat 
cctmgatagc 
tgggcccaaa 



cccatcctcc 
Gcagacacct 
ancttgtcat 
atccctcccc 
ctctggaaag 
tcagaacaaa 
ectcaggggg 
ctccatgtag 
agggycttgg 
atgagcctgg 
gkcctgggcc 
ctccytcagg 
ttoaccgacc 

gaccatgtgg 
aatgcggtcg 
cctgcaefett 



aaaatgegtc 
gccttgggtc 
cragccactg 
cttraagctg 
teageacetg 

gaacakccac 
cctcccttca 
gtgccacggt 
cttccgctgc 
c cat get etc 
tcaacctqca 
aactcaacca 
cggtggtaga 
ctstteccyac 
caaagcaaac 
tgatcatggt 



ccttgatgtg 
tgcacctcct 
ccaGCCtgtg 
aacggaccaa 
gaccagctcc 
catgcagctc 
ccgccaccac 
ggcccccagc 
ccccagccag 
cctgggggct 
gaaaagctca 
gaccagagat: 
cctgcaggac 
caaccctagg 
gaagggcaag 
gaattacatc • 



<212> DNA 

<213=> Homo Sapiens 

<220> 

<221> variation 

<222> ' (501) . - (501) 

<223> bayS*W?2187, C501T 



60 
12 O 
.100 
240 
300 
360 
42 0 
4BD 
540 
600 
660 
720 
780 
54 v 
900. 
960 
1001 



<400>* 3B 

ctttcagaac aaagaacakc caccatgcag ctcttcctcc tcttgtgcct 
agccctcagg gggectcoot tcaccgccac cacccccggg agatgaaga a 



gacctccatg taggtgecac ggcggccccc agcrgcagaa gggacret"ac~ 
tacagggyct tggcttccgc* tgcccccagc" cagaryatct tcttctcccc 
tccatgagcc tggecatget ctccctgggg gctgggtcca gcaeaaagat 



ggtgcttctc 
gagagtcgag 

tgtgagcatc 
gcagatcctg 



60 
120 
~TB0- 
240 
300 
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360 
420 
480 
540 
500^ 



.sssss saa sssr ssbs est** 

cttttcaocg acbtggtggt agaoctacfo agctgagcet cggcaatgcc 

t acct 99 cal mLS3E SS? 55SJS e»£lce» 
aatgattatg tggcaaagea aacoaaaaan 9 . S9S,9CGae sraagcagatc 

agcaatgcgf Jg£SEt £SE3£ SSSSS S?**" 
aaaoctgcac tttctttgge ttetcfcaeto ew»»^ aaggtaagge ccfctgggccc sso 
. cataoataaa agacggglS tacStlSf aagaafcaccc aattooctoa '2° 

taaacaagca gccagagiaa at^faatefa f^S* 9<=«gttgag aaaaaccaag 78 o 
•. gctgaga?gc &SSES £££S 2£S££S tS^" ****** *** 
catctgaagc cccagctttp taSggrta? gfagtlSfa cccctgrgga 90 0 

aaagacaeca acaccttagc cactUgggS IgglcaSgt ccaccatggc jeo. 

«s211> 1001 
<212> DNA 
<213> Homo Sapiens 

<221> variatipn 

<222> (SOI) . I (501) 

*223> baySNP2192 r A501G ; 

» 

<400> 39 

aaggnotgtg cagctgtgtt cttoaSfe "" c aS3«-a ct ,g gdestt - c ac - te ^gcc l 2 £. 

tgaltcclcl gagtgfgSg tgSa?ct£ fSgST ts 5S9aaggg gcatggtfccc X ao 

atggaageet agggtatatl gfattactfcf ZfiSSJ 0 ™* gagcaaagct gacacocagg 2 40. 
ctctagiatg ttlgtgctgf IaaS«ae£~ a ««^ aCaa acatggaata . 3 oo. 

tgaaglggal act|a£cc! SalfgggS agtCC * actt attcattttt 360 

caatgeagag caagggI C at ataltglSl alalaeo^o C * aaa9C " C at «9=aggtc «0 

tacattctca teacagatgc rgaoec^o a ^ a f?^ 9 Qca f toc aca ctggcacatt 480 

gactgagggt gataaagafl 25K22 alfcaa^ 3 f actct SS t 9 gatggattaa- 5 4P 

=5=5 bsss sbSI 35 sass sssss 

2SSS5 5~i SS 5 i™ 52355 

sr c :r £££££ r - ?* —"—>»■ »« 



soo 

720 
780 

840, 
500. 



<211> 1001 

<212> DBA 

<213> Homo Sapiens 
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<220t> 

<Z21p variation 

<222;> (501) . . (501) 

<223> baySNF2203, G501A 



<400> 40 • 

atgcaaataa ttttccctgc agtttctacfc "cfctatctatt ttctcccatg gaggagaaat 60 

agaaatgatt cccttcctga ctgtagtcaa gatttagggt: catgtttgtt tcctcaacca 120 

agaattcaat ggtcttggtfc catggattgg gggcaggtac atccaagfctc tacgtgacag ISO 

attttaaaat atcttggatt acctggataa tgactgcccc actgaaaact caattatact 240 

ggtatagtga gaggttaatt. tcaaaaggtt. ttgaaagagt tctgtatctt tataactagt 300 

aaagatccct caggctctat ttttteaat;a taacatagct ggattgagga etttaatttt 360 

tgtttaaggg acaatfctttg ttgatgggfct tgcottctgc catgaagatc aaatttgaaa 420 
tacttatgaa aatacttaac acatgttact aattaccata aagattatta aatfccaagaa . 4 BO 

cagttacaat tcaagabtac rtcactafc&a tttacttcct acttcctaca • tgttacatag 540 
ttfcccttgct ccgactfcoct tgttttqc&c fcfctcfctcatt aaaatttttt ttaactggag . 600 

cctctaatca aagggcaaaa gtattcgtaa gactgaatga aaaacaaaac aaaaaccc'rc 660 

aagtgcttgc ctttgtcaaa agtgaacat?t ttaagtggat taatacagct . ctatcgactg 720 

ccctaagtgg aaggggaaea ctccaaatgt caggcaggtt gacttactct tcacatagca 780 
cactgctctc ttagagaaat gtcctgfcggg aagggcccga agcacaggtg acacgeagag . B40 

cagagagggc ccaggaggaa ggcaggagat- gatggcattg ccaaatggtg aagaagatga 900 

ggttagatgt gaattgggaa agaatcttca- tgtccaggat tggttatttt gtggaotggg 960 

ttttaaaaac caaaaacaag ttgtgaatgc ttgfcttfccct: c 100 1 
<210> 41 

«211;> 1001 

<212?.* DNA 

<213> Homo Sapiens 



c220* 

«;221> variation 

<222> (501) (501) 

<223> baySNP2217, T501G 

<400;> 41 

ctttggtggg gccaccaccg fcfctacggaaa fcgcacctagg atfcfcgggaca gggcctcaga 
gcggggctut gtatagacca gcaggtgagg aagg^aaagg gaaaacagaa ccfcgeeccat 
ggtetgaage cagctgtgtg cctgtgeggc aaaggtisagc gggcaggaca gggcccacgt 
gtgcotggcc accttgccag tcgggggaat acagcggaca cagtgeccag fcttccatgga 
cagcctgtat tgaagtttta trttfcttttst atacacgtga ttgactaaea atataattaa 
tgggatgcca ttttataccc tgacaagtct aaatgtaaat aaattggcac cacccctaat 
cagactgatg tcctgacktg cacaggaaac acgcacctaa cctcaccaac ctcaagccct 
ccctcctcaa gtctecacgc aaagactgfcg ccagtcagag tggagctgtc ccccagacga 
^cccccagaa gcacccggcc kgccatggcfc gtcattttga gggyggaaaa taactggatt 
tctggttaat tggtgacatc otcaagagct gtggcaagcc atgtcfccggc cgcgtgatgg 
ggcagacatg gtgggtcctg acggccttgt cttcaccaag tgctcctaac tctcagcaaa 
_cttggg gt;tc atgaccgfccg cggt:ggcgc :fc cttgaaaagg ggattatcct ggtgggaaat 



gcaaaqsaggg gcttgcgagt g^gggaggtc tec^^c^^aia-t-ctttrctc-cctgaggatjar 
ctccccgcat ggaagccgtc actttgagga agagctagaa gtggggcagc- ccccacaggg 
tcccagcacc ggcagccaag ctcacccaca gcggcggacg cccagaggac aagccgcctg 




Pmof 7oit.:S1/m/?nQ3..13:34. w ^^.^. ^ EmPf .nr.:320 P.026 
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999aggccgg ggtgcagcca cacacgggtg tccacggcct cccgcagcag gaqcrtccieat 
agtgtgggac gcacgtgccc ctctgcgtgg gacccccaag g 9 ggtccjcat 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



. 960. 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<;223* baySNP22Bl, C501A 



<400> 42 

aacagctaca 

acagctatct 

gtacagaatg 

ccgcaccttg 

aatccccact 

caocaactca 

Cgagccgtgg 

ggctgcagtg 

tcctgtttge 

ggaattcttt 

aaccggagct 

caggagtggt 

tggactgctt 

agccatggaa 

agagccegtt 

atgaggaatt 

ctcctaaatt 

<210> 43 



cacttottca 

gggcaggcag 

aaacagacat 

taggctgtgg 

acgceccttc 

agactgaaca 

agccacagtg 

tcaaacaggt 

ataecacaaa 

gaatatcccc 

ggtttatgtt 

eacaggcagt 

ggggctgaag 

tgcaggggaa 

gaaaacaaag 

agactgaatg 

cctaaattct 



tocttcaatg 
cctcatcetg 
tccacttaqg 
acccagggac 
tcagacacg'.g 
acaaaattag 
cccagtgctg 
gttcagagca 
mccaggtctc 
ttcaatatcc 
accfcgcaact 
ggatgfctgga 
tcagtaaaaa 
gcagaatgtc 
cctcattgag 
ggctctacag 
tggctcaaga 



tacagccaaa 
tgctcagctg 
tttcgttgtt 
cacececcgc 
ctgaagtctg 
tgetgcaaag 
ggtattaagt 
ctgacctcag 
caagcctgct 
attctttgaa 
aagaaccttg 
ggaagctcgg 
ttcagcacat 
agatttgcca 
aatccattgc 
cactgcactg 
cccagatcaa 



gagatcctaa 

gaagaaatgg 

ttgacqacac 

ccgcccgcct 

tgaggatcaa 

aagcagagcg 

tggaaggtgc 

gctgcattgg 

cagcaatgca 

catccgtfctc 

ccttatafcag 

agaagotgga 

cataagggct 

cctggagtca 

cttagaaaag 

ttaaagatgc 



gtoagaaggg 

aagaaacgtg 

accgtctgaa 

agaaactaaa 

cartcaggoa 

tctecctggc 

cagtcacagg 

agaggactga 

tgagtcacct 

tttataagfct 

aagttggtgt 

atiiggtfcatc 

cagatccgga 
ccgggaagga 
aatgaaagga 
agaagcccgt 



. 60 
120 

180 
240 
300 

350 
420 
480 
540 
\ 600 
. 660 
72 O 
780 
640 
900 
960 
1001 



<211> 1001 

«=212=> DNA 

<213>^ Homo Sapiens 

<22Q> 

«=22i> variation 

<222> (501) . , (sol) 

.<223> baySNP22B4 r T501C 

<400> 43 

. Zgggg ESSE 3SESS SSP*^ 9cca ^«* . « 

aaecaodaa ccgaggtoca aaaal£™?~ eagggcccag ageaagccgc ttgetggttc -X20 
^ ccgaggtgca gaaggtgg^c gcagcggkoo ctggcteata gggtgcaggg 190 
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kcggtggctt 
cgcctcgggg 
ttcctaagag 
ccacagctgg 
atcccggcag 
actyctcctc 
gtascaggca 
gtctgggagg 
gcccggcagg 
catgcagtga 
catcccagag 
ccccaaggaa 
gttttctctg 
tttaattttt 
<210> 44 

<211> 1001 



acctgcaggc 
acbtcctcaa 
gagccctcac 
agccagtagg 
gt^cgeccfct 
cceaecccca 
aggggccctg 
gtttccttta 
aggggggtct 
gagcaacgtg 
ccaoagccac? 
gatgagtaaa 
aaaatcattt 
ttcetttact 



gctcccstcc 
aeggactegg 
cctcctcccc 
ggagctcaga 
Ctctcccac'fc 
yccccagatc 
cagtgccagg 
caaaggaatg 
gccctcecac 
tccctcctgt 
cgcctaacca 
catctttaat 
tagtgcatqrt 

CtttCtttQt 



27- 



agaggtgccc 
gaaagacaag 
tgtcceacag 
ggattttcta 
tgcccctctg 
tgccctcccc 
aagtccccac 
cttttgcctg 
agacag^tca 
gcaaataagg 
eaagacttcc 
aatgccatgc 
tcaaaaatta 
ttctttcttt 



tcgagtggga 
acagtcggct 
ggttttctcc 
tttacttcat 
actcccaatt 
accgcaacaa 
ccgtccccte 
gcaggtcagc 
cacagacagt 
catggtctgc 
tgcaggaatg 
agattagaaa 
gaaaattttc 



ttgctctgtg 

cttaaataac 

tccccctccc * 

ctggcctgtt 

fceccafctccc 

gt t gc tggga 

tggecagagg. 

tgctactgtg 

tgtgaccatg 

attcdtgaat 

ggacgcctag 

ataacacttg 

cccctaaaat 



240 
300 
3 60 
420 
4B0. 
54 0 
600 
660 
720 
780 
840 
500 
960 
1001 



<212* DNA 

<213> Homo Sapiene 

<220> 

<221> variation 

<;222> (501) . . (501) 

<223> baySNP2290, 6501A 



c400> 44 

aaaagaaacc 

gttacaaagc 

tagtaaagraa 

tggaacacct 

gaaggacntg 

tcaetgatta 

cctcaatctc 

atttttcttc 

ctaagctcac 

ctgaaaccat 

ttgttggtgg 

gcgcgccaaa 

ttaccagaca 

gtgagaaggc 

caggtcaaga 

gtcaacaaca 

agceccagcc 

<210> 45 



ttcttaatca 
atcaatcatm 
actaaacaca 
attctattte 
aaaactgccc 
gattttttta 
aattectgca 
tatttttcta 
ccgtgctgag 
tttggataac 
agaagatgcc 
actggagctc 
gacctattgg 
otccagagat 
agaatttggc 
tgaaggtctg 
cttgcaaaaa 



eaagcagc&ig 
agacttccat 
aagtcafctag 
cgtaaagatg 
atgaaaataa 
aatactgatg 
atacatgttc 
gtgccatttc 
rctgtttttc 
atcactcaaa 
aaaccaggtc 
agctggcaag 
gatgtgagaa 
gagcagttgg 
attaaggaaa 
gaagaaaggt 
ctggtgaga.g 



aagteecatt 
tcagggatgg 
actctgtaaa 
atgaattccg 
cgcaatcaac 
ggcctgcttc 
catttgccaa 
catgtggaag 
otgatgtgga 
gcacccaatc 
aattcccttg 
acacaggcca 
gtatttaggc 
tgaaagagag 
cagcatagca 
cgcaggtact 
ttggaaagtc 



taccaaattg 
caattgggag 
agtcttacca 
gagccaaatg 
cttttagatt 
tcagaagtga 
tgagaaatat 
agtttctgtt 
ctatgtaaat 
atttaatgac 
gcaggtactt 
ggtgggagac 
aagtttcagc 
gctcaaaacc 
ggattccaga 
caggttcagg 
t 



gaaagtfcaaa 
taagactttt 
aatttgattq 
ttcttctcat 
gagactetat 
caaggatggg 
caggttacta 
tcacaaaett 
tctactgaag 
ttcactcggg 
tatactgatg 
tgaggctatt 
actaaccaat 
agcfcaccata 
caggcaactg 
gcactacttc 



60 
120 
180 
240 
30O 
360 
420 
4B0 
540 
600 
660 
720 
7B0 
840 
900 
960 
1001 



<211> 1001 
<212? PNA 

c213^ Homo Sapiens 
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<220> 

<22i> variation 

<222> (501).. (501) 

<223> bay5OT2327, AS01C 



<400> 4S 

SSSSt SSSS S2HS SK5B 5SK5 sssa ,fS 

• sasss ssss Sss skse dSa 
Si SIS S S5 S ill 
rsss sSs s ii iii S3 55 « 

39c=™t gS c «gra55 %!££3£ lil 

as: 2S58B assa sssss r~ . B 

*21Jl> 1001 
<212> MSA 



<213> 



Homo Sapiens 



<220> 

<;221> variation . 

<222> CS01)_(501) 

*223> oaySNP2353, A501G 

«400> 46 

sses xssss sssss ssss ssss s—*-* - 

• ccataeecae atatgSatca aattticaSt S£t£S£^ XHSE? f aaa «9 a 9 t 360 

=SSS SSES SSSK S? 2 ™"° "° 

sss; 5» nlfei jssss sssss 

333S5 ffeS S S 8355 SE225 as 

. t^ocaajaac "tctttcac caagggcgat ttaatafcaoa tca^raf J 4»« 

aaaggtaaat attca«aga gaegagaaga ggageaagga aatgctttd gltggSalc Hi . 
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tcagacaaga ggccaggcct caggaacctc tgaagatgaa caaatgtaag caaaccctag' 
tagcagcact tctcagattt tcatgtgctt .accactcaga g 
<210> 47 

c211> 7B1 

<212> DtfA 

<213?» Homo Sapiens 



560 
100X 



<220> 

<221> variation 

<;222;> (501) . - (501) 

c223> baySNP2371, T501G 



gacagaagct 
gcattcagca 
acacaaacct 
cccaggagat 
tctcttgact 
aaaaacatgg 
tggaggtcca 
aattccagtg 
gtttaaaatc 
ccaggacacc 
acagaagcga 
ccagcaggtg 
gggtgagtag 



<400> 47 
atcaatggat 
gattgcactg 
gttggcaaag 
aggccaaggt 
agaatctaga 
aattccagag 
tcagtttaca 
ctccctctoa 
acacaccttc 
cggatgccct 
gcccotggga 
acctagcgag 
cacaaaatga 
3 

<210> 48 
<211> 1001 



«;213* Homo Sapiens 
<220> 

<221> variation 

«222:> (501) , . (501) 

<223> baySNP2370, GS01A 



tttcacaggc 
ctcggtatct 
tggagaacat 
gagggaacta 
grttqagtcag 
aagaaacaaa 
tatctgttct 
ttcgtacata 
kccatagaga 
gttaeaccgc 
gatatcagcc 
tctcacctgg 
ttcttaaatt 



ttteetgctg 
gcattgtaga 
gtagttcagg 
gctyggagtc 
agcttttcct 
tatatataac. 
ttcgaaatag 
tcatccccaa 
atcctgtteg 
agctggtgca 
ttacacagaa 
agttttggtc 
tgacatcaga 



tcaatgaatt 
cayggaaatc 

CCtCfcCfctCO 

acaetgetag 
gccattttgt 
ttggccaaat 
gtctfcttcat 
gcafcatagaa 
ggaacccttt 
gaacaaggct 
tttcttaaaa 
ccattgggaa 
ttgttcaggt 



( gtccctcagg 
atcacagact 
tataggcrga 
agagcagtct 
atatcagata 
ggtagafctgfc 
a.cgaatcttt 
catgtttatt 
cctgcagatg 
gtgttccafca 
actgagcacc 
ttatacaacg 
tttcctaaga 



60 
120 

ieo 

240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
781 



<400> 48 

agtttcctca aagacccact ttgaattcag accaatcttt cottttaata gtataaatga • ' 60 
tcaaaatttt attgaatgtc taaaatatac tttttaaatg ggaageatgg tgaaccccaa 120 
-fcGtgccgttcu-c^tc^actcaa^ctcaatggjs,t_jLCjgt ctta gatct g ccttggaagg 180 

gacagacctg tctctgaaea etgttctgtt atttgatttt tctatctgtg ccaatgggtt 2~4"0~ 

tccaatcaag tttgtttttt ccatttcatg caggtgtatt gggctgatge atctatgaca 300 
agtggtaggt gggtatttta agaaagcttg tgtcatcatc ttcaggtaac aggaatgtat 360 
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SSSm SSSS C, * ta ? aa * a gagaaccaga ecccaacgcc 42 o 

ggagraattat gtgeecaaaa cagtgttttfc tggaggtaag actgggagaa 54 0 

ttccttttct cttagafcfcta aatatttfcllfc H^£??? agaaaaccgg cegetctttc 600 

gafcattaett tat a?caaaa agcaacaSt 2SSJS aatcagcgtg S 6o 

agtcctgccc tgeeceatcg tttaatahtt ^—^^ fgactataag gecaacaaat 720 

actaagtggg cccaacagal aaSacKS ™^^ 3aa ta 9 atct 9 c * • Sagaecaata 780 
cagcclgall eeecSSS £££S LIST? ^tggcatgtt 

accaatctct tfccatgaaaa • tlttHtalfc acttafctrtt £:2^ ecte acett 9acat 900 

ES£*& a Scat tS9S a gagtgatgfa ^JJJ 



<211> 538 
<212> DNA 

<2i3> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> fcaySNP2401, CS01A 

<4Q0> 49 



3ESSS 3E3S* SSSSSSi £ asrtaa r a attt ««g t MfeBM it « 

tctgtag^tg g S g a g"5 -£3K2£ If gaaScta tSSSS?** accgaagge x" 

aaaaceeeat etigagaagaa Mta£ata» fttcacf^? *= ta «« ca a aggaaagtgg ia 0 

gacaacaaaa tacatattcc tagcatatafc tfcfc«^™^ tecgtgtaaa cteggtatga 240 

aaattagaga ecgcteafcta tafaSSS SS?™ 0 ^ * tgacaa 9at atagacagSa 300 

ttgaotottt agfaaoagta SS225 iSSS SSS* ^acagttga Uo 

ccagactcca acgttggctc tallacttll' tt^™ 93«ctteaa • ttatacasgc 420 

aeggttcctg gcLatfgea mgaS^ae !?! aaa ^ a " ?aga C atggc 480 



540. 
600 
SCO 
720 
7S0 



acggttcctg gcccatagea mgaaccaaac tgtaaatatt gagacatggc 

attgttgtcc atcttaataa ItSSSSS • SlfHJ^ ^ tgtcattacc 
acccactgta aggatgtaca aataaf^t £S3£££ 22°^ acacca ? a 3«= 
wacactaaag tagaaccaat cctaotttat ^J^?-. 3 ^ ta aaaaaatc acatttatcc 
atcgacttcl atlttttacc ttttaSaat SSSef aaatotott 9 atatottata 
tgtact.tgcg tgaaaagcfca aacatSgaJ acatala^- 3 c ? caca "ct gtaaagatga 
aactcccata tgctggagafe gfctaqcatat ?otaaaggct cagaetctag 040 

tgtccactgg cftgglgltg RJgSR SSSST* tCCa£jat * aa attgccgarf JS 
c^iq> 50 ' £38 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220* 

<221> variation 



&Pfe»it3MJMa088 13:36 BWjr.aBB.PJW. 
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<222> (501) . . (501) 
<223> t>aySNP2463, C501X 

<400> 50 

gcgggtgggg agcagagcag ctggaacccc cegagcgcac tgcagacgca gcagcatcfct 60 

gaggggaggg tctcccccac ctcgggctgg acaaagacag cttttcccca cgtccctctg 120 

ggttctctag agcaacagca atacccgccc ggcaggggtg tggcttagag ccccgcacct 180 

qctcgccgcg cggcgggcct gacttctagc cacgggtctc cgcagttggc ccagcgctte 240 

gggccggfcgt tcacgctgta cgtgggctcg cagegcatgg tggtgatgca cggctacaag * 300 

gcggtgaagg aagcgctgct ggaatacaag gacgagttct agggcagagg cgacatcccc 3 60 

gcgttccatg cgcacaggga caggggtgag tccgcgtccc tggcacggag eggggggtgc 42 Q 

ataacacgcc ccgggacagt tacgggcgct agccacgtcg gcgatggcca aataataaac 4fl0 

taacagtaat attatagtaa yagcatccga aggatgagaV caggattagg gcgatggccc 54 0 

ccgcgcgccg actgcegagp gaggcgcact gagtcgcaca ggaatccggc ctctcggcga S0O 

ctgtgcggga gagtttatgg ggatgggcgg ggcjtgettct gagcaggagt cgccgcccco . 660. 

acccccaccg ttccgcctct gggccagcag gctcctcccg ggagcgattt v cccctcctgt - 720 

tcaaccgccg gggtacaggt ggcfctcgtcc accgaggtcc cctcacccac gctgaggcgt 780 

cggaagctgc ggacactgct cgcttcaggg ccttgctcag ctgcagctgg tgacccccag B40 

agagggagtc totgatgtcc cgatggggtg gatgtccfcga gaccgggaag ggggaagaga 900 

cccactgaaa tcctatctcc cagcctcace tctgctgtct ccfcceacgct tccfcgfcctcc 960 

agagccccga gttcagcata agcagaaagc ggcctgttca c ' 1001 
<210> 51 . ' ' 

<211> 1001 • 

.<212> DHA 

<213> Homo Sapiens 

<220> 

<221> variation 
<222> (501).. (501) 
<223> £>aySNF2755, A501G 

<400> 51 

attctcttca attctgccat tttgcfctcafc gtattttgaa gctgttattt agtgcatata 60 

catttggggt tgttatgtct tgataaatcg afccttatcat tattgtctct ttactcattt 120 

ctggtaccgt tccttgtcct accgtctatg ttgatattaa aaatatcaag agtatgaaac 160 

tttacatcat agtgaacaaa gaaaacctaa tatgatgcca gggaaaagat ttcaggatgt 240 

tcaaaatctg fctcctgataa aaataatatg aattcaaaaa tctttcatga ctgattttta 300 

atcacactga ggcaaatatc eccctcagac agaggctgca ccggtacagc tgccatctcc' 360 

tcttggtggt gtccfcttgtc aagagcatgt cagggtgatg agtcatctgg gacaggtcac 42 0 

cctcccagca ccgagaagcc gacgggggag gaacagactc ctctgcattg tgatccaatt 48 0 

gtgaacaaaa agtcctcttc rtggaacagg aaaaatacac tccctctaaa caatggattg 540 

aacacagafcg tgatttctaa agaagactga aggcagggat actgacactg aagtcctgcc 600 

tgtgtaataa caccgaagag ggeagggaat cgctgogtcc tgtgacttga aggccactgt 660 

gaaggaaaac aatgcagtga aagaaagttc ctcctatgtg gacattgtat cacgtttatt 720 

tatcttoctg gatatgctta tggcctttaa aacatattaa aataggctat gctattatct .. 750. 

cttaaaatat cfcgttttcce tcaggtaact ggagacgcac cctgctacta ctcacgtcac 840 

tcttgtbccc fcaaaccaggc tgggoctccc actcgcccca caggcaggtg acgtatgaca 900 

acca gaaacc eeaaajtccge agttctcccc aggatgaaac gaaacacagt gtgacaggct 960 

tctgataagg gaatcaatgt ctgtttatta aggcagatgtr-t — — l-06-l— 

<210> — 52 - -• * * " " •- 



fw .^it:31/01/i?003 13:36. ^;„.^,v__ ,;,,Emf>Lnr.:320 P.032 ... 
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<211> 1001 

*212> DMA " 

<213> Homo Sapiens 

<220> 

<22l> variation 

<222> (501) (501) 

<223> baySNP2925, T501C 

<400> 52 



c Kn°ss sistss; =^ss sssns ' « 

ssss suds Si r 5525 - 

sssaK ssss ssSa: Si? SF 55 ssrs as 

sass:=bssi5K^»^5s3sss is- 

ssss ssss eSss; gSsg i?~ =sss. sis 

gatggaagag cctcSfga StgSSS ttcta^S ^ Ca93 P aca S* fe t939 720 
catgggaaag ggatcaltafc ^aQtaalffc cagtgaectc agttotggat .780 

eaaaacc»ao tonr-f^^T gcagtaaccjt ggtaaggttc cagatctaga agccaggacc 840 

p# SS SSr» safe 



900 

<2ldi 53 " " -^-asg rcca ^aa 9 a c ^JJJ 

<211> 1001 

<212> UNA 

<213> Homo Sapiens 

<220> 

«22l* variation 

<222> (501) . . (501) 

<223> baySNP3 043 r T501C 



<400> 53 



SSSS SSHKS S223 ac "" aa " — — 

usssss ssss sssss sss-scsss 
tacttffg : ssic« e sssss sussss ^sks 

ctstgtcccta gggcttttta- ofcn»^r?Zr c « ccc S tac tttgggaacfe ggtgagtctc 
ggcaaggtta aSaetaaafc ^ffi 0 oatccactgc . ttenatgtaa catgcatcta 
sgcaagg^a acgaeeaaat ggttgggaeg aaaggtcatc ctttacggag aacatcagaa 



ErnPf .^.-31/01/2003 13:37 \ ..BnPf .nr..:320 P.^3 



SO 
120 
180 
240 
300 
360 
420 



31-JRN-2003 15:11 
Le A 36 562 



.BAYER AG LEUERKUSEN 



+49 214 3031894 S.34 



gaagagtctt 
tttttgggtg 
gtagttagtt 
tctaaagccc 
gggaaatgta 
gctagtcgca 
tgtgaggaag 
etgagtctfcg 
ctaatgatat 



tggtagataa 
cafcattaata 
gcaactctac 
agaacaageg 
gtgcaattgg 
tataagatct 
tcttgtacta 
afcttaatccg 
agatccgega 
gaactggcam 
<210> 54 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
. <;220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP3152r T501A 



actttctttg 

ygttccagac 

agaaartaca 

aacttagggt 

aggcttttfca 

atgcaaatta 

aaattgcctit 

gagaattgtf 

ctgagacatg 

ggactagaag 



-33- 



atgaaacaag 
gcagtccagg 
tttatcttca 
ggtcaccaac 
gaaagcataa 
ttctctgtca 
ctctaaagag 
gttgcatact 
ttgatgttga 
ttgagtctag 



taaagaagaa 
aatcatgctg 
tattgactct 
aagaaccaga 
fctcafcaafcat: 
tatgtttttt 
aaacaggtaa 
tcgctagtag 
aatgataatg 
9 



acaacacaafc 
gagaagttct 
tctcagactc 
aafcgttagat 
ctccagagga 
tatataagac 
aaaccttcca 
aaggaagaga 
ataagtccta 



480 
540- 
600 
660 
720 
780 
B40 
900 
. 560 
1001 



<400> £4 

gagaggaaga 

gtgggagtca 

acaggatggc 

acraatcacct 

gggcgaaggg 

tcagcagagg 

gtagtgacag 

gtgaaactgg 

cgttctgaac 

agccaacaag 

gatgtttgaa 

atacctctta 

cgcagtggct 

aggccaggag 

aaaaataagc 

aggagaatca 

ctccagyctg 

<210> 55 



cacagagaag 
aaatgggccc 
aggcaatgcg 
ttctcccatc 
actaaaggac 
acaactgtgg 
cctaaatggg 
atctcttgtt 
ttgctfcccfcc 
tacagtagta 
accacagatt 
tagtteaatt 
cacgtctgta 
tttgagacca 
caggcatggfc 
cctgaacctg 
ggcaacagag 



gtcagcaagg 
ttagagaaaa 

ttceattcfcg 
cgaaaccaaa 
gtcagaatga 
tgaagaagcc 
attcattaeic 
wtctctgaaa 
cccccttatc 
gcaccaaacc 
actaaattac 
atcccagcac 
gcctggccaa. 
gracacgtgcc 
ggaggtggag 
agagactcca 



agctttctgg 
ettggagcac 
ggggtaggag 
aastfctgtec 
tgtceactgg 
cttaaacagg 
eagattctgg 
cagcccgatt 
tgacatctgc 
cactggggat 
ctatattaQt 
ccacagtaag 
tttgggaggo 
aatggggaaa 
tgtaacccca 
gttgcagtga 
tctcaaaaaa 



gcaagtgagg 
ttcagagaca 
ggatgggtgc 
aecatagaga 
ccagattatt 
gataaaaaag 
gggeaaaatg 
tcctgagcaa 
ctagcagagc 
atgctctacg 
gttttttccc 
agattaacaa 
tgaggcgggc 
acctgcctct 
gctactcggg 
gctgagatca 



agtcttgaga 
gactgtgcfcg 
ttqtagaatc 
scgatgccfcg 
atctctgaag 
tgaaaaaaaa 
ccttgggcet 
gactccaagc 
fcaacatgaag 
acccccagta 
ccataqatac 
caatgcccgg 
aaatcacctg 
acaaaaattc 
aggctgaggc 
cgccaetgct 



60 
120 
130 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
90O 
960 
1001 



<211> 1001 

<212> UNA, 

<213> Homo Sapiens 

<220> 

~<ZZl> varlacten 
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<222s» (501) . (501) 
*223> bay5WP32l4, GSOic 

<:400>-. 55 



cacccacaga pccgtttttt CeaaaCgeee att« ». 

ctgtagtaat ttactaagtt ttggtctagc JaaSSaX * aaaacat9t t^gcaagg 6D 

ottacttcct taaggaaagg gglctecafa aca* 3 ***^ Sia<=93aagaa g*ggaagaga . 120 

aagaggtgac ga^Iaecfl SSmSS 5E5*£ ZSSZET . »o 

tcagacgcca acttgaacaa ettcacrce^e SSSS^f Satacatatg ctgatgcetc 340 

gacatatgtt gcafcgfcatca aStgSSS SZSSSS 9 a 9*S acaaa aggtgggaag . i£o 

ctaatatttzt ctgttatttt tfgteglgaf £SSS SaSS 8 "*" cts 9 ca ««9i» 36o 

cgaactcctg agctcaggca atcogcccac ctcafc~~*22 catgfctgcco agggtggttt 420 
ygegagtcac cgcgccHgt St ga?agcS? Sccagaalg SSSSS " attaca ^ 

agcoctggcc ag^gtcecet etggggatca geglalaoS 22*« **** ca 9 aaaaaa g £40 

gcagaaagca ocfcgcaegct gga«5agSc i£f eec ? cac 9 ec e^ggggaeca ... 600 

attagtgagc agaaeggecc agcaqctalt ™2^22^ 3 scctgggtct gacctcggee eso 

atggaaatga altgafgaca cttctSfga c«c£«2 nllf^ 9 * 'IS 

aeagaaaaee cocaggccco agcctgglfc ttooS™ 9aaaattt:a * aggacaatgt 780 

acoaatggaa ggtcccgtgc gfcaglladl SSl!££?2 ^^aca^t ggototaata 840 
cagttccaaa gcagcclcft SSgSS ISrtSaSSt rt^222 CCa 

SSS^HP aa9ta * aata i"ttW SSSESZ t 3 GatS9B ctaatttaaa »« 



<211> 1001 

<212* -UNA 

<213> Homo Sapiens 

<22Q> 

<221> variation 

<222> (S01J - . (501) 

<223> baySNP3215, CS01C 

<400> 56 



SSgIgg S223E 35SSK «»it. gacaagttc* 60 

gaaaaattab taaaaaagta taacetcaga f " aaegaca ccatacccta- ■ 120 

ctgctccatt ecatttttot taaaotta^ IZT Ct 9 ta sgaaact gtgacctacc 18 n 

tatggaattg gtttgaagga tatgflJSt cce^F? ftgtafcttta SaLacggac " "J 

ctattaattc tcaeeattgg eagSSS 2S£ ^ ttatatetaa aaggcagtaa 300 

ggccttggcc tfcaafcaggff agltgaSS 2£22S^ t »«WtBggt aatgatfcca 3S0 

ctttggg^aa aaaacallgt afSotoaaa? c^tof*^ tggccctatt US 

ccccatotto tgaaggaclg sgaatgclgf HeSS^ fagtgatatc cgctceaaat If? 

getetcttag gagaSlatal cleSfatlc » CS9S ^ 9 * tct * a *t:ctt " D 

aatattataa tgaatagcaa catcalatac SS^SE"* 3«=gactgtga cctctgatoc 600 

caataatgga agaacagaga etStSSo 2£SS" a S?" 63 ^ cccaagacct . Ill 

cgagtaattc tgatctecaa oaol^^ff S*"*"*"* gtgttagtaa ttctgatoca van 

9S»ctcg 9 atc cleggwtgg JSSS SS """"^ ?!! 

agaaectgae ggatgfcctS IgaifttSf S2 ctectatcta agcacatgaa • fl 40 
actagtactc acgglccagc Ifcf "cgf SSSS2 SSS*? '"W*" 

ctccgctgoc tcctccgccg atgccgccfg gtllartfcc | Cta9t 9 c . ct 9«=SC«=ggggc 960 

■ - - . - _ 1001 



BrtaltaWMBtm. .... ... firt J r.a»pjBi 
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<210> 57 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

c221> variation 

<222> (SOI)., . (501) 

<223> naySNP3237, C501O 



<400> 57 
ctgcocagat 
tgecggctgg 
ccttcctctg 
ggtcccaacg 
cagggegfccc 
tcergetttfc 
gcggggtgac 
ggtgaattcc 
atcagcggta 
ccgtgcctgg 
tagcactcac 
ctctgcrcta . 
gcagacgccc 
ggctggoagg 
ctfcctcagge 
agttaaacca 
gacacttcat 
<210> 55 

<211> 1001 



ccgagatgta 
gaaagagcac 
ttcctctgca 
gcaccagcgg 
cgggtgttcc 
ccagcttcga 
ggtgggaatg 
aggggaagga 
agtcagccac 
ggatacacag 
cccgcccgtt 
gaggatggac 
taaagcctgc 
gcaggtcccc 
tccaaggggt 
ttttceatca 
gctttacgta 



aaaaagcttg 
gtcggggtgg 
gtctggcagt 
tgttcagggt 
fcggcatcacg 
cagggrttgag 
ccteaecgag 
ggccagcgag 
atgcaccggc 
aaagcccccg 
agcccttggg 
cacgcfceceg 
tgaatgcaat 
aaacacsccc 
tgggggtcct 
atcagaagga* 
acaatacttc 



ctctggtcaa 
ctotgggctc 
ogaggggagc 
gtccccggge 
gggaagcegg 
atcgtgtfctt 
gcfcgccgccc 
cagcgcafcca 
tgcagcgggg 
tgccactgct 
ggtccacgte 
ccccggattc 
gggtacaaga 
aagggcactt 
ttctagctcc 
aaacttgctt 
tgatgatcct 



ggctgggcaa 
ctgggctcgc 
tgggccccaa 
eccccggtcc 
gagttccggt 
ttccggaagg 
ccrtgctgac 
gggagctgtg 
cccatccccg 
ntccagccaa 
cgccttggcg 
aaecagatbc 
acagcggagt 

GCttcaCCtt 

agcattcatc 
ctggaagaca 



gacggctccg 
GcctgacGca 
aggcacceag 
tctgggcctg 
acgtcgcttt 
aagttacttt 
gaatgtgtgg 
tggggggatg 
cctgggggtc 
agcgagcccc 
tctgcctgtc 
ccagcacgca 
gtgcccctgt 
cccacceagg 
aecccaaagc 
gcaccgtgta 



<Z12> UNA 

<213> Homo Sapiens 

<22 0> 

<221» variation 

<222> (501) - - (501) 

<223> t>aySNP3241, CS01T 



60 
120 
180 
240 
300 
360 
420 
4BO 
540 
600 
660 
720 
7B0 
E40 
900 
960 
1001 



<400> 58 

agagatcctc acetgcaaca cggcgaggtg tgtgctcagg gcccacggtg gaatgcagag 60 
-cctcccccac— cccaca accc gccctgggtg_ggcatgccca gatctgattt a gcccctccc 120 

tggcccctaa ctgcaggggt : caggccagca ctcacacatc ctgtccagcc ctaaggctgc W0- 

tgtccacccm agctcctctt gggccargct Jcgggttggcg taacaggctg ccacatcacc 240 
ctcccgccgk gcmaccacct tgtaegggat ctgcaagaca ggaggtagtt ggagcttagc • 3 00 



■ vEmpf.nr i :320 P.036. 
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• iiS iiil IS SS iii^ «=. 
ISi IIS! 23 |# S£ 

toeggccell Iccctcf^ta alitfSfrt Stcftcfta a^ff 9 " 9 * tct 9ce fe gg a 
ttcagcttcc ttaaggetgc aatgtggccc tt~c««fe °^=99 ca 9« acactgttct 
cggacacctg caga§aaggg agtgtftt™ atl^*!^ * ca =9 a catg Satgtaafcec 
cctggctccc aeicStaglt clofctaaM «f IE?* 9 ° t f ttccace t gacfcctcctt 
tagtcattgs caaaga^aS caggSet^ cafcl«™ ctgcgseatc ccccgcgtma 900 

cagctttaac c 9 Sa99tggaga ^960 



360 
420 
400 
540 
600 
660 
720 
780 
840 



<211> 1001 
. <212> DNA 
«213? Homo Sapiens 

<220> 

<22i> variation 
<222> (501) . . (501) 

*223> baySNF3826. T501G 

<:400> 59 



SSSS! SSS5S 2SS ? caccctacc " « 

atttgcccac caatggegat cettt««a rc«a^*£ SSST? 9ctttcccag 12° 
atqtcggaca atttctggoo otgtaaactfc otlfaa^^ aca 9=t3cat afceagcacca 180 
ctaccgaaaa ggagcapc? fcgSggSc Sfaaatote Z*"??? 9 *? 9cgccagggc 240 
gcotcttccc ttnatfcecta "gaaafcgte tggcfcttgat tefcgtacctc 

ctgaccgcS ggffcatea? ^^I? iJtaggafctat catctcccac tacgcattct 
9tcacalaet 5££3£ gttattSl? a ^S* «taggc tt g tctgcag££ 
gccgtctccc ttSlaJS Sto££££ agStlaSc SSKa**^ a 99« a *atct 
gcagtgcgca ctgaetaeaa a 9 aataa 9ac eatatacaec eteatccceg 

tgattfaft 3 fcgfaajactl McSStt ttf^^P aataagtgal 
ctaacaettt tatatlattl gtaSSaJ SSSSSSi ^^9^ taaaagaaaa 
ttaagccaaa gatcagcctj SSSSt SJf^ 3 * tW,tetttt 72 ° 

gaeggctegc eetttgtcgt tytggclfefct acawtSS mSE.^ 96 CCatat 9 aa 9 78 0 
tctgctctgt ttctgtaecg eaglfctrSt eatl^^fff* f e f ee 9 fc «?9 taaeagtgtg 840 
ggctcogggc ccttttgact ggccctgtt? cS*?^ S ^ff a 9 Ct 9 9atttgeatt 300 
SS> t96 ir 9ccaac£ca Haat£g£ 25ESSL 

<211> 1001 
-c212> PNA 

<213> Homo Sapiens 



300 
36.0 
420 
4H0 
54 O 
600 
660 



FmPf i2fi it:31/01/2003 13:38 ... .EnPf B nr & :320 P.037- 
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<220> 

<22i> variation 

<222> (501),, {SOU 

<s223> *aySNP3842, C501G 

<400> 60 

gggtggccgg gacagcctcg gggtaaoact cggaaaatga cagcctgggc tttatgttaa * 60 

aaatcacaac tctggctggg cacagtgtet gacgccfcgta atcccagcgc tttgggaggc 120 

cgaggtgggo ggatcatgag gtcaggagfct cgagaccagc ccggcaatta tggfcgaaaac ' 180 

ccatctctac taaaaataca aaaattagcc gggtgtggtg gcgggcgcct gfcaatcccag* 240 

ctactcggga ggctaaggca ggagaatcac ttaaggaggt tgcagtgagc caegattgca 3 00 

ccaccgcact ccagcctggg tgacagaggra agactcgtct caaaaaacaa acaaacaaaa 360 

ctctatcagg gatggttcgc acctctgtgt accaaggctt aaatactgaa gtctttctta 420 

aactataatc ccactcaaac gtaacaca^c tcacatatca atctgaaact cagtatccct 480 
acatatggaa agacctcaat stgaacacric cagtgctccc cccagatcag tcatgtgcgt , 540 

agggaggfcgg ggcagctccc ggggtctgta aacgpgactg acacacagga agcgcaggcc 500 

gacggcggtg ctefeegefcge agagggctgc tgagaatgga atcageacgg tccctcacag 660 

atgcagcggg cgacactggg ccacgggggc actgctcacg gactctgaga agcgtaccta 72 0 

ggatgaagcg cagccacttg ggcaggatgt ccgtggcctt ggtctggatg aggactecgc 7B0 

ggetgtacag tgcaacgctg gagcccagct cccggctcac atcaaacatg gaaggtttct 840 

gggggtgagg agaaaacgca atcatgcaga actgaccctc cccaggcagg ccctggctgg 900 

gaggtggggg cggacacgat gaatccagag ceeaetcceg cctcg.ccctc ccpcagcgtc 960 

tgctctgagt tgaagcccag tgcaggggpc ccacgatgcc ' c 10 01 
<210> 61 

<211> 1001 

<212> PNA 

«213;> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . - (501) 
<223> bay9NM043, A501T 

<400;> 61 

tatctcacaa aactagtttg ccaccaaaac tagttaaagt gacctggtgt ccgcctcact 60 

gagctgctcc agcagaggca caggcattot • gcatactggc gctgctgtgc actgaaagca 120 

ataagecaag fccagcctttc cccaggagtfg ccatggctag gaagatgcat ctcectcgcc ISO 

tccagtataa ttttaaaagt- tatggfctgta aaatgacaaa agaaaaaaac tagacatgta 240 

ctaaagaaca aaacaaaaac tggetgggcg fcggtagccca cacctgtaat cccagcactt 300 

cgggaggcta aggcaggtgg attgtttgag gccaggaggt agaagttgaa gtgagctgag 360 

attgccccac tgcactccaa cctgggggac agagtgagac cctgtctcaa aaattaaaat 420 

actacttagg ctacattgtg gggggggtgg taagtctatg gattttgatt tcctttctge 480 

tgttttctat ttttggtaac wtgtttat^t aacttcattt tttaaaaaafc tgstacattc 540 

aaaatttccc ccaaaaaaga aacttcatat acaagttagt tcatatacaa gtfcagaaaafc 600 

gaaattttaa aataccccat aagacacatc aaagaacaat tctfctaaaaa tggfca'ccaga 660 

aaccfcacaga gaatgtaagg taccaaagga tgtfcaaagac ctaaatagat eacattcatg 720 

^tgca^aga—agtga^actg-taaaaagaaa-gaaactcaaa-acTa-bacctaa.agcT.cacTqC Qa 780 



aaagacattt acaacagata aagggcatat aaagaacaae aggaagaaac. gagggaaatc 840 

ttacggctca gccactgtca gggctggggg gtfcctcggtg caccctggaa gcagctccca 9 00 
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ggff? K223 S~f-~ 

<211> 1001 • 
<212* DKA 

<213> Homo Sapiens 



960 
1001 



<220> 



<22i> variation 

<222> (501) . . (501) 
<223> baySNP3869, T501G 



c400> S2 
cagaoctgac 
ttttgaggtc 
ttctagagaa 
aggtccagga 
gggatcgatt 
ccaactaaca 
tgtaaaeaaa 
Ctggactccc 
aggcaagatt 
gtttatgaga 
ttaatgggtc 
tcatctctgt 
aaatacccta 
ctttcttaaa 
attcttgtaa 
tgggttattt 

tttttcagca 
<210> 63 

<211> 875 



atgatttttt 
aaacatacag 
aaaetgagag 
atagtggaaa 
tgatcatgga 
tgccttfcctt 
ctggatgaat 
cctaaagcag 
gtgttgttct 
aatatcaatt 
acagaagatg 
ttcaagceac 
gaaaatttta 
aacaaataaa 
aaetaatgaa 
taataaaata 
tataattaat 



Sgcaggggga 
tgacacccca 
ggaagcattg 
ttccattaca 
taaaatttgg 
gccccttttt 
tcattcaatg 
agatg^gatga 
kgctgtcaat 
tcatttatoa 
aaaatttaca 
cttttcaaag 
ttagaccctt 
tgaaagagat 
octctcatta 
tttaaaatga 
acaactgtca 



tgcttgtcag 
caiatccaatc 
acagtfctctt 
gcaaagatga 
aaottttaat 
ttcacotttt 
gctaaatgaa 
ccttaaactg 
aatcaaagga 
aaggttacta 
ggcatttcaa 
ettfetestgg 
gttctctaaa 
gattttgatg 
teaagagggt 
tgatctccat 
twacactcat 



acaccagaaa 
caaattactc 
tcccattttg 
aactaggata 
attggptttt 
ctttcctttc 
gccatggaaa 
tatctggaga 
ttttaatgta 
tatgtcaatg 
gtaatactat 
aaggstaage 
goagcaactg 
accatbccaa 
ctacattatc 
catttttgct 



tgttttgatg 
agaaaagtga 
gtaagagecc. 
Hgagtgcggt 
tacagaataa 
acaaggggtt . 
ctacagaraa 
cacactfcggt 
ctgcttgttt 
aaaccaaacc 
gaaacctaaa 
aactacttaa 
aaggttttce 
gctttctaga 
tgttctracac . 
gctatgtggg 



<212> DMA 

<213> Homo sapiens 

<220> 

*221> .Variation 

<Z22r f*75) . . (375) 

023> baySNP3942, A375C 



60. 
120 
180 
240 
300 
360 
420 
490 
540 

: 600 

. 660 
72 0 
780 
840 
900 
960 
1001 



c4D0> €3 * 

ca« 9t «a 3 «AS2 sssss ssass ssss- 



GO 

- — 120- 
180 



Empf .zeit:31/0!/2003 : 13:38. 



... Empf.nr.;320P.039. 
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Le A 36 562 



-39 



cgagtgcfcQa ttatccaaca gggatgaatg' agtggactgg ttcccaatgc tcagccaate. . 240 

ttcatgaaat ttccctgctg geceagtgac aaagaggaga tatggcatat- gteaacggcc 3 00 

tgcaagtgtc ccagaaatag gaggcaaaag' aaaafcacagc acatagagtc ttaaaafcagg . 3 GO 

aagacagtgg aaccragtcta gtacaagcfct gagcaaacat ctttggcttc ttfcatctcae 420 

cfcatgaaatg ggaatacctc fcatttgccaa ttfccafctaca ataatgagcc actgcttcaa 4B0 

afctatcctca ataaaafcgat ttaatagtct ttttaaaatt tatgcaaatt ataaagccgt 540 

ggtaaaattt gcatgggaaa agagtcccac ttcttcatta acgacgcttc cxttgggaat 600 

gaacaaccqc gcacagggtt atttcatcat cagcatggta catagcttgg acatgttgca 660 

gctcpatcag gctacttttt ttaggatccc aagagcaatt teaaaactgt cccaggaaaa 72 0 

aaggcagcca atgtgcttta octgeecgaa* gcaaaatgac ctggtcctcc aaggtgaggt 7 BO 

cagagaagtg gggaatracgc etggcccatt caacgagggt gaaaagctgy ttgtcagcag B40 

catgacatat gttggtaaca gggtcatttg tctga 87S 
<;210> 64 

<211> 1001 

<212> DNA 

«;213;> Homo Sapiens 



*220:> 

<22l> variation 

^222? (SOI) . . (501) 

<223> baySNF40lS, GS01A 

<400> 64 

cccaggcfcgg aeccacatct ggc 



ccccacagag cagcgcaggg gaagaggcgg ttoagggcca agctgtgcac 



aaaggaggag gggcggggtc cacactcacg tgtctccatfc c 
*210;> 65 

<211> 1001 
<212> DNA 

<213> Homo Sapiens - - - 



aacagctdag 


60 


gcggaag^ct 


12Q 


cagtcctggg 


1B0 


gttaetgctc 


240 


ggaggcgcct 


300 


agcQCcgggg 


360 


tctgtggcac 


420 


cgaggagggc 


4B0 


gaaaagacac 


540 


cgcttcagfca 


600 


acgcacacat 


660 


tgcggggtcc 


720 


ctcacacacg 


7B0 


tatggggaca . 


840 


cctgfcctcag 


900 


catctcccaa 


960 




1001 



FmDf.TPit:31/01/2003 33:39... ..„;.Empf .nr„:32O.P.O40 
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<220> 

<22i> variation 
<222>. (501) , . (501) 
<223> baySNP4206 # A5D1T 

c400> BS 



asas sags ass: aaas 2?»-~ ' ' - 

ssss assa ssSS Si- aass sacs a 

ttaatctttc al? 9 cllgca gtottScIfc ! 9 t S ca 9 00 t^ gcccaggtag 240 

tacotaatct aaatgceaga ggagtgattt aaeaao^f^ tagtcaotgg tacttggggt 360 

ccaagtggag ttagcaaagt atgttttSta t^™f " ? 9? aa 9 acct =t ttctktfctag 420 

ttteetgeSt? cetactaatg wttttoSK t™ 9 ?**^ ctacttttga aeegecttci 480 

agatccagaa gactgaaatf. ec«feccaS e?^? 9 ? 0 * a 99 ac * a «a cagaetcctf I40 

tactgaacat agttlggt" ctggaj™ a™!*^ caa 9*gctac " gaggcatatg Ito 

tttttgaaga etgtg£5ggt aagfcaaao?^ «ff«^f t a?"«ga 3 g gatga'catgi S 60 

tctttaactc ttattfccca SSKSS? SSSS? t **W» STttttcttlc 72b 

taatgaaaga ttgaactctg gcc^aeSJ ££££3 SEP*** aabcet ^a .780 

caatgaaaaa cagtacagcy tcaagtatoa "aaaaaaag caggaagaca 840 

Ctaaaacact cctaggtlct atttttXS SSiSS? catt 99 aaa 9 Stgtcfctacfc 9 Zo 



»t==k sssss : 

c2ll> 1001 
<212> DNA 
<213» Homo Sapiens 

-s220> 

<22i> variation 

<222> (501) . . (501) 
*223> bayS»P«27, AS01O 

<400> 66 



SSSS 55SSX SSSS SSSS accca9 ? 9aa 60 

tgtgaggggt gtctgggott gagfctlalt- fctf**-™ pccagtttc agagggaagc 120 

gctgcgcaga ggaaagaeat ttSuSS eS£S» *sreteat»cfc ttfctacttgg Jeo 

• a-n^ 9 ** 9 coaa 99«=«S ottagtaag? SEStS iSSS* 00 * 3 * c1 ***S* - 240 

aaagatctgc acaggggttt cctctgccca ftf!^^ ataaagtaaa ggaaaccgat 300 

tcgagcctgc tgctctccgg . cctagfatto ctctfc=™ «*tcc«tte aaacttaaac 360 

tgcgaaagca gaeaaageaf atgtlggctf teat?™**- " ct 9 tca 9* aatgctgaca III 

aagaaataga tgcaaaggoa r«S2££t SaacI**™ S^gaaagcag 480 

cccaaagaee aaagattatg gaata^fa *° aa cafcaga gaaaggteag cttgtggaai 540 

agaaaattca gatatccaaf SJSfSS tlllll** B l 9aaacagatt gagtagTaga G%o 

atgaccttat cacagaccta ctfaatSaao o^f*" 9 " «*«»*»te agagcgaglg HI 

saas ssssa -gag sssa ass; saw >i s 

&Pf^it:3V01/2Cra 13:40. . .Brsf .nr,:320. P.041 
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accaggagtc ctacctgcct gaggacatap cfcggtggagt tgagatatat aatggtaata 
ataaaataaa ggtttccaaa accccagaaa gceagctgga X 
<210> 67 

<:211;> 1001 

<212> UNA 

<213> Homo Sapiens 



960 
100X 



<220> 

*221> variation 

<222> (501) . . (501) 

<223> bayS»F4S44, T501C 



<400* 67 
cctgggcccc 
tggggaaccc 
ggggottgta 
gtgggaggct 
cgp.caggagg 
tecaegggea 
afcggggagga 
rccytgctcc 
cgctttctgc 

ctctgggctt 
teagttggga 
cagggoocas." 
caggcctggg 
ttgaaatcca 
tagaagctgc 
ggaggtctag 
ggactgygag 
c210> 68 

<211> 1001 



caatggagaa 
aagtggggaa 
ggtgtgggtg 
tcttggtctt 
acaagatctg 
gggtctcgot 
gggcagggta 
cactcccaga 
cccagatggg 
cagtfctgtca 
tgggacaggg 
gotiggcatgc 
caggkgkggg. 
acacaccatc 
gtggacacec 
tcttccagcc 
fccccagcttg 



gccaggggcg 
gccgactgcg 
ggggccaccc 
gctgaagttg 
atagtactgg 
atggggtaga 
gacagggac.c 
tgagcaggac 
ycctgtccag 
caggggagat 
tcacccacca 
cgggccagc'ig. 
gctgggcagg 
aatgagtttg 
tgagggaggc 
tctctcaccg 
ccagcctgtg 



cccattcctg 
gccgtccggc 
acctggtagfc 
ctgactgtgt 
ttcatgcaca 
ggggcagtga 
tgctaggtac 
acctcagggc 
aartcatcta 
gaarcagcra 
agaggagatt 
ctggggtcag 
ggtggggatg 
gcagcaaatc 
cccgggctag 
cttccagaaa 



gggcacgtgg 
tgca'ctcctg 
tgtgtaccac 
cctgcttggg 
gtggcttccc 
ggccrccact 
tgctgggggc 
tgtgctgtgg 
gaaactccct 
ataaaactct 
ccagcagocg 
a«gtggetgfc 
ctcactcgtc 
tggaaagatt 
ggaoacotgc 
gcctgggagc 



gcacgtgtgc 
cagcagggcc 
ggtgatgtgc 
gaccggcact 
ccccaggtac 
gggcaagtga 
tcacacagtg 
gcagggggcfc 
cctttcccct 
ggggfecctct 

gagoagggco 

aatcafcgacc 
gafctagagat 
ttggggagcg 
gcaagggagg 



<212? PNA 

<213> Homo Sapiens . 
<220> 

<221> variation 

<222> (501) - - (501) 
<223> . baySNP4545, T501C 



60 
120 
1B0 
240 
300 
360 
420 
4BD 
540 
600 
660 
72 0 
780 
640 
900 
960 
1001 



<;400> 68 

"a~99c:craggg^gagagBggg^ggaggtcct^ 



60 



crgcccctcc tggectccct, gggcccccaa tggagaagcc aggggcgccc attcctgggg r-120- 

cacgtgggca cgtgtgctgg ggaaccccag tggggaagcc gactgcggcc gcccggctgt 180 



EnPf .zei.t:31/0.1/2003 .13^0 



Empf.nr.:32Q,P,042_,.. 
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acecctgcag 
gtaccacggt 
gcttggggcc 
gcttcccccc 
crceactggg 
tgggggctca 
gctgtgggca 
actccctcct 
aaaccctggg 
gcagctggag 
tggctgtggt 
acttgtcaat 
aaagattgat 
cacccgcttg 
<210> 69 

«?211> 1001 



cagggccggg 
gatgtgcgtg 
cggcactcgg 
caggtactcc 
caagfcgaatg 
cacagtgtcc 
gggggctcgc 

ttcccctctc 
gtcctcttta 
cagggcccag 
aattaagcag 
catgaccttg 
cagagattag 
gggagcggga 



gcctgcaggt 
ggaggcttct 
caggaggaca 
acgggcaggg 
gggaggaggg 
ytgctccc^c 
tttctgcccc 
fcgggcttc^g 
gttgggatgg 
ggcccaagcfc 
gcctgggcag 
aaatccaaca 
aagctgcgtg 
ggtcfcagtct 



-42- 



gtgggtgggg 
tggtcttgct 
agatctgata 
tctcgctatg 
cagggtagac 
ecceagatga 
agatgggycc 
tttgtcacag 
gaca gg gtca 
ggeatgcegg 
gkgfcggggct 
caccctcaat 
gacaccctga 
tccagcctot 



gccacccacc 
gaagttgctg 
gtactggtfcc 
gggtagaggg 
agggacctgc 
gcaggacacc 
tgttcagaar 
gggagatgaa 
cccaccaaga 
gccagggctg 
gggcaggggt 
gagtttggca 
gggaggcccc 
c 



tggtagttgt 

actgtgtcct 

atgcacagtg ' 

gcagtgaggc 

caggtactgc 

tcagggctgt 

tcatctagaa 

rcagcraata 

ggagattcaa 

gggtcagagg 

ggggatgctc 

gcaaatctgg 

gggctaggga 



<212> DNA 

<213> Homo Sapiens 

<220s> 

<221> variation 

<222> (501) • . (501) 

*223> baySNP4668, C501A 



<400> 59 

gcttcagcct 

tgtttaatag 

ggtigatccac 

tggcctacac 

ctcatgttgg 

ctfcttctagg 

gacagctact 

gtfcgaaaccg 

ctccagaaag 

agaaaaaagg 

cagctggctt 

tttcaaccag 

ccccggcaaa 

gggtfctcttc 

tacactactt 

tcatttaggt 

acatctgacc 

<210> 70 

<2ll> 1001 

<212> Dim 



<213> Homo Sapiens 



cagtaactgg 
agacggggtt 
ctgcctoagc 
tgttactctc 
etagggagat 
tggtgttgat 
acacaagcct 
ggcttggcac 
tcctttcttt 
atggaactat 
atectggttc 
attgccctat 
aacaaaacaa 
tacttcaaaa 
gtacagctta 
ctctaaacac 
ttggtcagtg 



gatztacaggt 
tcaccatgtt 
ctcccaaaat 
atacatctgt 
ggccccagga 
aaaccggtec 
ttgacccctifa 
tcaagtcaaa 
mtccatactg 
gggttctctt 
tcagctgctt 
tccccctgtt 
actggeagac 
tctttcttca 
cataaatgag 
agactttfcfca 

gggaggggaa 



gcctgccacc 

ggccaggctg 

gctaggatta 

tgcctgcagt 

tgccafcggac 

ctggtggagc 

tgotgcctee 

gatgaacatc 

tagtcctatt 

cgcaaagcca 

aaaaaaaaaa 

ccatccccct 

aggccaggga 

gggagcaaga 

ttgatgatat 

aattgcaact 

ctggtatcct 



acacqtggct 
gtctcgaact 
caggcatgag 
ggcaaccggg 
aaaagcttta 
gaggccctgc 
tgagagtctt 
ggaataacaa 
gagaagacat 
aaggatagtg 
aaaaaaagga 
cttcttcctt 
tgtatgttgc 
catgaactga 
ttaaccagtt 
gtaaatwtga 

g 



aatttttgca 

cctgacctca 

ccactgcgtc 

gaggggagaa 

agggaactee 

ccagtgggta 

ttttcgcact 

acattgtcct 

ttcgtctctg 

ttcaacaagc 

atagaaacag 

ctatcccctf 

ttgcttgaga 

ctaattggta 

tttataaact 

aatggtcatc 



240 
300 
350 
420 
480 
540 
600 
660 
720 
780 
640 
900 
960 
1001 



60 
120 
130 
240 
3 00 
360 
420 
460 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



Fmpf.zeit:31/01/2003 13:40 



Enpf.nr.:32DP.Q43 
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JL,e A JO DQ£ 
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<220> 



-43*. 



<221> variation 

<222> (501) . . (501) 

<223> baySNP4669, CS01T * 



<400> 70 

tctcagctgt 

atfcCCCCCtg 

aaactggcag 
aatctttctt 
tacafcaaabg 
acagactttt 

cggggagggg 

tgcaaactct 

aacaaaggga 

cagtgcagct 

acaggtgact . 

aaaaaaaaaa 

aetggcttca 

tatgaactgc 

ggtgagtgbg 

ttttttgaag 

caccaggtgg 

<210> 71 

<211> 1001 



ttaaaaaaaa 
ttccattccc 
acaggccagg 
cagggagcaa 
agttgahgat 
taaattgcaa 
aactggtatc 
gtaaatatgt 
actcaagant 
tctgetctt'g 
gtatggtara 
aaagtaactc 
gcattgcgea 
agctttgagt 
gcgagctgga 
acaatttggc 
cagccaagcg 



k 
1 

aaaaaa'aaog 

ctcttctfcCC 

gatgtatgtt 

gacatgaact! 

attta4ccag 

ctgtaaatwt 

ctgccj^agcc 

gtttaaacaa 

yttccagcca 

BCccc t d.otgg 

gactgtgatc 

attgaa'tt^a 

gtttaa'aaat 

ccattlEtttt 

tcaca^gccc 

cagaaa : tttc 

tcctocgact 



gaatagaaac 

ttctatctcc 

gctfcgcfctga 

gacpaatcgg 

ttttitataaa 

gaaatggtea 

tggptgtaac 

atg^aatatt 

catgtcacct 

ccagggcccc 

tgg^aacttt 

cttgcagtgg 

aagtaagtaa 

cca^tggtga 

cackcaactg 

tatctggcct 

tctfccactga 

I' 



agtctcaacc 

ttccocggca 

gagggtttct 

catccactac 

cttaatttag 

tcacatctga 

ttgcaaccat 

ttgfcacaaga 

gtaggtagaa 

tgtggcttcc 

ttgctgtaca 

tgtgtttgat 

cttacataaa 

agaattggsg 

cctctgcagg 1 

tctcctctct 

a 



agattgtect 
aaaaccaaac 
tttacttcaa 
ttgtacagct 
gtctctaaac 
cettggtcag 
tttctacttg 
tacactggag 
gtaaactctg 
tgcacactgg 
aatctgttta 
tcttttttag 
tcttcaafctg 

gggggggggt 
agacccatgg 
otccttgtcc 



' 60 
' 120 

iao 

240 
300 
360 
420 
480 
540 
600 
660 
720 
7B0 
840 ' 
900 
960 
1001 



<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP4718. C501T 



: H 

i 

s 



<400> 71 . 

aggaacagag ggccagoacg cgaggofcccc gactcacttt gfctteeatac 
ggctggtgfct ggtgtgcgat tfctaccjaggt ggtactgctt gtgcagggtc 
gatcttcctg caaaaagtga gaccajtjcaga gacotttgac aatcagagtc 
accccagcfcg aacagccagc oocoaajaggg ctejaccacgt ccgartcttc 
acgctgtacc agtcccccag gtacgtggac ctcttctcat catagtaaca 
gacfcctccgg ggttggcagc agtagdtgca taaactacga ggaattaaag 
agttgcattt tattcctgcc ttggatftacg cttgaagctt gagtccttct 
gtgaaatcga agoatgctac fctatga.tcca cacaggaggg cagggaoacg 
cagacttgtg tattcgatta yaatadbtca tctaaaatta aatgcggaag 
cagctggtgg atgttttttg cagcaattgg caaattggca tgcttaggac 
tctggaagaa tgctgacatt tccacagc&c aggaaacttg aacaatatgg 
gtttccagag agatctgaca tttattTgaag aaacatctag attaaotgaa 
a gcta ccact tactatctct etaccatgcyg ctt : agaattg tgctggacaa 
ttaaaara^c^a^trctraccaia^ 

taactgaggg tcaaagagag tcagtqaqnt gctjttgaggt cagagtgcaa 



tgcatgacgt 
tctttagtca 
tgacggttaa 
catceagttg 
ggcgtaggac 
atgatctttt 
Ctctcccccg 
taactatacc 
aaagaggagc 
atcatgctat 
gctcactttg 

cctatacaaa 
atgctagtgt 

agatgggga- 
ccaacacatt 



60 
. 120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
—840 



900 
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v 
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gcaaaggatg gaggctagtc caaagcccat gtagttttag ctecagtagt tttacgagaa 960 
cctggaagag cactgtgagg ctcacataca gattctfctat t looi 
<210> 72 - 



<211> 1001 

«;212> DMA 

<213> Homo Sapiens 



i . 

.i 



<220> 

<221> variation 

<222> (SOI) - , (501) 

<223> baySNM818, A5010 



<400> 72 

tcatcttgtg 

attccataca 

agctacaagt 

Sgacgggtgt 

atcttctfctc 

ggtgaatttc 

gctccagaca 

gggggtcact 

ttgagatggc 

tgctatcaao 

agaatcgagg 

catttttctt 

aggagggcaa 

tagaagaact 

ctggctcagg 

atttetgget 

ctaacctggg 

<210> 73 

<211> 1001 

<212> DUA 



<213> Homo Sapiens 



<220> 
<22i> 

<223> 



aaccttttgg 
tttatagggfc 
gaagctcttt 
agtttcccga 
attaagtcta 
tggttotccq 
ctottcctca 
gtagcggcaa 
aagactaaat 
aaaccttggt 
gtttaaggga 
tcacccttbt 
tgacagaaga 
gatgagagcg 

gtgggtaaca 
cttgagtotc 
agatctcato 



tgcctggcaa 

ttctctcctg 

ccacacacag 

aggttcacaa 

cctggatfcgt 

aaaacaggcc 

tctttactcc 

caatgocttc 

rgaatgcctg 

atgcacaaet 

attgtacagt 

gtattacatt 

aatggctgto 

gggccctaoa 

cdgtttttgt 

otgaggctct 

aggtctgggg 



J 

gatgtgagct 
tgtgagtcct 
aacagfccatg 
aactattcac 
cctcaaagae 
tgtgtatacc 
tatctcctgt 
tacacaatgg 
tcctgtgcca 
ataatcttca 
aaatggtata 
gctatcagac 
agagggagaa 
gagagagaga 
cattcctcac 
tggatatctg 
attggaaatg 



tcgtgtgtaa 

caggtgtcca 

atgcctccct 

ttgagaaaca 

tatjbtcccaa 

ctccaaactc 

agasagggtg 

ggagatcttt 

agcactttct 

ttttacaaat 

gctgcaatcc 

aas.tgatggg 

agttagtactg 

agcactgcct 

cttftgtaggt 

ggetcccaagg 



ctttttccae 
acaaggtggg 
aacagggggfc 
ttagfcaccaa 
tctggagtct 
agatcttcct 
agaggaaaaa 
acaaagggtt 
catattgtta 
gcagagatcg 
caaaagttaa 
aggagaaaag 
gctgacatgt 
agaggaactg 
aaaactcagg 
etcttcctct 



variation 
(501) . . (501) 
baySOT4827, T501C 



60 
120 
160 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 

840 
900 
960 
1001 



<400> 73 1 ,; 

acagoaaggt agctgcggtc agacactaag aatgctcett ct-atctggct gccagccaat eo 

^atccccat: tctggaccag cccacgagaa gcaa^cotca aiggaaacta atctgaggtc 12S 

c tgtggggaa cggcatta** 9 cctptccct ct|agtgacc tctgltagc? J" 



EdiPfangszeit 3|.Jan. 15:2! 



II 



: 1 



45 



tcfcfafcacotc 
tattgtatga 
ctttcctctt 
tfcgcaaafccc 
atgcttcctc 
actgtctccc 
ccaccattgc 
aatgataaca 
tacctgcagg 
agccagggca 
tggggtgccc 
cttcttggtg 
ggatccatgc 
actcagttcc 

«s210> 74 
<211:> 1001 
<213!> DNA 



ccgcttcctc 
gccctccctg 
ccctcaacag 
tcccagatct 
cctfccatggc 
caacacagag 
cagcttggaa 
agctgtcctg 
gccatcaagg 
gccagaggca 
acaccaatgg 
acctaaggaa 
actcagaaga 
tactggatta 



atctgct.tct 
aaccccabat 
cagcttabfct 
cctcagctgg 
atcfcgtcafca 
ytgtacabtt 
cctggcajbac 
cccaccgtga 
tgttggchag 
cttcctgcat 
tgtcccccag 
gcaagca£gc 
gggggcbjttt 

catgctcctc 

1 1 : 
:J 



gctacacacc 
cagtabtgag 

tatgttcttc 
gatggggccc 
atgckgtggg 
cacatctggg 
tggca'tcagt 
ccttt'gggag 
ggctt'gacca 
gacagcagay 
ggagatetcg 
acttglgagga 
gcctg^gcag 
accafctccaa 



cgcacactga 
gtgcaattct 
aagcttcact 
ctctaggctt 

attgccatgt 
cagggtcacc 
aaatgtttgc 
aatgggcata 
taggtgtcat 
agcatgtctt 
tagcagccca 
tacagaatcc 
aacacttctg 



aaaccctgta 
gcctagtcat 

gaggcctctt 
cctgagcccc 
aactcccttg 
atgactgtgt 
tgaaagaata 
tgcttttgat 
ggcagtggac 
tcatgatccc 
tcgagtagaa 
accagccagg 
ggtatgacgc 



<2 13 > Homo sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4838, A501G 



240 
300 
360 
420 
400 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<400> 74 

ragacaaaca 

ctttcccttt 

tcctcctccc 

cbaagccctc 

gtcataccta 

tttccactgg 

taaaaactac 

tgatcaagaa 

tgagatgggc 

atttttaaat 

cctagttcca 

acacagctca 

gagaaagcct 

gcccccaaag 

cctcccacct 

ggatcaagth 

aggtttccag 

<210> 7S 



gaagtcaaaa 
tggaggattt 
cctataaacc 
actgccccaa 
atgaattggg 
atttggcaga 
ataaagtgct 
egataaatac 
aggcagggca 
ggagtccaca 
atatagacac 
cctctttctg 
cataaaatgt 
acaggataaa 
ctcaatgact 
cgtgaaagafc 
caggggtttc 



agtagtcact 
gcccgaa'ct.a 
caccaceccx 
gcccaaaata 
aagtggggcc 
caggctttfct 
tttaggtccfc 
ataggfcaaaa 
rttcttcccc 
gaotaaaggfc 
tfctctfccagt 
taaatttaag 
totttcctct 
acaatagttg 
gttagtgtca 
gaaaggt.ctg 
acagtgccaa 



' I 

gggagcacca 
cgtagccagt 
ctoctccttt 
tcaaetaaga 
cctataaacc 
tagttaccgt 
tagagataca 
atagctctag 
attacattct 
eatgttccga 
ttatcagtag 
tgagcatact 
gaaaattcct 
aaaagatacc* 
cagcacccat 
tggactcttg 
aatctaaaag 



tccttctaag 
cagcacttag 
cccaaaccac 
tccttgtotg 
aattcacatc 
aaccagatct 
tgatataaat 
caaagatgac 
tagtcatctt 
gactgaagat 
cttttaaact 
cctatacaaa 
gaggggactt 
agtccaagga 
ggtattacca 
gtggggaggg 
9 



caaatcctcc 
accacctgec 
ttggggtgtc 
tatttccaca 
tatgcacttg 
taagattaat 
aagcggctta 
cttatggctc 
attcatacct 
ttcaaatgac 
ctgaggttta 
ggaaacutta 
ttgacacatt 
aaagggactt 
cctgctaaca 
acfggtcactc 



*2l%> 677 
<212> DNA 
<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
B40 
900 
960 
1001 
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<220> 

<221> variation 

. <222> (177) . . (177) 

<223> baySNP4856, TI77C 



<400> 75 

ctggaggagc fcgcctgagct tcotgctts.g gglgccggccc ccacccacag ggtetccctg 60 

gactggcggg gggtgggggt caggcagtgg gcaggggcct gacctaggct cccactctgc 120 

ctggtgccca cagcctgggc acagtggctc agctactcag ccttgagcgt ctgtgcyggg 180 

taactcagct tctgcaggag gaagaagggg agcaaaaaga gcccggacca cgtggtgaag 240. 
caggcctggg ccccggccag ccagtacact gcggagagac ggtggcgtca cccagtcccc 3 00 

gagggggctg gcactfcggga ggcgagggca ggtgcttggc ccccagcctg ccccagcacc 360 

atcccgcgcc otcacctgaa gcggccacca ggggccccgc ggccctggcc agagcaccta «,20 

ggctgcgcag tgtacccatg accgtgccct tctgccctgg tgagcctgtg ggaagaggca 480 

cagtcaggca ccactgccct tctcccgctc aggtggcttc ggccgaggga agggggctca 540. 

ccatagccag cgaccacgga ggacaggcag ggcaccacaa cggcggcggc tggtgggaga 600 

catcgaggag gtgcccgtca gcccagggga gggtgcatca cccagcccct gctgoccatc 66 o 

ggafccccctg ccagggc 677 
<210> 76 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4868, C501T 



<400> 76 

aggtaccaaa 

tcccttccat 

ctcatccaaa 

caataccatt 

gctcaagttc 

gaaggtttta 

aagaagoata 

ggtggtgaac 

agaaaacagc 

tccacactta 

aatcagacca 

cccacaatca 

tcctatccca 

gaatetgccc 

tgaggtccag 

ggttgtcatc 

gtactacaca 



actctaccat 
tcctaccccc 
tatttcagct 
attttagagg 
tcaactattc 
tgtatataac 
ttgagtccat 
acagaaaccc 
atctacttct 
cctctctcct 
tgagcaattc 
tccctctttt 
gagactgacc 

gtgcafeaaga 
ccgcacagcc 
cagcagctcc 
accccgcgca 



aaaaatgatc 
accccccata 
tgtacctctc 
gtaataataa 
tctgagctat 
agtattggga 
aacatttctt 
acaattaaga 
yacacacatg 
atccctacct 
taggggccca 
acgtcagcas 
tggacagcat 

acgatcafcca 
agccaccgca 
tggtatctgt 
tggacaaage 



aacttacagt 
ttatttggaa 
taaaacatag 
tcaotcaaca 
ttgaagaccc 
aaatcagggc 
agaagactag 
aactattttc 
caacagagtt 
gccccagtca 
gaggtgaaat 
aggaagggct 
aagagatggc 

gccccgtggt 
tcgcacacgt 
gagaaagaca 
ttcagcgaat 



caatattgtt 
gcaaatcgca 
actccttaaa 
tcttaaaata 
tcaatcaccc 
cctgagaaga 
aaagaggcca 
aagatcatat 
cgattccttt 
aatccagatt 
aatggctcag 
caaacaagca 
gagacccgca 
ggtgatgagg 
aaacaaaaaa 
acacttaatg 
C 



tcatctgtat 
gagagcttat 
aacataatcc 
tctagtcagt 
ctaggggcta 
aaatgcacgt 
gagatgaaat 
ttctttttga 
attcctggat 
gttacggtca 
ggtggagocc 
aagatgacgc 
taggctgggg 

gcgatgctga 
aaaggagctt 
ggcaaagaaa 



60 
120 
180 
240 
300 
360 
420 
480 
£40 
600 
660 
720 
780 
640 
900 
S60 
1001 



teA-36-562 
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<210> 77 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 

<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP4887, A501C 



<400> 77 

aatgagtgea 

aaagcatccg 

ggctcagccg 

ccgaggafcgt 

ctctceaaat 

cagcccagtg 

tcctcactgg 

aggccttgga 

gaccacactc 

tcccactgga 

aggcaaggcc 

aagagggctg 

aggtgtgcag 

ccccgggacc 

tggaataaca 

otecctgctt 

geccaggtgc 

<21Q> 78 



tgaagcgatg 

aggcaggggt 

tgtctgagtt 

tcggccfcegc 

cctgggcctfc 

tggcattgag 

ggaaggcccc 

tacgtatctg 

acagacaagt 

cagatocgga 

ggagtgatgt 

gactctgtct 

gaaacacact 

acagagctag 

tagcgactca 

ctcaetccefe 

ttacataggg 



gtagecatgc 
gggggtgggc 
gtccagcagc 
catctgcagc 
ggggaggcgc 
ggtctgcagg 

ggggcgctcc 

gcgggaacag 
raagccttgaa 
aaccgaggcc 
tggggggctg 
tgctcacfcgc 
gagtaagcag 
gaaagctgga 
gttccccgac 
tcctaacccc 
gtecaggagt 



aggaacctgc 
ggctgagagg 
tgggccatge 
ttctcoaagt 
tgctctaagt 
aagccccgcc 
ctgcagtgct 
gaggatoaca 
atgctagaec 
cjgagagggaa 
gtgggatgcc 
nacgtcccag 
'tgageatgg 
ggccagcGt 
tggccatat 
tagttctct 
tgctggtgt 



agccctccag 

ccccccggcc 

agtagatgtt 

cotogatgtt 

cggccagtct 

tgcccagccc 

ctctcagttt 

gggtgaatge 

tcatgcaccc 

gaggacccca 

cgtggggaat 

hgcctagaoc 

tgafcggtgtc 

cagcccctca 

ggagtggggc 

gagactcaga 



cttgcgctga 

agcqttcgtg 

gttcctgagc 

cagcccagac 

gtgcaggacg 

cctcagggtc 

aggaacafccc 

tgaggatccg 

caatccaatc 

agatcactgc 

gaagagcttc 

agagechgge 

cggagtcccg 

gggtfc aagg c 

fcaggcctgtc 

tgceacaagg 



<211> 1001 

<212> DMA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4912, A501G 



<400> 78 
-aeagg 3 aagc-tgggt:gaatg-g^ 

2£S2^ a * ********** cgcgtggggt tJgagggyitt 
ggtcactcca ggattccaay agatctgtgt gtccctctcc 
ctccgccttc coctgooccc fctcaatafctc ctagcaaaga 



Emp f anssze i t 31 .Jan * 14:08 



Ctagggggcg ctcggccacc 

ggagcgggga gaaggccagg 
ccacccgtcc ccgtccggct 
gggaacggct ctcaggccct 



60 
120 
160 
240 
300 
350 
420 
480 
S40 
600 
660 
720 
780 
340 
B0Q 
960 
1001 



fiO 

180 
24 0 
300 



gtccgcacgt 
ctggacagag 
gagcttcccc 
gggcccgagc 
gggggcgggg 

cfcggtagcgg 

tgggggctag 

ctcaccggcc 
cttctttttfc 
tgcttgccat 
aatcactgtg 
gaagtogagg 
c210> 79 



aacctcactt 
tttccggggg 
ttcattgcgg 
cgcgtgtgga 
tcccggcggg 
ggaggategc 
caccagcgcn 
agggcgctcg 
cbtaaacatt 
tccccacttg 
gattttggaa 
aagagagaga 



tcctgctccc 
cggatgggta 
cgggctgcgg 
rgggctgagg 
gcggagceat 
ggaggcttgg 
ctgtcgggag 
gtgctggaat 
tttttttaaa 
aatcgggccg 
accagcagaa 

c ggggtcaga 



-48 



ccctcgccaa 
attttcaggc 
gccaggcttc 
ctcgcctgtc 
gcgccccccc 
ggeagccggg 
gcgcagcggt 
ttgatattca 
actgtattgt 
acggcttggg 
agaggaaaga 
gagagcgcgc 



tgccccgcgg 
tgtgaacctt 
actgagcgtc 
cccgcccccc 
cttttttttfc 
bagctcggag 
taggtggacc 
ttgatccggg 
ttctcgtttt 
gagattgctc 
ggtagcaaga 

g 



gcgcgtgtct 
ggtgggggtc 
cgcagagccc 
ggggcgggcc 
taaaagfccgg 
gtcgtggcgc 
ggtcagcgga 
ttt.tatccct 
aatttatttu 
tactccccca 
gctccagaga 



<211s> 1001 

<212> UNA 

<2133i Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (SOI) 

<223> baySNP4951, C5Q1T 



360 
420 
480 
540 
600 
660 
720 
780 
840 
000 
960 
1001 



<400> 79 

attctgtggt 

ttttttgtat 

aatataattt 

aaggcctggg 

atcaccaccc 

ctcatgctaa 

tccttagcct 

cacagctggt 

cgtfcfcgttga 

gacagttctc 

cccacatatt 

cacttgacat 

tctaaagcag 

atgacfegtaa 

ctyctgctgg 

tctgagattc 

gctcctttfct 

<210> 80 

«211> 1001 



gttttgaggg 
aaaaccttat 
cacagaaact 
agagagtccc 
ctacactcac 
tactttccct 
cagagatgaa 
cttcagtcct 
ttgcctgtta 
tgyccttgag 
aatcaggact 
tgggttttcc 
aattattatg 
aagtaaaata 
gattgttttt 
ntgcattggg 
gggccatcag 



agcaggggca 
gaaactacag 
aaaaacaaca 
tgctccagcc 
tctgaagtta 
ccctgcctcc 
ggaagctggt 
tctgttettt 
yagacccgcc 
gagttcaaag 
ggctcctgca 
ctcayatgga 
gaaggccatc 
ttaacattct 
ttctttaaaa 
tcaaccgatg 
ttcttcatgg 



aatgagtgec 
caaagtaaaa 
ateagtatgc 
acactggtag 
aagcataaat 
Ctcagcctga 
ttcacttgaa 
tcaaatctga 
tctgtgtaca 
tgtcacttac 
cagagaagcm 
ccctagtttc 
agaaattagc 
tctttaaaga 
acaacccctg 

ggggatccag 
gtcccctttt 



tttctgccac 
tgcgctattt 
agggaggtgc 
gtcctcacag 
caacagcccc 
gagcatccac 
agacaaafctt 
cccrggccca 
ccgagggccc 
tccctgatgt 
ctgagtggtg 
tttcattttc 
ttggatfcccg 
aaaaacaatc 
taactggtgc 
tggtgactag 



atttacttgc 
teat t tea tg 
tgaggagfcaa 
taatggtagc 
aactggaaag 
cctttcccta 
agttaagaaa 
gctcaagaaa 
aaaaatgaaa 
ctcactaatt 
get gage tgc 
tgtatacaca 
atgtaggaaa 
ccagcaatcc 
gtcatgtgtg 
tttgtagtag 



60 
120 

-4 n #% 
1DU 

240 
300 
360 
420 
480 
S40 
600 
660 
720 
780 
840 
900 
960 
1001 



*212> DNA 

<213> Homo Sapiens 



EmPfansszeit 31 Jan. 14:08 
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<220> 

<221> variation 

«222> (501) . . (501) 

<r223> baySNP4952, G501A 



<400> 80 
ggccgacctc 
cagaagagag 
ctctbgtatg 
tgagcctcct 
ctgctgcagg 
cttcagtccc 
gaaactttct 
gttacatbtb 
gctcccaaga 
cctttagttc 
tgccatattt 
cbatbttcat 
aggtgctgag 
Ccacagtaat 
agccctaacb 
ateeaccctt 
aaatttagtt 
<210> 81 

<211> 1001 



ttttctaaga 
gggctgggag 
ttagctgccc 
cagagaggga 
cggggctctg 
tctgtcccct 
aggggtctgt 
tgttttctct 
tttfcgcaggb 
tabgtcattc 
acttgcbbbb 
ttcatgaaca 
gagtaaaagg 
ggtagcatca 
ggaaagctca 
tccctatccb 
aagaaacaca 



bbggccaafcb 
bbetfcetgce 
cttcaacttc 
gbatgcagbb 
caattctgbb 
tgtctcctcc 
ggbacaaaac 
catcttgtaa 
rgcatcactg 

*gtggtgtt?.t 

ttgtataasia 
taatttcaca 
cctgggag^g 
ccacccctac 
tgctaafcact 
tagccttaga 
gctggtettc 



tccccagaaa 
catacacagc 
atcttgtgtc 
tctcgctgga 
tccatacagg 
ttccagaagg 
aggaegtttc 
ctctattatc 
tgttttcttc 
tgagggagca 
ccttatgaaa 
gaaactaaaa 
agtccctgct 
actcactctg 
ttccctttct 
gabgaaggaa 
agbcctbcbg 



atcatfcctte 
bbbacabbca 
tctaagbgca 
actggggaaa 
cttttggtcc 
atccagtgtt 
taggctcccc 
aatbgtccat 
attcttgtag 
ggggcaaatg 
ctacagcaaa 
acaacaatca 
ccagccacac 
aagttaaagc 
gcctcccfcca 
gctggbfctca 
t 



aafcctcctgc 
atccccctgt 
aacctcccbg 
ggcagccatc 
attrcbtctgt 
ettacatctt 
caactaacag 
ttgctttctg 
attcctgccg 
agtgcttttc 
gtaaaatgcg 
gtatgcaggg 
tggtaggtcc 
abaaatcaac 
gcctgagagc 
cbtgaaagacr 



<212> DNA 

<213> Homo Sapiens 

<220* 

<22l> variation 

<222> (501) , . (501) 

<223> baySNF4966, AS01G 



60 
120 
160 
240 
200 
260 
420 
480 
5.40 
600 
660 
720 
780 
840 
900 
960 
1001 



<400> 81 

aaagtccctc ctctafcbccb cbccatggac ccbgabggbc ctcattcatg bcagabgcca 60 

ttacagacaa ggacacagtc ttctwcaaga ccctgaagcc ctggctgggt aagtaactqt 120 

fSSSSS^ 9* c 9999acc aacttttgtg gccaggggaa gactctgccc ttgcccacag 180 

f 9 H ccgtactagg ggatgggctc ttgttaagtg ttggtgacaa gtggagacac 240 

caccgbcgct tgtgacgcct gccttccatt tcaacatcct galgccctat ataaagattt 200 

tcagcaagag tgcaaacatc atgeatgtga gtgccttgaa ctcagoatcc cagctgcagc ^60 

cttggggtgg agggatcaca cacaatbggg tctggaatgt tggctctcct gggtgggttt 420 

XSES^ 9 ctcccc f cct ccgtgccttg acttccccat gaggccaata atcctcacta 480 

aaaggtggta ggagcatgta rtggactoat gtctctgaca cttagtaggt ggbcagaaaa 540 

2252 cacattcttc bcacagaagc ccbgbaLct caagaaag^a Sgab^aSc too 

"5 a ^f ga9 ca ^tgfcggg tcaggtaggc agcbttgctt gbgccagcbc ifo 

agtbcbctca cababbbgga gctttgcbgg cbtcbggcbg acttaggatg gcctcaacta Llo 

ggacacotgg actbtbcbcc abgtgabbcb ctgccbStag abgac!?ccf Iggat^ctc loo 



EmP f anssze i t 3! -Jan . 14:00 
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acatggcaga gacaggattc caaggcagtg agaggaggat acaatgcttc tcabtagtta **60 
ttattattta ttttattttt gagatgaagt ctcgctttgt c ^ 1001 

<210> B2 

<211> 100X 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5019, A501T 



<400> 82 

ccfcgcatctc 

tgcatcaacc 

attggatctt 

acacaaafcct 

cccacttctc 

gaatgaatca 

aaacactgtc 

gtatctcoaa 

gctttetatg 

tctataccct 

aggcacfctaa 

ccatttaaca 

attctggfctc 

ccatatacag 

aagcacagca 

aatccccagc 

ccccaaggcc 

<210> 83 



ctcotgcaaa 

cctatggtcc 

tataagatcc 

ggtcaagtaa 

tgccttattt 

ggccactcct 

ccoagacccfc 

agagtctccc 

tggcacagcc 

tctgcgctgt 

cacaaatatg, 

ggtgatgaaa 

ctagtccaca 

gagaccacgc 

gctaccagca 

tcatccaatc 

atgccctcca 



gtgcctggat 

ttaccaaaeg 

agagaaagga 

tgtcccaatt 

ctctctctsjg 

tctcactcct 

cfcfccacctgg 

cttggtctgg 

wgttctcccc 

ggcctccacc 

etgcataaat 

ccgagaaatg 

accccagact 

tcacgttcag 

aaagccrcct 

cacccabcag 

gccaggggcc 



gcatcaggag 

ttcacaggaa 

aatcagagcg 

taacattctg 

tactccataa 

cggcttttct 

ctcttceect 

gctagggcac 

agcacaggac 

aggggcttcc 

gagtaggcag 

gctatgamat 

gac u u uCcaa 

acccccacac 

ttcacttgtg 

gatgcgagcc 

aagaagccac 



ctcagtaata 
attcttgcat 
cagcptgttc 
ggaagaggcc 
atgcatgact 
ataggtgatt 
tcctccttgg. 
ctccgtgtgc 
tgctcccttc 
tcacagggtc 
agcaggaatg 
agcagggabb 

yttCaCaaCfa 

tctcagacac 
ngacgctcct'. 
aggagagfccc 
t 



tctgctgaac 

cccttctgta 

cctttctcaa 

cccaggccct 

tcggacatat 

tcctccaccc 

gtctcaccgfc 

ttttatafcat 

tggaaactgg 

tgcacccaga 

tgfcccfctttc 

rgatgctcat 

geagaoatct 

acagacccac 

ggctcagggg 

ccgcctggca 



60 

120 
xao 

240 
300 
360 
420 
460 
540 
600 
660 

- 720 
720 
840 
900 
960 

1001 



<211> 1001 

<212> DNA 

<2L3> Homo Sapiens 

*220> 

<221> variation 

<222> (SOI) . . (501) 

<223> baySNPS156, A501C 

<400> 83 

cat^nn Wtgaegc atgtattcgc gcgactattt gattaatgct. «o 

ftl lit f acfca 9 atcao ftcatgtg&a aggtatggat tggttttgct fcfctacccagt 120 
tagctcccat gcctayctca gtacctggca cataatcatc atltactgaa agtggaatga 
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ccacttcaga agggcaccct gggtaagatt tctctttctg ttectacagc tatgttattt 240 

tatcttttga aaacaatggt gactacatgg acatgaagca ggccgacact acacagtatg 300 

tceccatgct agaaaggaaa gaggttecta aatattccga catccagaga tcacfcctatg 3 60 

atcgtccagc ctcatafcaag aagaaatcta tgttaggtaa aagtgtctat actcactctg 420 

ggtgttggga ctttccagtg gtttaatafcg atacttaaag tattcagagg gaagtgtata 4 60 

gggatggtaa gtgaacctgg magcccaygt ggtctctaaa tgcaggtctg cacaaccagt 540 

tcfcgtgacat gtttccaggt ttgtggcctg taaattgaaa agaafcaaaag ctgaeaaegt soo 
aacaaatttt ttaaacttta aatttaatag ttttaaagaa tttfccttggt gtgttcctgc . 660 

agtaaacatt ttwwaaaaaa aataactatt nattctgata taatgaactt ccttttttat 720 

tgctgecttt ttctttttta atgaaaatat ggtgafctgat tttttttaat gcccttactt 7 80 

ggcagaatta caagttggct gtcttatgtt ggttcctcac ctegcctttt ttcccttaag B40 

tfcfctagaagt ctctgatgta tafcgagttca gtaacccttg cttttacttt tcctaacatt 300 

caatttgtga taggaactct agagtagata atttgcagtfc atattttctg gaccagtgtt 960 

tctgfctgaat gtatttfcgaa ggtgggtcta fcctgcttttc a 1001 
<210> 84 

<:211> 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501). -(501) 

<223> toaySWP527B, T501C 

<400> 84 

agtggtgcga tctcggetca tttQaageuo cacutcccgg gtbcacgcca tttgcctgcc 50 

tcagcctccc gagtagctgg gactacagac gcccaccacc acgcccggct aactttttgt 120 

attfcttggta gagacggggt ttcaccgtgt taggatgctc tcgatctcct gaccttgtga 180 

tccacctgcc tcggcctccc aaagtgctgg gattaoaggc gtgagccact gcacccggcc 240 

cgagcbgoot hfcfctafcaage tattttatgt gefctatattc tacttctttt gatttgataa 300 

aggggttcta ccaccaaaaa gcagtttaaa acctctgcta tgggcaagtt gtgtgtaagt 360 

tccfcggaagg acagottatg gaggagaatfc ccagtaggct otggcaagtc aagtgtgctt 42 0 

tggaccgtgg gaaaggagag aagaggcatg ccatacagcc caggtggctg ggagacccag 480 

agacccagaa gggccagfcta yatggggcag aggcagactg actt;eetgag ctctaaaagc 540 

agcagcctgg cctccattct gctgtccggc tctgcagagg gacacaaagc aagacacgtt 600 

ctagacaatt ccctggttat ggtgtcagga cagctgggaa cccatggoca ggaggccagt 660 

gaggaaacca aggaaagagg tgacagagcc cgagctgggc aggggcagtg accccgggac 720 

tctgagaagc ggtggcaggc tggcggtctc caccctrcctc atccttagga tccccattgc 780 

ccctaagctg cttctggact cttctaggat ctcctctctc tcttcccttc cccccaggcc H40 

tcactccata acccccactt gcccacggaa gctgctacta gagctrccggg ctgtcctcca 900 

gatcccttgc cttggagctg ggacagagct gagcacgtgc ggggacctgg gggctctagt 960 

tcataccatg acataatagt tgctgttcac cafcgagaggg c " 1001 
<210> 85 

*<211> 1001 

*212> DNA - 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (SOI) . . (501) 

<223> baySNP52B7 # CS01T 

<400> 85 



<400s» 86 



60 

a20 

180 
240 
300 
360 
420 
480 
540 
£00 
660 
720 
780 



Sett????? afa^S^f a !^ g K 9CaC C 9 tttca 9 at gaaaggtatt tcccatcatc 
cccttttttt acagagtcta gaatgtcaca gcgattttgg ctgaagtaoq ccctaaaaao 
agccctttac tcagcattca ccccctgccc gcacatcclf cewtSb™ aga??????? 
SSSSSZ SSEEZ g C9CCaC ^ g ? aa C aatga ggcccattt? g???ggct?c 
^™™k 9 Wetctgcgt ctgcacgaca atggggaaga agbtgcaggt ccccagagaa 
«^ 39tt ttgctct S ct tgttgtctct gcagtatctc ggaagaegit acgaaat?gl 

faacSaaao SEES?? r" 9 """ at ^ ta »» S-L JSS £££££ 
9 atcaaa ^gt taaaccagga gttgaggtga gtggctgtgg gcgtceggqg 

?9 a f fc S c tga ygcagagtga ctgggtgtcc Igclgcltii gtSagggllf 
atgggaacct tgctggateg ggactgcctg ctcctagoag gaattgagag gaaalSa??? 
ggcaggcaag gatggcaagg actaggatcc acttatgeat ?tccatgf?I 
cacaaactga cagggttcct gcactcaotg caaaatagat actctgltS Saalallft 
caagaccatc tcttctgacc tccagtetgg gagagaagee gcttoSel? 'StSSSS 

cagctttgtt caaacacttl faggaactgg |agc?Ia??g StSSS' 84 0 
cagtccatcc catctctggg cagcttaatc tatcagaaag ctccttttct taveaaaofa Itn 

f?"??c?a? et*-* ctat * ?aaa * SSStcct SSSSSS '!« 

<210> 86 t^ctgagggc ttctaacaca ataafcwaafcc c 10 0^ 

<211> X001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<22l> variation 

*222> (501) . . (501) 

<223> baySWP5320, A501Q 



ctctgccaac ttgaatgaaa aatacctcaa tttgtatttt taagaaatoa ctaattaata *n 

il III ™ii JSS 25888 ~ S i 

SSS2U S5S2S: SSSS* s«gas 5SSSS2 ssfef 2< ° 

SHE SS si§» SSi EEi gi 

sssss Ssssa ^ssss sssss sessj as 

sssss ss; ssgss -~ »« 



300 
360 
420 
480 
540 
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cgtgctctag aaaaaacatt cctgtgcaca ttgttagagc ttggagttga ggctactgac 
tggccgatga actcgcaagt gcaggtagtg tgctacatga g 
<210> 87 



960 
1001 



<211> 
<212> 



1001 



<213> Homo Sapiens 
c220> 

<221> variation 

«222> (SOI) . ♦ (501) 

<223=» baySNP5324, T501C 



<400> 87 

acgaacctgg 

atcgatggag 

acaagaagag 

gctcgccact 

tacagatgafc 

tctctctctt 

caaaeaccaa 

atgattgctc 

gccctcgcct 

cccagatccc 

gtttgtttcc 

cgggacctgc 

ttgeatgcaa 

tgccaagaga 

atgtggccca 

actcacatcc 

ggtggggact 
<210> 88 

<211> 1001 

*212> DNA 



<213> Homo Sapiens 
<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP5373, G501T 



gggagaagct 
atggccaggt 
aatcgcagct 
tagcctgccc 
gactgcaaag 
ctcgcgcgcg 
ttgattgact 
tttctccttc 
cttccatcca 
cctggggagc 
tcttgtctgt 
tgggagggac 

ggcattccag 
ggagggggtc. 
□actggctgc 
gctcatttgg 



gaccgatgag 
caattatgaa 
tcaggaacaa 
gcctgacctc 
tgaaggcccc 
cactctctct 
gagaatctga 
ttccctgagt 
ygtcttocaa 
ctcfcgcccfcc 
catcttattt 
aagaggcccst 

aaggactgJtg 
gagggggcca 
tgttctgaeta 
ccaetctgca 



gaggtggatg 
ggtgagtcaa 
gcccccagat 
ctctctctct 
ccgggcagct 
tcaacactcc 
taaagcaaca 
ctctcfcceat 
ggcctgatgc 
ctccagcccg 
tgggtgctgg 
yccccaggca 
gcagatccca 
ggggcgttga 
actcacagaa 
ccatctgatt 
aattggactt 



agatgatcag 

ggccaggctt 

ccctcttgtt 

gcttcactcc 

ggcgatgccc 

cctgcgtacc 

aaagatbtgt 

gcccctcatc 

attcataagt 

gatggctctc 

ggtggctgcc 

gaagagcatg 

gcagcctgct 

ggaattgtgg 

ggggactgac 

ggctttctga 

sr 



ggaggctgac 

gatctctgga 

ggggagggcc 

acagagtttg 

gttctcttga 

ccggttccag 

cccaagctgc 

tcttcctttc 

tgaagccctc 

ctycattttg 

agccctgtcc 

ccctttgccg 

ggggcagggg 

cgttgactgg 

agtgggcaac 

ggtttggctg 



60 

120 

lao 

240 
300 
360 
420 
480 
!>40 
60D 
6*60 
720 
760. 
B40 
900 
960 
1001 



<4 0O> 88- 



agacatccct tctatgatgc tctctggggt tccctctggg ccatcccctt tgggagggca 60 
ggagaaagag gacagtggga ggaggaagga agaggcfeaga gagtagggca cglgcllagg -Jo 
aagctgccct catcccgcct cttgccctcc tgttcctctc LSctglta bteStttSg ~li 
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ggaagtctga 
ccaactccat 
agaaaattga 
aacagaaaag 
tgtttatcaa 
aaaacgggac 
aacaaaggcc 
ttcttgccac 
ttagcttctt 
gtcattttcc 
gaggggcaga 
cctccccggc 
ggagttccca 
tctgaaatga 



cctagggaaa 
attcatgtcc 
cctctggata 
ctactcaggt 
ggatccactc 
accaaagtca 
tcattctaga 
attctacatt 
tgttggcctc 
agtacagcct 
tactttttat 
ggtggagaga 
cttcagaaaa 
tccaaaccac 
<210> 89 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP5375 f C501T 



taggacttcc 
.aaatgtttta 
atacaatgaa 
tgcctggaag 
agatcacata 
kggtaaagga 
cgtgcttgaa 
ccacaagtcjg 
aagaactaac 
taacaactgt 
agytcagtcc 
cctcccafctt 
catcctccct 
ctaactggaa 



54- 



tttccgttca 
taaagtataa 
caattgngaa 
gacagacagg 
aatcttggat 
aagaaattac 
cggcagcccc 
agttagtctg 
atcttccfcgc 
tttctttgac 
acacegctaa 
tgtgggcatc 

gaaagcctga 
gtctctcaac 



gcctagggta 
aaagttgcca 
taaaagagct 
ccaagtcttg 
tgatatccag 
acatgtatac 
cgtgtatttt 
tccacaagct 
cctttctagt 
tcttccagaa 
ttatccctcc 
cactgctaag 
gaaatattac 
t 



ggaatagctg 


240 


Cttttctttg 


200 


gcctgccaag 


360 


aagattgagt 


420 


ggctcgataa 


480 


taccagaaca 


540 


ctttgccttt 


£00 


agagttagtc 


660 






gaggtgcatt 


780 


cctgtggcct 


840 


coaccaagct 


900 


agtgatgtcg 


960 


< 


1001 



<400> 89 

ccccggagta 

tgcatttact 

tggcctggtg 

caagctctcc 

atgttgtcca 

tccctaggaa 

aaactttttg 

gctcagtgtt 

gaggcagcaa 

aggttagcca 

attttgtgga 

cacacacaca 

agagagaaag 

caagggacta 

ggatgctcct 

tttcaaaahg 

cacttatctt 

<210> 90 



cagcctgtca 
ttttatgagg 
gagagacctc 
agaaaaggag 
aaccactctg 
tocgatcatg 
tatctcgaca 
ggtcagccta 
aaagactctc 
gcagccacag 
ttcttaatga 
ccaatgacca 
agagagagat 
caaactattt 
aggatcccag 
aaatatacat 
tcttcgtgtg 



ttttcctaac 

ggcagaagyt 
cctggccctc 
ttcccacatc 
aaatgactaa 
ggacacaaac 
ctctgcaaea 
gaattccaaa 
ytattgctaa 
tttaggaagt 
gtttttaagt 
cacaaatttE 
agtatagtct 
aaatgntaat 
aactgtcttc 
catcatttca 
ggtaaaagaa 



aantattttc 

cagtccacac 
ccattttgtg 
ctccctgaaa 
cfcggaagtct 
ctgattgaat 
ttctctcctg 
ggacaaggag 
aaggatactt 
cactctaggt 
tctagggttg 
gaattgatat 
gtgtatgtgt 
cttactcaaa 
ctgcaaaaga 
taattgcatt 
tctgacatta 



tttgactctt 
tgctaattat 
ggcatccact 
gcctgagaaa 
ctcaactgtc 
gcaaattgga 
aagtcccagg 
caagctagaa 
tgtatttgtt 
tatcactgtg 
tgtatgtgtw 
ccagggcttg 
atctcactgt 
Cgaaattctg 
aaaaggaaaj 
atcacccgcc 
c 



ccctcccttg 
gctaagccac 
cattacagtg 
tttottteoe 
ccaagaactc 
tgaggcttcc 
agctfctgtct 
atcatcaact 
tgggttatct 

tatatataya 
agaaagagag 
actctgagct 
aatacaaact 
atatactgca 
attgcattac 



12 0 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (SOI) . . (501) 

<223> baySNP5376, A501T 

<400> 90 



C 2?^ ? gt 999oatccac tgctaagcca ccaagctctt cagaaaagga gttcccacat 

SSS B f* f*? ct * a S aa atattaca^t gatgttgtcc aaaccactct iaaatgacta 
tctcaactgt ctttctttcc ctccctagga atccgatcat gggacacaaa 
tgcaacttgg accaagaacit caaacttttt gtatctcgac I?tctgcaag 
gaagtcccag gtgaggctfic cgctcagtgt tggtcagcct agaattccaa 

aggacaagga gcaagctaga aagcttfcguc tgaggcagca aaaagactct cytattpcta 
SFF^K tattatca * d tlgfltagcc agcagccaca gttSg^ag 

tcactctagg ttatcacfcgt gtgggttato tafcfcfcfcgtgg attcttaata aattettaao 

££35£ S£££g Wtatatat ^ "—Id? atcaatgat! H222S 

la teS»?f S *f f ? 99 °" 9 a 9 aaa 9 a 9* gagagagaaa gagagagaga tagtatagtg 
tatctcactg tactctgagc tcaagggact acaaactatt taaatgttal 
a ^aaattcc gaatacaaat tggatgctcc taggatccca gaactgcctt 

SEES atttcaaaat gaaatataea f catcf ttte 

tatcacccgc cattgcatta ccacttatct ttcttcgtgt gggcaaaaga 

atctgatatt acaaacttee nrt!r.a» a h 0 rr ^r._r_ yay y 



60 
12 0 

aao 

340 
300 
360 
•120 
'180 
1540 
GOO 
660 
720 
780 

a« C9 at« t a^c-«« g«5£^ c£»««c agagSK allaSI lii 

ssssg sasas sssss ssssss j 

<211> 1001 

<212> DNA 

<213>* Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 

<223> baySWP5377 f C501T 

<400;> 91 



tgggcatcca ctgctaagcc accaagctct tcagaaaagg agttcccaca tr*f*r.nr*rr,* 

i I iill t~ asss= &s sS 
» sees SS' ssss sjsss: ss sss 

ilil S s=S r~ ssds 

tacaaacttc tqttaaaat^ tttcttcgtg tgggtaaaag aatctgatat 

C c 9*t*aaata gccctttttt cagagatgaa aaagaatatc aaagaataat 



60 
120 

aao 

240 

noo 

360 
420 
460 
540 
600 
h"6Q 
_Z2J)_ 



780 
040 
POO 
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taaaggtaag gatgcaaaaa tttgtcatat gtgaagatgt tcccactaac cagccacctt neo 
ectggggcta tgatctgacc catgcctctg gcgctggrgai t 1001 
<210> 92 

<2ll> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 



<22l> variation 
<222> (501).. (501) 
<223> baySNP5517, A501G 



<400> 92 

tccaggatgg 

tgccatagat 

gtggtataag 

ccattgtcta 

tttfctctttt 

ccgcctggaa 

aacccaaaga 

aaatgfcggct 

actttattta 

tgtgcccgtt 

gttaattgaa 

cttcagaagt 

tacfcttcatt 

cctcccfcfltt 

gtcttcatgt 

acagaaccag 

atttttaaat 

<210> 93 

«=211> 1001 



ctggggaatt 
ttcataaata 
gattaataag 
ttttctcaaa 
tcaggctctg 
gcattacaac 
catgacgacg 
tttgtattaa 
tcgtcttcac 
aaacctccta 
catattttta 
gtggaaatct 
tatgcttgct 
atttggagga 
ttatcagtga 
ccacccttcg 
tttattgtaa 



actgtaagca 
acacgtttca 
atactaatag 
taatgaattc 
tcaacagact 
accaaccacg 
ttccgcagtg 
atttggaagg 
raaactattt 
aaggatgaaa 
aacaactgta 
tcgggtttat 
agaaacattt 

gttctgccat 
Cttgactaca 
gcgtctacat 
agaagtgtaa 



acaaactcag 
aatatacata 
aatattattc 
taaaaaatgc 
caatagaaag 
aggccgatga 
cctagacaca 
tatggtgfctc 
gagtagaata 
ttgcaccfcat 
gttttgggca 
ataggaaact 
tctaaatgat 
ottttattcg 
agtaaagcag 
gcattgtctt 
tgactagctc 



Ccaacctgca 
ccatttaaaa 
aatttgtcgt 
cagacttaat 
actcccagtg 
ctggtgcgtc 
cttgggacat 
agaactatat 
aatggaaact 
tttacactta 
acttctcact 
agtttttttt 
agtgattagc 
gtagtgacag 
aaaacagttg 
agctctgagg 
t 



catcagtcag 
gtatattcag 
aacctttctg 
aggtcttagg 
tataacaaag 
cccagcagag 
cggaaaatcc 
tataccaagt 
gaattccatt 
tattttcaoa 
ttgtggtaga 
t.tttaagaaa 
tgg.tt.ag.cc a 
ctgtaatatg 
gcctgtaatc 
ttaatttacc 



<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5518, C501G 



.60 
120 

. 180 

, 240 
300 
360 
420 
480 
540 
600 

. 660 
720 
700 
340 
900 
960 

1O01 



<400> 93 

g^itsaca aagctgcctg gaagcattitc aacaccaacc acgaggctga tgactggtgc 60 

gtccccagca gagaacccaa agacatgacg acgttccgca gtgcctagac acacttggga 120 

catcggaaaa tccaaatgtg gcttttgtat taaatttgga aggtatggtg ttcagaacta i80 
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tattatacca 

actgaattcc 

ttatattttc 

acttfcgtggt 

ttttfcttaag 

agctggttag 

cagctgtaat 

ttggcctgta 

aggttaattt 

atctatgcca 

atttttatac 

ggcaaagcaa 

ttggaaaaaa 

ggctagagcc 

<210> 94 

<211> 1001 



agtactttat 
atttgcgccc 
acagttaatt 
agacttcaga 
aaatactttc 
ccatcttcct 
atggtcfctca 
atcacagaac 
accattttta 
aaatcatggg 
tgaaaacaaa 
tatgtctcca 
atagagcttt 
tagaaatatc 



tuatcgtttt 
gttaaacctc 
gaacatattt 
agtgtggaaa 
atttatgtct 
sttatttgga 
tgtttatcag 
cagccaecet 
aattttaetg 
ccatcttt^c 
caaacaaaet 
aaactgaact 
tctgcatcct 
actttttaaa 



57- 



cacraaacta 

ctaaaggatg 

ttaaacaact 

fccttcgggtt 

gctagaaaca 

ggagttctgc 

tgacttgact 

tcggcgtcta 

taaagaagtg 

fcaagtgtact 

agcagccact 

gattgcttgt 

actceagata 

atgcttocaa 



tttgagtaga 
aaattgcacc 
gtagttttgg 
tctataggaa 
ttttctaaat 
catcttttat 
acaagtaaag 
catgcattgt 
taatgactag 
tctgattaat 
aaaatagaga 
tgagatfcacc 
cactgaatcg 

g 



acaaatggaa 

tattttacac 

gcaacttttc 

actagttttt ■ 

gatagtgatt 

tcggtagtga 

cagaaaacag 

cttagctctg 

cfcctcfcgtgg 

gcaaggggaa 

agaaattgag 

tagaaagctt 

gaatccctag 



<2X2> DMA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP5564, G501T 



<400> 94 

tctccttaga 

ttttagggao 

aacatgtgtg 

gctgaaaaag 

ttttcactat 

atccaggcag 

gccaasttca 

ccactgtggt 

tcatcctggg 

aggtctgccc 

ctgattactt 

aacatcaagg 

tttggataaa 

caatgtccca 

aagatgtcga 

aatfcttccca 

tggagtttga 

<210> 95 



gaytttcctg 

acttaggtga 

aaagcagoaa 

atggatgctt 

tccttaggca 

caaoaaaaag 

agctttttta 

gagacttrtaa 

aaaggtactc 

tccctccctg 

tataaaagga 

gggacaatca 

actaattaca 

aaacatgctg 

aotgtggcaa 

ccatctttcc 

ggtatacota 



kccgtggt.cg. 

taacaattct 

agaggcactg 

ccaatctgga 

aaacttctcc 

tgggtaaafcg 

aaggcagttt 

caactgtcaa 

kcagggccne 

cccagctcat 

ggttccagcc 

gagaaggaco 

tggggcctct 

cctaagaggt 

ttttaacttt 

tcttaggaga 

gagtacctcc 



aacaatgaaa 

ggtattcttt 

gcagaaaaca 

ttcaatgagg 

ctyttgcatg 

taaagaatgt 

attcttggac 

atgtttaaaa 

ctccccctct 

tctccacagt 

cagcattaac 

cccattgcca 

gattgtccag 

acttgaagtt 

tcaaattgat 

cttgcctggt 

agaacagatt 



agkccctcta 

cccagacatg 

aecfcgaacct 

taccaacttg 

cagtgcctrt 

tatstaaatt 

aggtatggcc 

ctcccacagg 

ggctgcccct 

gagataacct 

aaggscaaga 

cattctagca 

ttatttaaaa 

ctctagagga 

tctatccccc 

gaaaatcato 

t 



a^aa^-a^&cg 

taacaagagt 

fcccaaagatg 

tcgcactcae 

atacatatag 

tcatgaggag 

agagatggtg 

tttaatfeakt 

ggcaggrtcc 

gcactgtctf 

gcgcaggaag 

tctgttgggc 

tggtgctgtc 

gcagagggaa 

ggcgataacc 

actggtcttt 



240 
300 
360 
420 
480 
540 
(300 
660 
720 
780 
34 0 
900 
360 
1001 



60 
120 
1B0 
240 
300 
360 
42 0 
480 
540 
600 
660 
720 
780 
940 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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Le A 36S02 



58- 



<220> 

<221> variacion 

i 

<222> (50X> . . (.501) : 
<223> baySNP5569, T501C 

<400> 95 

ttafctccatc aatgtfctcaa ggctgattct aaactggaag aaaaaaaaat ttcctagttt 60 

atttgctgaa gatgtcactt cttttgttac ttctttatag ttccccacca ttgafcttttt x20 

ttfctaatgcc ccaggatgta cagataacec ccatattcca cacctggaac tttttttttg nao 

tcaggttttc aaataaaacc aaactacagt gacaagataa tgttttacat gtaattccat 240 

agacaggggt caattaatcy atgacacctq acttcaatgc ttcttttagg atttgtgacc 300 

ctctccaaag tcatttaaag ccttgctcta aactcacagg tgggccaagg ccacacagcc 360 

aacgtgccat gtgctacagc caaaatgggc cgtggccatt gcctctcctc acgtfccccag 420 

ccttcaccat gtccttctga taggaagggc ccagggcctc tgttccttcc ctctacagtg 480 

atacatgtct taagaagggc ygtggctccc atgccccacg tgaaaayggg cctacctgga S4 0 

gggccccagg gtgacaggcc cagccacacc cctcfcactgc tctttcttga cagtggaatt 600 

ctgagctcca tcagchtcca gaeattaggs, gaccacactr occtgttgat catccctgga 660 

ggaggccagt gagggccccg gctcagttcc aggaccaggc ctccaagctg ggacacaggc 720 

aggttctgcg gacttcggto tcctaaaagc aggcacttgt ggcggcctga tgctctgggt 780 

aactotagcc tccctgatga ggaagtcacc gaaatgttca cttcctcaag ttccagagga 840 

ttctgtttct tactcagaca gagccagtat tgggagttgg ggggtgcgta tccaaaatat 900 

atgaatatac acaatcaggg yttaaggtac fcggatgatat tgtataaatt gctaaaatgc 960 

ttttctcggc acaactggca gattaaaaaa ataccttcct a inni 

<210» $6 J - uyA 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501).. (501) 
<223> baySNF5716, C501G 

<400> 96 

atctcageat eccocaogag. aataccactc aggtcaaaac atgatatagt gaagtgggga 60 

tgaaaaggat ccaaccatgg gcagaacctg gggtctggtg ccagtggaga cagccccagt 120 

^™ S 2 93 Ka ^ ttcc 9t tggagggtgg gtatgatgac tctcctgaaa 180 

gcttccctcc etecagtcca gatggeccct ccatccctca acgtgaccaa ggatggagac ->40 

agotacagcc cgcgctggga aacaatgaaa atgcgatacg aacacataga ccacacattt 300 

««^? aaaga cac 99° cac 3 tggaaggcga gggcctttgc ccaggsaggg 360 

gagaaacact ggggagggag ggagaaggga aagcaaccag aggcattcca cetgcaaggc 420 

gtcgggccct tggcaggtga ccagtgagag gtagccactg ggacgeggcg atclctaggc 480 

Hf^? 9 CaCC ' BCcct 9 t cto ttggtgaagc aaccgaggtt tggaaaagtg 540 

gcgtggcttg gccaacgtga acagctgacc ctgagtcccc aggcaacaga agaccctctg 600 

*?Zl??tt*t 9f tt 9aaagg ccactgggaa gaaggtttto aaaagccatg aaagtttggg 6 60 

gfctatttcct cagaggaaeo ccatctggac acacatggag gctcagacai agctgcttlt 720 

aatgagtcgg gggtgcgccc aggcoagggc tcggtccccc gcccccacag agcccagaac -780 

agaaaccaca gaaocaaccc eaeaccttca gtccagaaae ggggcaactg aggctagrag .340 

Sgaggtgggc oagtggtgga gccaggagcg ggccctgggg tcctgaaccc ccattctcag 300 



EraPf anssze i t 31 Jan- 14:08 



1111-.% nw r\o— iv rL 



Tt *^ o^r j.^ a b. ib/jy 



59 



ggtccagagt coagtcggcc tgcactgcgt tcctraaaag gccacaatat gggcgcaagc 
tgccccagaa gggctgggag ctgagaaggc tcaaaatagg g 
<210> 97 , =™» w 

<211> 1001 . 

<212> DNA 

<213> Homo Sapiens 



960 

1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5717, A501G 



<400> 97 

tgagggcctt 

cagaggeatt 

ctgggacgtg 

agtaactgag 

CGcaggcaac 

ttcaaaagtc 

gaggctqaga 

cctgccccca 

aatggggcaa 

gggtcccgaa 

aaggccacaa 

agggtgggac 

ctgacaggtg 

gatccacggt 

agcgaagccg 

gcctcaccct 

gcatggccct 

<2io> 98 



tgcccaggsa 

ccacctgcaa 

gtgatcacta 

gtttggaaaa 

agaagaccct 

atgaaagttt 

cagagctgct 

cagagcccag 

ctgaggctag 

cccccattct 

tatgggtgca 

aggtggctcc 

gsgt ccccgg 

ggtgagagag 

agggfcccagg 

cagCgccaac 

gccagccctg 



ggggagaaac 
ggcgtcgggc 
ggctgtgtgg 
gtggcgtggo 
ctgggcaggg 

ggggttattt 

tctaatgagt 
aacagaaacc 
ragggaggtg 
cagggtccag 
agctgcccca 
agggctctgg 
tgccatccg© 
aagccgcagc 
tgggagggat 
ccacaggaca 
gagccctcca 



actggggagg 
octtggcagg 
tcagcaggtc 
ttggccaacg 

aggggttgaa 

cctcagagga 

cgggggtgcg 

acagaaccaa 

ggccagtggt 

agtccagtcg 

gaagggotgg 

gcctcagtgt 

sgtgctgtcc 

aggcctgggg 

ttgcagctgc 

gcaagaccga 

ccaggcactg 



gcgggagaag 

tgaccagtga 

actstcctgt 

tgaacagctg 

aggccactgg 

atctcatctg 

cccaggccag 

ccccacacct 

ggagccagga 

gcctgcactg 

gagctgagaa 

tgtcaatgtc 

gtgggcggga 

tatggcagga 

tcccacgggc 

gaccctccag 

g 



ggaaagcaac 
gaggtagcca 
ctcttggtga 
accctgagtc 
gaagaaggtt 
gacacacatg 
ggcfccggtcc 
tcagtctaga 

Qcgggccctg 

cgttcctraa 
ggctcaaaat 
aggggctgca 
cotqagggag 
gctaggagcc 
accgggccag 
aacgcccaca 



<211> 1001 

c212> DNA 

<213> Homo Sapiens 

<220> 

<22i> variation 

«222> (501) . . (501) 

<223> baySNP5850, A501G 



60 
120 
180 
24 0 
300 
360 
420 
480 
540 
600 
660 
720 
760 
340 
500 
360 
XOOl 



<400> 98 



tacatgacct gotagagact aaatatttaa tccaatacag caggagacfct ccaraacttt eo~ 

gcagcacoag ctttaaggtt aaacctggca tctgtacaal tga?tgf?gc cc???ctaSt -SS 
catcctcaca aaggattcat atcccaggta acattactgc catcg?agg ?ccalaag?t ISO 



EmPf ansszei t 31 - Jan . 14:08 



-60- 



fcgtctgtgcc 

caactatcca 

agaaggccta 

agaggacaag 

aagttgtctt 

gaattgggga 

caaattgttt 

tcttgtttct 

atttaccatt 

aaattafctct 

tgtcaaacgc 

cttaaaaacc 

agccetaaca 

aagtgagata 

<210> 99 



ctacccacaa 

tctacaattc 

gaccctgttg 

tccggggtgfc 

cacataggtt 

gagaaaggga 

aattaagtat 

gggtccttta 

aagttagtct 

caatcccaaa 

aaagaagtct 

cataatgatt 

tgtaaactct 

gaggtatata 



tccctgcctg 

cccataaaca 

ggggagacga 

taagtgtccc 

gctcgttgga 

ragtagacag 

tttcagtatc 

ccctcgttgg 

ctgcaaaaga 

aagttcagta 

cttcctattc 

taacataaaa 

tgcattat^a 

aaacacttta 



gcctcatgat 

goctctgttc 

cattcctgat 

ctggagctgt 

attagactct 

gccaatcatc 

atgcctgatc 

ctgcaaagga 

aacaccattg 

caaaatatag 

ataaatcact 

gcaaacaccc 

aggtattaag 

gaaatgtcta 



aagcgtatcc 

ccatgtgtcc 

tgtagcacta 

ctgatatcaa 

tctggacttt 

aagcaagcaa 

ttacccatga 

tctccaagag 

aaatacaaac 

ctatagagaa 

ccgacaaaca 

Caaacttcct 

tgatgttttg 

c 



ttgagtctgc 

tcctggtcaa 

cttgtgccec 

tattccccca 

agcactgata 

tattttctta 

gaataatctc 

gtatacctag 

tacttaccta 

gttataaaac 

aaaattcaaa 

attttctgta 

cataatctcc 



<211> 1001 

€2122.1 DNA 

<213> Homo Sapiens 

c220> 

<221> variation 

<222> (SOI) . , (SOI) 

<223> baySNP5959, A501G 



240 
300 

;i6o 

420 
480 
S40 
600 
660 
720 
780 
04 0 
900 
960 
1001 



<400> 99 

ttactgcatg 

gactacaggc 

ggfccttgctt 

cagcttccca 

taaaaggaag 

ggaaatccca 

aatcactgat 

taaaagatgg 

gccaaccact 

atcccttggt 

aagttagaag 

ccagggaaga 

ggagagaaaa 

ccccactttc 

gtatgatgtg 

caatattggg 

ggttccoctc 

<210> loo 



ggctcctggt 

Ctatgceacc 

tgttgcccac 

aggtgctggg 

atttatttgc 

aaactaaagg 

aacactccag 

taaaccacaa 

gtcgaatgtg 

fctcacactgg 

caattttaca 

gtgtaagaaa 

gaccatctca 

tgccctctga 

taacabcgat 

tactccgagg 

agccctggaa 



ctcaagcaat 

atgcctggct 

attggtctca 

attacaggcg 

ttattfctctg 

tgaaaataaa 

catatagaaa 

accaagagcc 

rctgcccacrc 

gggccttgcc 

cctgaagttg 

gaggacagga* 

cggccttcgg 

atctcatacc 

ccaaggcccg 

ocaaatttgg 

aggcacacaa 



tfccccccatc 

aaattttgta 

aattcctggg 

tgagccacca 

cctatgaaag 

atcaacctgc 

atataggtat 

aaaccatgcc 

ctcttaacac 

etggactatt 

aacgacttcc 

aacaattctc 

gcacaaaccc 

ttgcttccac 

caagtagcac 

tttgtagaag 

agtgtttcag 



tcagccttot 

cttttttttt 

ttcaagcaat 

ctccctgatt 

cagtacatat 

agtagcacca 

gacttctcaa 

tgacttaacc 

catcttctca 

cactttcttt 

aaatggattt 

ttgacattat 

ttggcctatg 

tgattctgga 

tggatggaaa 

tcatacacat 



gagtagctgg 

ttagagacag 

cctcctgcct: 

ttctgtattt 

fctcfccaggag 

cgaagagaaa 

cgtgagactfc 

agaaacaaat 

ggtggctgac 

tatccagctc 

tagcatagac 

tttcaaggca 

taaatagagc 

tttttttacg 

gettcccatc 

tctccatatg 



<211> 1001 

<212> DNA 

<2X3> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420; 
460 
540 
£00 
£60 
720 
780 
340 

• 900 
960 

1001 
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<220> 

<22 1> variation 

<222> (501) . . (501) 

<223> baySNP6l51, T501G 

<400> 100 

ccagctttco aaagtgctgg gattacaggc aggagccacc acccagccac aaaacttctt 60 

aaaatataat gcattgttga gtgtgggaaa aatttgtttc tggaatccta atactaattt 120 

tcatgtatca ttgattagcc actgttttat ctgggcttaa acatctttgg catgtttagg 160 

geattttgat ttttcatgca gttatataat ttactaatag ataataggtt ttgtacagag 240 

teeacattaa aatagatgtc tgataaat&t ggtataggta cecggaaaga aatactctcc 300 

ctgaacttca ctgatgaaaa aggtagatcjt ttttctgtct ctggctcatg ggagaaacta 360 

aagcactgtt tgtaccgtca gccatagatt aactaatcct gtgcttctca gataattgtt 42 0 

tttttctgat aatagctgtg tctgaagatg gcttctaaca ttgagcagea cagattttaa 480 

actcactact gateagtgct kttaaggtca ggagaggtaa aaatagcagc atggctaatg 540 

agttaccttt gtgtttaatc tctttataac ttgttaccag ttcaaatgac agatttaaga 600 

aattgfcgtat tattttagga atactgtatg tctgagtatt tgagaatgag cggcatctat €60 

tggggtctga cagtaatgga tctcatggga caacttcatc gcatgaatag aga^gagatt ^2 0 

ccggcattta ttaagtcttg ccaacatgaa tgtggtggaa taagtgctag tatcggacat 7 80 

gatcctcatc ttttatacac tcttagcgct gtccaggtaa acactaatca aaattgcaac 840 

gatcttgata gtatgttctc ttacttcaga gttggaaatt gaaactgtat . fcaggatttgg 900 

tcaaaaagtt ttgttacaag tgaagctgtc ctacaaggtc aatgatgtaa tggcatgtat 960 

tagctgaatc taaagttgat gtgagttcta aaattacact g , 1001 

<210> 101 

<211> 1001 

<212> ONA 

<213> Homo Sapiens 

<220» 

<221> variation 

<222> (501) • . (501) 

<223> baySNP6236, C501T 



<400> 101 

aacctacaaa atgggagaaa attttcgcaa cctactcttc ggacaaaggg ctaatatcca 60 

gaatctaaaa aacacafctaa taaaagctut gaatccacat agatcactcfc caacagaaag 120 

atgtctccag atggaagatg cagctggaga tcaacagtga acatcaaagg aoatattcag 180 

tgacctccaa tcttccatct gatcgttcot aggaatggga ggggcacagc cagcatcccc 240 

atatgcagaa aagtgataag agatcccgfcg atttactacg tfccacttccc cagagatgac 300 

tacagcatct ctgcaacctg tgttaacttt cttcggccat ttggacagga aaatggaaag 360 

atactaaaaa ataccgtaac gaaatactgg ccagtgtaat ttttgaaatt ttctccaacc 420 

tgagcatctc aaataccttfc atctgaaatt ctactcttct ataatatgcc taggatagat 480 

gtaccccatc ctactcagca ytttaaatag aagtaggtta ttccaccaaa agctcaaatg 540 

cgtccaagat acaaaataaa tagtgaccat atgaactctc tattctatca taacagttcc 600 

tttcaaggtt tcagacaaac atattatttc cttgtttttt cttcctaeag teactttagg i?60 

aaqcfc rcctcfa gcataaagag tttgctagc a tacata ccac aacta cttta ttttccatat 720 

aagcataatc agcaagtata actgtttctc aatthgttaa agcctaccatr~saaarcagtt 7fr0- 

caagtaacta accttgacta gtacaccata tgtggattac accatttttt ccttcttttt rt40 

attgtagttt ctctacgtga ttttaaatgc tagtggatgc ccagatttag ctagaaattt 900 
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cacctattta tgaaaatgaa tgagtgcttt ttctcacata gaggtgattt tatacttatt 960 
tgcccaacga tceacccaaa atcccacgtg gaaagaggga t 100X 
<210> 102 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22X> variation 

<222> (501).. (501) 

<22 3> baySNP6277, C501A 

\ / 

<40 0> 102 

ggtgtcttca tcttcaattfc gggtttaafcg ttatagaaat aaatgatgat aaacitctaac 60 

taataaagga aagagaatat ttggttactc agatccattt ttaacctctg gtgctgtata 120 

aagggaatat taaactagat gtaaatcaaa gtatatgttt ggcecatttg agcattttgg ibo 

aatatttgag aatgtatgat acatgtaaaa ttaaaaaaac tattagaacfc gtaccataat 240 

tatgttgaag gtagaagfcga fccttcaaaga gatggccatt aacttagcag tgggacctca 3 00 

cttttacaag cactgctcta gatatacttg aagaatttaa takgtacaga agtttattct 360 

ggataataaa taaataagga tcacmctgta ttaggggtta tggcaacafct atbgaatttt 42 0 

ttatgtacat aaagccatat gtttagggtg gtttctatot gtctfcgtttt tcacttatat 480 

aacactgtga acttctaaag maagaggata aaagaagcat gaatgaaaag aatgrcatfct i540 
caaaaaaatg gttcaatgaa aaactatage taaaatatgfc aaacctttct aggtaaaccg . 600 

cttgccttca tcttgagtcg gaatatattt aaataaattg tgttatctct tgccaaacat 660 

tttgctagtg tttatttaaa aacaaaatgt tgtttyttaa tgcatfctaaa tcagttttgt 720 

attgtgcagt aaaatgtgag saaatayaaa catttetatt gtattttaaa tgttaaaaea 730 

caaaagfctca ataaaccttg aagttgatta gtagtttttc tagaacacct ctaaaagggc 840 

cctacaggag raaagacgga atttaaaatt agtatgacat; taggaaagta actgatagga 900 

aatgtaaaac tttggaaaga gaatagaaga cttatgaagc caaacagatg agaactatcc 960 

tttttatttc actaatatga aattttcact aattattata a 1001 
<210> 103 

<2£l> aooi 

<212> DNA 

<2l3> Homo Sapiens 



<220> 

<221> variation 

<222> (501). -(501) 

<223> baySNP6313, A501G 

<40Q> 103 

agtrct^gg* acacagggcc aaccttgttt ccttgttgcc atctctgaac acagccttca 60 

tctgattacc tcctccatgc ocgactgtgc ctagcacaca gcaggtgoto aatgtttgct 120 

cttgaaaaag agtcttatcc atgaatgtaa atgttcagtg ctactaaaac ctttcttgtc 180 



EoiPfan&szei t 31 Jan. 14:08 
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cattcagatt 

fcgcggccttg 

gctgcagtga 

tcaaaagaaa 

atgggatgtt 

tgtgggtgac 

ctgcctcagg 

ctaaagggaa 

aatagttgtt 

agfctttccca 

gaagatgaaa 

ctctetgaga 

aaaaggattc 

ggaagttcct 

<210> 104 

<211> 1001 



tceaaacaag 
gtgtttcacc 
gtatgaegca 
acatgtgtca 
attggtcttt 
tgatcagagc 
agttcactga 
atcagaccca 
ttgtaaacaa 
ccttggggag 
tggcagacct 
atttgaagca 
agtgagggtt 
caggcattct 



aacctgaaga 

accgacccca 

cacccagatt 

gtgcctgagt 

attttattga 

rtccatttat 

aatgtaggct 

tgctctctga 

agagtgtctt 

cagagggtga 

agtagaaafcg 

aaggattaca 

ggcctcccct 

ccctttttat 



agaatcactg 

acaagcgctg 

ccaggatttg 

gcagcctctg 

tggtttaaaa 

catgtttttc 

ttaggtgttg 

cacatggatt 

tatttacaat 

Qtggtggggg 

atgtggagta 

cactaagaga 

cctttcctcc 

gaatattaat 



tcgtaacccc 

ggaactttgy 

gacctgccct 

aaaagtgacc 

cagttatggt 

tfctctttgca 

ttcatcctat 

Ccattttcaa 

gttcaggtct 

tggggaagag 

aacaatttta 

aatacaggca 

gacatgtgtc 

t 



gatagggagc 

gacatccccc 

gttcttgaaa 

tacaagtcct 

tattggttac 

actgaaactt 

ectctctgtg 

ccagagttct 

gtgggtgtcc 

ttcaagagga 

tcatattttc 

tgaaaggtta 

ctttgaaagc 



<212> DKA 

<213> Homo Sapiens . 

<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP63 69 , C501T 



240 
300 
a 60 
420 
480 
540 
GOO 
660 
720 
780 
040. 
900 
960 
10 01 



•<400> 104 
cagagaaaac 
ggacgcgccc 
aaagcggcct 
tgtgfctgttt 
atgcctttct 
ggaagtggtg 
cccaccgacc 
acccagaccg 
attgcgaaat 
ttttggaact 
accatattaa 
gtctraagtg 
ttarcacttt 
aaaatgtgcg 
ggtcctaatt 
gagccatatt 
caattgaaag 
<210> 105 

<211> 1001 



ccggg&ggtct 

tgcgaaaagg 
cgcgcgggga 
tttcgcfccag 
tccatcgtgg 
gagaagtaac 
cfctcctggcc 
aaaagttgct 
ctgttgcgca 
gcgagtggot 
cttttattac 
ggaaagttgc 
ctttttttac 
aggancctgg 
tgatggaact 
ttaatttaga 
gaaacttggc 



gataggatgc 

gcgctctttg 

gcggagetgc 

9aggagcaag 

acagtatttc 

tgagcccgcg 

taatccttta 

gaaagggaag 

ygcccaaatg 

taggtctagc 

ggcgatcatt 

atttaatgtt 

gcaaacctga 

tattgtaata 

ggaaaaatat 

caccacacaa 

fcttccttagt 



ttgggccgag 

cgcgccggga 

ttcgtgttcc 

tattgattcg 

ctcggaggaa 

cttgagacct 

gattaggtca 

gagacacatt 

aaaacgcctt 

ctcattttgt 

ttgtgccatg 

aggggtattt 

aatatatttt 

ttaaaaagaa 

gtttggaggc 

gccoatttat 

ctgaattaaa 



agggctcgaa 

ccaggccttt 

ttctttgggt 

tcagcctcga 

cgcaaactcc 

tctccacgca 

cattacatta 

cacaaagaaa 

tcggctttgg 

ttttgtttgg 

ttcaaaagaa 

aatgtatttt 

aaatgtggaa 

gcccctatat 

atgtgtacaa 

ttgggtgttt 



gcga^agcag 

cctcgctgcc 

gctacgtttg 

gbagccttcg 

cctgcgtgga 

gcaggaagat 

acatttagga 

mgttgcgaaa 

gcttttattt 

ttggttttat 

gttcattcct 

tgtaaatagt 

tgacgtatat 

gaacaaagtt 

aaataaagag 

ccttacatgc 



50 
120 
180 
240 
300 
360 
420 
480 
540 
oOO 
660 
720 
780 
£40 
900 
960 
1001 



<212s> DNA 

<213> Homo Sapiens 



EmPf anesze 1 1 31 .Jan • 14:08 



-64- 



<220> . 

<221> variation 

<222> (501) . . (501) 

<223> baySNP€374, C501T 



<400> 105 
gcaacctggc 
gacccacctg 
ctgaaatcaa 
cagaaatctt 
agagagaggg 
tctccctact 
gtggtaaaac 
tcaagccaat 
ataaagagta 
taaatggctt 
atctaaaatc 
tgcttgctgc 
cactaagggc 
ctaaaagaga 
ctcaaaatcc 
eattctttga 
tagatagata 
<210> 106 

<211> 1001 

<212> DtTA 



c213> Homo Sapiens 



ctggaggaag 
agtcctttco 
attyttaata 
aaagattcaa 
tgatctttgt 
tfcatgtgctc 
atttgagata 
tccaagataq 
tctgaaaagg 
agctacctta 
aaagaatgat 
tgctgggcat 
aagtgccgat 
aaaoagggca 
catgctttct 
accagcagca 
gatagataga 



aatccctcag 
agettgcaat 
gagttaatta 
ggatcctaga 
atttttcagg 
agagaccagc 
caaactttcc 
caaacccaag 
yctataaatc 
agaacatatc 
attccttttt 
gagttgtagg 
gtttcctcat 
aagggaatga 
acgtcctttt 
aaaggatgga 
tagatagata 



aggccaagct 
gcatgaagca 
gaacccatgc 
tgaaaaatgc 
gaaaatagtt 
eaatgccaga 
gttcacatcc 
ttttaataaa 
ctagaactat 
taagctctat 
acaaaatcaa 
aaagcctgag 
tttgaatttg 
tcagtttttg 
tagacttcca 
tgatagacag 
aaaatctata 



ctctgggtca 
tttcccactt 
tttfcaattcg 
cttcctgcat 
tttactctca 
aatgtggaaa 
aatgtaaaaa 
aataggtcat 
cctatctgac 
gtcagtgcct 
ggacgtttct 
agaaagaggc 
tctaagcacc 
actctcatta 
agaagacttt 
ttagatagat 



aggagaggga 

ttctaaaact 

ttttgggaaa 

ctggagttag 

atcattgact 

gtcccttcag 

caaatcattt 

ctctcactgg 

tatcctataa 

gatgtctaag . 

g§ctcttacc 

aaaagacggc 

aaatatgaac 

tgcaaaatct 

gtatctgatt 

gatagataga 



60 
120 
.180 
240 
3 00 
360 
420 
480* 
540 
500 
o60 
720 
780 
340 
300 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6396, C501T 



<400> 106 

cactcatcac atctcttttt attctctcaa ttatctttgc ccactgtaaa attattccca 60 

gtttagagag gagaaagtta gaccatggag attcagtact ttagctaagg acacacagaa 120 

tgcaagtgac caagctgggg ctggaaacca taacccctgc atcttgctgc cttcctttta 180 

agcaaaacat coagttaaac cgggccaeca agattgacta aaattcaata cttgtggatt 240 

aatctaatca gtgactttca aaataaacAt taatttagtt aataattcta gcaccagttg 300 

agtaaaatgt gggtoagacg tgtttggttt tataaccttt aaaaggtgag tgagtccagg 360 

tcctggtgaa ccctttatec agggcaaagg gaagtagtaa tttgctgcct cactcacgta 420 

ggtataagct agtttatttg gataaaataa gttcactttc tctctfctaga gcaataattt 4B0 

tattccttga gaaacagttg yccttgotct gctcottgtt tcttctcctg agctgaggct 54 0 

cctgccttga cctttctttt tatagaataa aaggaacata gataatttaa agacagacgg t>oo 

gatctctgag atctactaat ttaattttgc tttgtttttc aggaatgagc aattggtgac 660 

tcagtgagtt agagcattac caatgcacca gcaaaagatt ttgtattaga atcccagttt 720 

tcctgcttgg tggttcagtg aaatacccta tcctatagaa ttcccaccta agtccaaatg 7B0 

at«aagagtg tattagcatt aattaagccc tctacagtca cagattgaca cccacctcag a40 

cctggacagg gttgtgaatt agagcggggt ttttttttaa ttaatagaat ttatttttat 900 
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agcaatfctta ggctccgagc aacagttccc acaaaccccfc tcaccacacc taM «f,«i. 
t2ltr e lo7 atCaacaacc cccatcagtg gggttcat^ | CaCCaCaCC tacaaatagt ^eo 

«211* 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6486, A501G 

<400=> 107 



r*T«i*i? c sssns snsss sxss; srr?" «• 
ssjsa SS2S5: — IE 5 Si! ™* <"<™ - 
scass sad: S II; Fi* 340 

gtagtglagc atgacfg*!* SSSSSS aS^ESS? ca 9"catct gagggctact 
aagcaggcac cttctttaca aaSao*!^ aacfctaaaat catggtggaa ggcaaagggg 
acactttatt tatctacjgg SSKte Sf EIS* 9 ata * aa 999 a 9aagtgccac 
gcaccatctc agctc"tg aScagccfcc SJSSS 9CCCa9gct 9 gaatrcagtg 

££515* MS SB? 5 ? S 35*S asss 

StgltfS? ?fgcctSc: aSSScal E2S55Z aa "= Ct9a3 

cactaccaca agfacagSaS 5£JS SSSSte a! c S S !?tgagaact — 
5S?°;S C * att ** aca tffitttS g?gggga«? f CC ^ tCaC ag jjj 



<211> 1001 

<212> DttA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6520, A501G 

<4oo> ioa 



ca t9 « gtgt caI4 ag | 9 ? SSSS; SSSSS 5SSSSS S555S 



300 
360 
420 
480 
£40 

(3 0 0 

•560 
720 
750 
840 
900 



120 

180 



Empfansszeit 3]. Jan. 14:08 



caggagtgaa 
cagcagccta 
gtgtaggggg 
gtgaggttgg 
tctctgagag 
tctaatccag 
ggatcacgac 
gtccctgaga 
aaactgagcc 
caggaagccg 
tccacagtga 
gatcatcttc 
ccccggtggg 
gggagacagc 
<210> 109 

c211> 1001 



atgaagatgc 
caagcgtgcg 
aagccggtaa 
aaggcactgg 
gaacacagac 
gagagacagc 
agcactgggg 
cgagaaagag 
ccagagagag 
ggtctggtgc 
ggcctcttgg 
tatctcaggc 
cgtaggctcc 
gcctggcctt: 



tgctgcgctg 
gatgcgccca 
aaggtgcgat 
ttttgagcag 
cgcaggcgca 
rggcctggga 
tgtgagggga 
cgcagggagc 
gctgcgattg 
agcttcaacc 
acbccaaggg 
caggactgac 
agatccctca 
gctgatgctg 



66- 



tgcaggaaag 
ggtggggagg 
ccgagaggag 
caggcgacat 
aggcagaagc 
Qcagggaggg 
agccaaggaa 
cggctggcag 
ccaccggcac 
tccctccttt 
ctatcccatc 
ccagatggga 
gegcctggaa 
aggttagtcc 



ggaaccccag 

cgggttttcg 
aggaagggcc? 
gacttgaacg 
agagcccagg 
agcagcaggt 
ggtggccagg 
ggaaatgcct 
acagagtggc 
cugaatcagc 
cactgtcggg 
gcaggcagtg 
cagagcagca 

g 



gcagtgacca 
cggaeagagt 
ctggggactt 
gatccctctg. 
aggaggctga 
ctgttcgtca 
cttgatgcca 
acgggtaggg 
aggttccaga 
caagcctcat 
atggtggaag 
gagcctgggg 
gtgggaggga 



<212> DMA 

*213> Homo Sapiens 

<220* 

<221> variation • 

<222> (501) . . (501) 

<223> baySNP6522 f TS01C 



240 
300 
360 
420 
480 
540 
600 
660 
720 
7.80 
840 
S>00 
960 
1001 



<400> 109 
cctaggaggc 
fcfcfcgegggge 
ctgagggaca 
cccetgcgag 
tagagaaagc 
ctgtgaagtc 
aggtcaotga 
gccctggaga 
ctcactccct 
cccaacagcc 
cactacggtg 
aaccacatgt 
ttgggcccat 
cccttcaggg 
catctattct 
cttatcatat 
cattgttstt 
<210> 110 

<211> 1001 



<212> DNA 

<213> Homo SapienB 



cacatgagtg 
ccc wgggoac 
ggacctggtt 
ttaggaggcc 
Cggggctcgt 
acaaccagcc 
9tggggaggt. 
gatccccgca 
tctctcctgg 
tgggtgtcag 
cctcgagctg 
actcctgcag 
ggccccaagg 
ccttcaaggc 
aggaacoaca 
gccaggcaca 
tttcccattc 



tgactgfctct 
acaagctgitg 
ctggggaaaa 
ggctcccacc 
ggcctccacc 
acagtttaca 
gatggagtgg 
aggctccctt 
ygcagacacg 
cgccctgtgt 
tgacggctgc 
gtgaggagcc 
tctgtcttct 
tcttctggtt 
tttactgat:c 
atactaagtc 
catggggcct 



cggcccaagt 
atccacccag 
cgcaggggaa 
ocagaaggtg 
acaggragay 
gatgtgaaac 
gaacagcccc 
agatgcctga 
tccccatcag 
gccacccgcg 
aagggcttct 
ccaatttctt 
ccctgagtgg 
ttgtaaaaga 
atcaagctac 
tttgtgtgta 
ctcctgaagc 



ctttctcgtt 
ccctggeccc 
tgtttctccc 
gccaggtttt 
gcagaccctc 
tgaagctcca 
cagatctggc 
cattctgytc 
aaggcaccaa 
gggaccgggc 
tccggaggag 
cagctgggaa 
gtaggtccca 
ctttgtgaat 
tggctgccgt 
tttacycatc 



cctcagagaa 
ttggcaagaa 
ttccacagcc 
catgccttcc 
agaaacaagt 
aaaagtcagg 
tgaggccgaa 
ttcctgaagc 
cctcaacgcg 
yacgggcaaa 
cgtgcggaag 
atgggcacac 
gagacagctg 
ccaagaagag 
ttattgagct 
cccttgagcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
•300 
660 
720 
780 
340 
900 
.960 
1001 



EmPf anssze i t 31 Jan. 14:08 



-67- 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6S24, T501C 



<400> 110 

ggatgggagg 

tctcggccca 

gagatccacc 

aaatgcaggg 

accccagaag 

accacaggra 

acagatgtga 

tgggaacagc 

cttagatgcc 

acgtccccat 

tgtgccatct 

tgcaagggct 

gcctcaafctt 

tctccctgag 

gttttgtaaa 

atcatcaagc 

gtctttgtgt 

<210> 111 



gwtgggagat 
agtctttctc 
cagccctggt 
gaatgttcct 
gtggccaggt 
gaygcagacc 
aactgaagct 
ccccagatct 
tgacattctg 
cagaaggcac 
geggggaccg 
tcttccggag 
CCtcagctgg 
tgggtaggcc 
agactttgtg 
tactggctgc 
gfcatttacyc 



gtgtccagac 
gttcctcaga 
cccttggcaa 
cccttccaca 
tttcatgcct 
atcagaaaca 
ccaaaaagtc 
ggctgaggcc 
ytcttcctga 
caacctcaac 
ggcyacgggc 
gagcgfcgcgg 
gaaacgggca 
ccagagacag 
aatccaagaa 
cgtttattga 
atccccttga 



actcctagga 
gaatttgcgg 
gaactgaggg 
gcccccttgc 
tcctagagaa 
agtccgcgaa 
aggaggtcac 
gaagocctgg 
agcctcactc 
gcgcccaaca 
aaacactacg 
aagaaccaca 
cacttgggct 
etgcccttca 
gagcatctat 
gctcttafcca 
gcccattgct 



ggccacatga 

ggcccctggg 

acaggacctg 

gagttaggag 

agctggggct 

gtcacaacca 

tgagtgggga- 

agagatcccc 

ccttctctcc 

gcctgggtgt 

gtgccccgag 

tgtactcctg 

catggcccca 

gggccttcaa 

tctaggaacc 

tatgccaggc 

B 



gtgbgactgt 

cacacaagct 

gccccgggga 

gccggctccc 

cgtggcctcc 

gccscagfctt 

ggtgatggag 

gcaaggctcc 

tggygcagac 

cagcgccctg 

ctgtgacggc 

caggtgagga 

aggtctgtcc 

ggctcttctg 

acatttactg 

acaatactaa 



<211> 994 

<212> DNA 

<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) . • (501) 

<223> baySNP659G, C501T 



<400> HI 
gaaagaagat 
atttatcctt 
gaccaccaga 
gggaaaggtt 
attttgaatt 
gtcaaccgga 
tgagtggact 
ttcctcfctgg 
cacaggaaag 
gaaattcacc 
ctatcaaaat 
tccgcatcag 
acaatgccta 



taatttctat 
taaatgttta 



aagaaggtat 
ccttctttta 
aatctctgtc 
ccgaatcttc 
tgagacggtc 
tcaggagctt 
ttgtcctgtg 
tagcttcaca 
cttttgtcct 
aagtaagaca 
gttaaagata 
g agtttatcfc 
atgcagtgtt 



cattatcatc 
tttatgatat 
catttcccag 
cgtgccgaga 
actgctggag 
ggetcagatg 
ccagtcatct 
gtaccagtgt 
ygtagtctca 
ttgctttccc 
catatgtaga 
ttaagctata 



taagetggat 
aagattcttt 



gtttataatc 
ggaagctg^t 
tacatgcgta 



atcgccccag 
ctttccttct 
cagocagagc 
agacctatgc 
acatgagggb 
aacgtgcctt 
gtacgtgctg 
ttyccacagc 
aaacccttcc 
atggttatca 
ggaaaaacgc 
attagtggtw 



acaaacggtt 
caggtgttta 
aaatattttg 



gttgaattac 
ctttcacctc 
cgaagtgtgc 
agcgaaggco 
tggttggagt 
cgcctttgat 
gaggctcrtc 
acaaacgtgg 
ctacaaccca 
aaaagataaa 
atatacattg 
tgtatraaca 



Ctcattttca 
ttttgttanc 
atcagtaata 



taaagtcrtg 

cccatccaat 

agcggcaccg 

ggacggtggc 

cgtcctggtt 

ggctccaagg 

tcctctgctg 

aaaaatattt 

tgaatgcagt 

tcatcttfcgfc 

acgcagcgat 

tttaatagct 



acattattgg 
tatatactaa 
tgggcgaggt 



Empf anesze i t 31 .Jan . 14:08 



-68- 



gcatgtaatc ccagcacttt gagaggctga gatggaggga tcacttgggg ctaggagtgc 960 
aagaccagcc tgggcaacaa agtaagatcc tgtc ~ 394 

<210> 112 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . - (501) 

<223> baySNP6734, A501C 



<400> 112 
gatcgcgcca 
ataataatag 
ggaaaaaatg 
aatattaatg 
gtaagaatca 
gtatctgaat 
tgatacectt 
gtagagggaa 
ttacttccca 
taaagcttta 
gctatgtatg 
tttaagcgat 
aatcctctga 
gcccfcgtagt 
aagatttagt 
ggactttggc 
tctttacttc 
<21Q> 113 

<2X1> 756 



ctgcattcca 
tatatagcaa 
gtaatccagt 
aaggacaagt 
ggatgttgta 
cttattgtgc 
taattataga 
cagataatag 
gtagtaaata 
agatagtaaa 
a'gatctttat 
gaggtctcgc 
CtttggcGtG 
tgafcctcttt 
gaaaacgtat 
tctacgagct 
taactttttc 



gcctgggtgs 
agtggctttt 
ggcagagaat 
acaagttaga 
acttggtgaa 
agtcccttat 
ttgcctttcyt 
tagtacatgt 
magcttgaag 
ataagatcgc 
ctatttctag 
tgfcgttgccc 
cttgaagtgc 
ttgaaaggaa 
acattgctga 
ggcgtcttgc 
ctatggccat 



tagagcaaga 
tttaacttta 
ttccgaatgg 
actctttatc 
aaataacttt 
agattggtaa 
ttttattcac 
atgtgattca 
atagtaaaac 
aaattctttc 
ttgacctcct 
aggctggtct 

h» r% 

cagactcact 
agactgcaga 
ttcacttctc 
gacaagcata 



ctctgtctca 
tatttttgca 
aagaagtcta 
tttctgtgga 
attttattat 
atatttgagc 
tagtgtaatt 
ggtgctttca 
aggattgoaa 
agatccactt 
tttcttttct 
caattttgct 
ggcatgagcc 
tatgctacfct 
taagaagcca 
ccagaggtca 
a 



aataataata 

taatatttta 

tttaccagat 

tccttacatg, 

ttttcatgtt 

agttatatat 

aaggaatgtt 

aatgttcaga 

afctcagtaaa 

cataagagag. 

ttttcttttt. 

gggctcaggc 

actgtgctta 

ctagataaat 

ttaggcacag 

tacagtcttt 



60 
120 

:l80 

240 
300 
360 
420 
4B0 
S40 
bOQ 
i560 
720 
T 80 
840 
300 

360 
1001 



<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) (SOI) 

<223> haySNF6743, C501G 



<4CO> 113 

sactc^jcggg tfctggaggag ccgaggggu-c cacgtggtct cactgggggt tgggaagggc 60 

atctgggaga ccgaggtgga ggccggtgac gtggctgtgg agtgggatgc ccaaggeaac 120 

aggaggggtg gaaagagatg cctgttagac gggaaactgg gggggcgccc ccggggaaag X80 
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acgacaagga 
tagactcagg 
tgcaaagctg 
acgagacgag 
gggtggcacc 
ccctgccctc 
gtcttgctgc 
gttgtccctc 
aacaactttc 

tggsrggccac 

<2X0> 114 



tcctaggagg 

aggagactca 

gaacagggag 

gaaatgcaag 

gatggatgtg 

gcccctccct 

tgcccagagc . 

caagcgcctg 

ctctotttgt 

ctcctccggg 



gcggggagca 
gggcttgggg 
gaagggtaac 
ttgttccctg 
ccacccaccc 
acctccgtca 
ccgaaagtcc 
ttggtttctg 
acctggctgt 
gagccttcct 



caggtgcccc 
gctgcaggga 
tgagcagagg 
ggtttgggcc 
ccatccgggc 
gacoggccct 
ctgcccaccc 
ggcccgtttc 
cttctcttcc 
tgcttt 



caaccccaag 

tggctgcctg 

gaacagcaga 

gagggccagg 

catcctgtet 

gcactcoaca 

ccccgtctcc 

ctggctgtgt 

tcatccttcc 



gggtgagaac 
gagcbgagcc 
ggcaaaagct 
gggcgggggc 
ggatccggga 
gacattgtat 
gccactcctg 
cctctcctgg 
accctcagct 



<2ii> 1001 

<2X2> DNA 

<213 >* Homo Sapiens 

<220> 

<22X> variation 

<222> (501).. (501) 

<223> baySNP7128, CS01T 



• 240 
'300 
360 
420 
480 
54 0 
600 
660 
72 0 
7S6 



<?400> 114 

gaggggtcag 

agggcagcct 

caccccaaga 

cgcgcacaca 

ttgattgatg 

ctttggccag 

tggggcctac 

acagactacc 

agaactccca 

cctctgtggt 

gagacagaaa 

tatcccaatc 

tgtggttctt 

tggttccagg 
tcgcataata 
attacttata 
atttttatcg 
<210> lis 

<211> 971 



ggggccctga 

gactccatgg 

ctgagtggat 

cagatgcaca 

cttctattcc 

ggccccaggg 

Ctcaggctgc 

cagtfctgccc 

gagotgecafc 

aaageoagtg 

gaggcctcac 

cacacttccc 

ttcccttctt 

acccccttcg 

tttgcatata 

ataccgagtg 

ttgtattgtt 



atattatgcfa 

gaaatgtatc 

ttcaaagctt 

cacgcccraga 

ttgtggttct 

fcctgggaggg 

ttctaacctt 

catccctgtt 

yacttaatgg 

agcagagtca 

tagaocagtg 

ctgtccacta 

cgacaagttg 

ttaccaaaat 

atctgcgcac 

caatgtaatt 

atttttattt 



aacaccctcc 
tcccttcccc 
tcaggtattg 
accaacctgg 
gggcctcgct 
ccaagaaggc 
tgttacatca 
ctgggttcta 

ca ggggtcca 

gggctgcatc 
gcotctgaaa 
ctcatctctc 
gaattccact 
ctaaggatcc 
atcctcccat 
tttatactgt 
agctccaaat 



acagagcagg 

agggagatct 

ggttaagaac 

actcttagga 

gcccccttcg 

atcctggcca 

aaagacatgt 

gagataaaca 

agcacaactg 

agagaaggag 

atagggcaaa 

atcagtgtat 

gcfctggaatc 

tcaaaggccc 

atactttraa 

tttgttttta 



gtattgacfcg 
ctgttctgtc 
ccotfcacgca 
gtctttggat 
ataacctttg 
ggtgaacact 
ttcaccatgc 
aaggtcaata 
aaacccgtgc 
taggagggaa 
ggaggcctca 
tatgtttccc 
catgagggat 
tgatacgaaa 
tcaactctag 
aatttgtatt 



60 
120 
160 
240 
300 
360 
420 
480 
£40 
600 
660 
720 
780 
840 
900 
960 
1001 



<212> DNA 

<213> Homo Sapiens 



EniPfansszeit 31. Jan. 14:08 



-70- 



<220> 

<221> variation 

<222> (471) . . (471) 

<223> baySNP7363, C471T 



<400> 115 

ttttttttaa ttgtaattaa agtataattt ttttaaaaga gaaattttgg agtcatttaa 
attgtaagac aaaggctatc ttgtaataag aatactgttc ttcctatttg ctctagattt 
taagtttgga ctggcataca ttggttttct tagggcagaa cccactctac tagacctatt 
taaccccatg acagagccta gaaggaacag gtgtaataga agatggcatt tatggcaaga 
aggttgatca agttccccat tagaatttga accagatcta atgccttttc ttcccttgtt 
taagaacggc ccgggatgtt ggacttcacg ggcaaggcca agtgggatgc ctggaatgag 
ctgaaaggta attgttctaa tcaatttccc tcatttgtga aacccagtag tgaaagagtc 
tteattatga agtgtaaggg aagaggarag aaaacaaagc caatggggca ygtgtgggaa 
accagcctga cctgtgccag aatgggaaaa aaccgggcca cctacttttt ctactaacac 
catttatgcc ttttctaaaa gcaccatctc tgagcaggag catcatctag agaggagggg 
ctgggaacca ggccactgaa aaatagtttg ggaaatgatg tagttggcgt aggctttgga 
tgtgfctcaga ataaggggtg gtttcctgto tgcaactccc tctcccctac aaggccaggc 
ggtgaccccc taaccccagt. ggccctcccc agttccttcc tagccagaag gatacataaa 
agaagggaat gagctaatgc atggcctgcc gctggcatcg taggotcagt gaatggagcc 
attatatgct aagcaceagc agccaagaag tatccaagct cgtacttaat cacgtgccac 
ctgcagcagc aagacccaag agttggcacc aaagctcctg gcagcattag tgttcctgct. 
ggctagtttc t 
*210> lis 

c211> 814 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation • 

<222> (343) . . (349) 

<223> baySNP7409, A349G 



<400> 116 

ctgcttctct cagagctgtg agccgggcag ctaaggcagc cggagcccgg cccctgacga 
gccccgagag cctgagccgg gacctggagg caecagaggt tcaggagagc tacaggcagc 
aggtgccacc ttgaagcaga atagggatgg cctagtggga ggggttgggc tagggtccct 
cttccetgga tcccttcagc gatgaactgg tcagcctggt gctaccattt gttttcccct 
ttggcatctg ggaaggcttg- acagtgccac cccgggctat ttgacagtgt gcttgggggg 
ggaaatgtta gcttctgagg gatggccttg tgtgottgct gggatcatrg ggacttggee 
agcgttcctc caacctgctt actttttctc tttagctccg gcctgatata caaaaacgac 
tgcaggaaga ccccaactac agtccccagc gcttccccaa tgcccagcgg gcctttgctg 
atgatcctta gctctttgct ctatggccct tcctcatoag gggaccgttt cccccccctt 
ccttcacagt atttaagaaa taaaagtcgg atttttctgg ctgctttccc tctacattgt 
etccattagg tagtgtgtcc ettaatcttg tgtgaacttt tttaaattaa tacttccttg 
gaacactgtt gtgttctact cagcacgcta aattgtacaa gccagtttga tgtttggttt 
tttttttttt tgagacaagt attgctgtct cccagctgaa tgcagtggcc cgatctcgag 
ctcggttact acacctccac ttcgggtcaa gtga 
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<210> 117 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) - . (501) 

<223> baySNP8138, GS01A 



<400> 117 

agagggatga 

gatacacgtg 

aagatcctgt 

ttggaactga 

aagaataaca 

gaatgggggt 

tatgcagaat 

tggctttgtg 

ggaacttaac 

agcaaaccgt 

tgagagatca 

gccaaactto 

cactttcgtg 

tgtgtcaatg 

atgagtggta 

gaatgattag 

ttcagacaca 

<210> 118 



taaagaggca 

tgtgtgtgtt 

ccacacgtgc 

agcagtcaga 

ggaacataag 

gggggtatac 

gaaactcaaa 

gaactatagg 

tttacaggcg 

gacataacag 

agatagaatt 

aataggttga 

cgtgaaggga 

ccaatgggac 

ataatgatgt 

tcttaagact 

Sgtaggtttt 



gggcagagct 
tataccttca 
aatttactaa 
gaatgttgag 
gtgaatgaag 
ttcgaggata 
tgacaaagga 
aatgftccaca 
rgggcagcac 
aagcaaatac 

ttaaaatgtc 
gaactaagtc 
gctggcaggg 
agatccagtit 
aaggtccctg 

tatgatta'lt 



ggaaggaatc 

tagaggaaag 

ggtactcatg 

acttatttgt 

tagaagcaat 

ccaccgaaaa 

gtttgcatga 

tcatctctga 

aagaaaaagc 

aaaaaatata 

cactgaatgt 

aatggcgaaa 

gtggctccat 

gagagggaaa 

agaaggcaga 

j-,T**- ~* — 

gcagctgtga . 



acaggttgcg 

ctcacccaga 

taatfctatgg 

aaggtcacca 

caaatgccaa 

tagatagaag 

gaataaaaaa 

ctcctgtgafc 

caaagagctg 

ggagaaagtc 

agagagagac 

tcaagacaga 

gaagggcatc 

gatggaagat 

ggagatagga 

aagaaggagg 

a 



gccaaagact 

caataagccc 

rgogtcgttg 

aaatactcag 

agtcctcaag 

atagtataat 

aatttgaaaa 

aaggggttga 

gaggaaaatc 

taagtgctgc 

aggaacagga 

acgcaaaggc 

agtgccttga 

acagaagaga 

gccaaagtat 

aggaaacaga 



<2li> 1001 

<212> DNA 

<2l3> Homo Sapiens 

<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNPfliea, A501C 



60 
120 
180 
240 
300 
360 
420 
480 
540 
i500 

720 
780 
040 
900 
960 
1001 



<400> 118 

tctctgctcg ctgcgggcgc ' tccccgccct ctgctgcoag 
acccggcgca gcacacgtcc gggcaaaccg cgagcagaac 
-ggaggcfecec— GGGcagccae-egecccccfcc-eagcgccfct-fc- 
agatcttcct tcctcagttc ccttaaagca cagcccaggg 
tccagccacg ggccagcatg tctgggggca aatacgtaga 



aaccttgggg atgtgcctag 60 
aaacctttgg cgggcggcca 120 

•t^ttcccccc-ataeaata-ca 1-80- 

aaacctcctc acagttttca 240 
ctcggaggta ggcatccgtg :joo 
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9999ggcgcc 
taccgactgc 
caccgctgag 
tcctaatgga 
gggtcctgag 
cccytgtcgc 
gcagggtgga 
cgcccagacc 
gaaccatctc 
agacctoccc 
gcccgggtgt 
cctgggagtg 
<210> 119 

<211s. 1001 



ggctcgggcg 
tgccctggcc 
gaatgggcct 
gagggggcct 
attgggtctg 
gggacccccg 
ggtgttactt 
ggcaggtccc 
aagaactcct 
tccccaaact 
ggaaaccfccg 
ccctgagggt 



tgcggggagt 
ccagcccfccfc 
gggcggggag 
mgggagcccc 
ttgggcccag 
cggtccggcc 
acccgagtcc 
gcaggcggcg 
tccgcatctt 
gccaccatca 
tcttccaaca 
gggtcggggg 



-72 



gtccgctect 
ctccacttcg 
gtgaagagaa 
tgagctagga 
gacgogtttt 
ctgcctgctg 
tggggacagt 
cgcggtgtgt 
ggcgtceggc 
CCtccaacgc 
cgtagcbgcc 
agctgcgcag 



gctatctgcc 
gagcactcct 
gccaggaatg 
ggacacggaa 
ctggatgggt 

ggggttcgaa 

ccccgggact 
ttgcactttc 
aggggtgttc 

cctccacgcg. 
cttcagccac 

g 



tctccaaata 

ctggcgttgg 

tcctatgttt 

aaggggattg 

ctaggatgct 

gaggtggagt 

ctccgecagg 

caaagetctt 

cgagagaggt 

ctggagctct 

ccgcocgcag 



360 
420 
480 
540 
600 
660 
720 
780 
340 
300 
360 
1001 



<212> DWA 

<213> Homo Sapiens 

<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNPB2lO, CS01T 



<400> 119 

cctgggagag 

ccacccctac 

tgctaatact 

tagccttaga 

gctggtcttc 

tgttgattgc 

gttctctgyc 

catattaatc 

egacattggg 

aagcagaatt 

ctgtaaaagt 

tgctgggatt 

agattcttgc 

ctttctgggc 

cagcaatgat 

gaccctctct 

gatgcaaaga 

<210> 120 



agtcccfcgct 
actcactctg 
ttccctttct 

agtccttctg 
ctgttayaga 
cttgaggagt 
aggactggct 
tfcttcccfcca 
attatggaag 
aaaatafctaa 
gtttttttct 
attgggtcaa 
catcagttct 
atccgcgttc 
ggctttgtct 
ygcatgattg 



ccagccacac 

aagttaaagc 

gcctccecea 

Scfcggttt^a 

ttottttceia 

CCcgcctctg 

tcaaagtg^c 

cctgcacaga 

yacggaccct 

gocabtagaa 

cattcttc fl «:t 

ttaaaaacaa 

ctgatggggg 

tcatgggtcc 

tggatggtgg 

agagcaacct 

ctccccagcc 



tggtaggtcc 

ataaatcaac 

gcctgagagc 

cttgaaagac 

atctgacctt 

tgtacaccga 

acttactccc 

gaagcmctga 

agtttctttc 

attagcttgg 

taaagaaaaa 

cccctgtaac 

atccagtggt 

ccttttcaat 

acaagcgatg 

gcaccgtctg 

caccatcatg 



tcaeagtaat 
agccctaact 
atccaccctc 
aaatttagfct 
ggtctagctc 
gggttcaaaa 
tgatgtctca 
gtggtggctg 
attttctgta 
attccgatgt 
acaatcccag 
tggtgcgtca 
gactagtttg 
caccaccccc 
ggcaatgaca 
caaagagaag 



ggtagcatca 
ggaaagctca 
tccctatcct 
aagaaacaca 
aagaaacgtt 
atgaaagaca 
etaattccca 
agctgccace 
tacacatcta 
aggaaaatga 
caafcccctyc 
tgtgtgtctg 
tagtaggctc 
tgtgccatga 
atgcaggtcc 
atggaaagtt 



<21l> 1001 
<212> DNA 

<213> Homo sapiens 



60 
120 
XBO 
240 
300 
360 
420 
480 
540 
500 
660 
720 
780 
340 
900 
960 
1001 
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<220> 

<22X> variation 

<222> (501) . . {501) 

<223> baySNP8241, TS01C 

<400> 120 

aaaggtaaca cagtattaat gaagatgtat aactatagat tgtttctagc ttcagaagag 60 

gtcctttcaa tctgtattaa aatgttgtgt tttct.tcaaa atagttcaca gtgccttttg 120 

atfcttttaaa atatggcctt gaaatcag&g gaaccgaagt aaggagttge tcatagattt L80 

actataatga agaattagaa tacgatttta gtaaaatgag gaaaccataa ctttgatttt 240 

gaaaaafcatt aaatgaggag aaatcattct ataaattctg tatttttgaa gatactgcaa 300 

aatgcaacga tgccatatca .ctagttatfcg gaaacatgcc ttcattactt atatttaaaa 360 

tcaafcattga ctttaacttc taaaacaatc . atttttttct . ttttcagcag tgggttatat 420 

aatattctgt aaatttaaaa aatatagaaa gettaatttg aaatctgaag tcttacacct ■ 480 

ttagcgttaa tattcaaatt ycggaaaaag tggaagaagt tagtaatgat attgaaagat 540 

cacttgaact tccccaaaca atagttcfcct catatttttc ttttctctca agacagtfcaa S00 

cagtaagtat tagtgaaaca gtacttttac aaatgfcttac tgactzagaaa aataagactg 560 

ggttagaaaa ctctgaaaaa tgctccatat ggaagtattt gttgttttta tattfcfctctc 72 0 

gacfcagtgat tgaagagatg aaaaatttga gactgtcaga tttaatgggg tatccaatat 780 

ctgcaaagcc aattatttga aggtactaaa tgccataaac acaagttgtg ttttfccagca 340 

agttttcaag ctagctgttt tccctgttga agaattcatt gtttagactt gtgaccotta 500 

tactttcttg gcttttgcat tgtcgcaatt aaaaaaaaaa aaaaaaaggc tgcccagtat 360 

tgttacagtg ggctcctaca accacaagac aacctatatt t 1D01 
<210> 121 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

*220> 

<22i> variation 

<222> (501) , , (501) 

<223> baySWP8249 # G501A 



<400> 121 

tctggtccct accagggtgc tgtacacaca gcgggcaact agaaaggctg gtggagttga 60 

cttagctgag attgctgggc ctctgcatgt catcccttct gactttctgg tgacfctctta 120 

ggtcattaat acagccagag ctcttggctg tgcctcagct gctgtctctg cacfcttcagg 180 

ctggtcctct gtgattctgt tggcaagggg acccctaaag gagagacagg gcatggatga 240 

gatggagctg atggcttggt ggaatagtat caatttgtga tgcttcctgt gaacccttca 3 00 

aaggtcctga aatagatagc aagttagaca ggttctttgc caaagagtgg ccccttctct 360 

ctggaaatac tgcatgtctg gaaacaggag agaaaggaga gaagagaaca gatgcccaga 420 

tagccagatg gaccccaacc acctcagaca gcaatgatgg ggcagtggtc actgcaggtc 480 

acacagcatc aaggactcca rtaagatggt cccagcctct tgggggtgga attggagttc 540 

aaagcaaatg gcttcctttt tgacaagtgg aggattctct aatgggagga gggcaggccc 600 

tsaggagctgg tagagatgag gcctgtaata gcagttgctg ccacctgtga gctc6ctgac S60 

ccattcctga tgggagagat ctcagtgatg agggtgtgaa aattatatca gctcattatc 720 
geeacteac^-GGcaagttet-gtgt-ctgccit^ggactgatga- aJtgga.ttgca_tgacaaacaa___78JL 

aatcacagcg ttcttaaaac tcaatagaaa taggcgatgt ttaagctgtg cttgtccgct 840 

tccttctctc tttattcttt ctcacattca gccctcctgc agaaactgat actcacccca 900 
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gaaagacacc ttttcccatc cctctggccc ctaagcctcc agggctgctc ggcacctggc 
ctgagtgggt gaacatcatg ccagattcct tgtcagattc a 
<210> 122 

<211> 1001 

<212* DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) . . (501) 

<223>. baySNP840O, G501C 



<400> 122 

gagcacagtg tgtgttcaga gcagtagtaa tccaatgatt catcctgtca ttcctcttcc 
tatatagcca tcaggtttgg gcggatgcca caggccgaga aggagaagct gttggcggag 
atctccagtg atatcgacca gctgaatcca gagfcccgcfcg acctccgggo cctggcaaaa 
catttgtatg actcatacat aaagtccttc ccgctgacca aagcaaaggc gagggcgatc 
ttgacaggaa agacaacaga caaatcagtt agttctcttc tgctgtcttc attgggggag 
gcgggaagtt gttttgggtt tttgtttctt tgagtaaatg gtttactgcg ctacaaatgc 
aaacacagaa cattgtfccaa ctgttggctg ttaacatatt gcaggctgag tctgaaacgc 
aggaagtgtt fctcagatagc acaagtcaac attattttga aaagggagaa aagtccataa 
agtttttgag aatagtgtaa saatgtattg gtcatcctaa ctttaacgaa tgaacttaag 
ccccctgagc ctateaccct cttttaggat ccatctcctt tytcggcatc aaaataactg 
gccacagcaa tattcattca agcagccttg ctttccyctg ggaagaaccc racctaggtt 
tagaaaaggt attgaatccc actatttcac ctttcaggag aactaccaga gttacctcnt 
tttttttttt tttttttttt tttgagatgt cgfcctcactt tgtcgcccag gctggagtgc 
agcggcacaa tcccggccca ccgcaacctc cgcctcccag gttaaagcra ttatcatgcc 
fccagcatccc gagtagctgg gattacaggt gtgcacgacc atgcctggct. aatctttgta 
tttttagtag agaeggggtt tcaccttgtt gatcaggctg gtctagagtt acctcttaag 
aagttcaaca tgaggcataa aaatarattc tagatattat a 
<210> 123 

<211> 1001 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> variation 

<222> fSOl) . . (501) 

<223> baySNP8577, C501T 



<400> 123 

t gfiacc^g&t aacagatgta cattgtacag caggcacatg tgfcacgggaa ttatgcttgt 
acscttttet agaaaggtgt gcfcccaatta tatgcttaca gacatgcact atgccagttt 
gcatgcatgc aaaggaattg taaatgcatt gcttgtacac atgtacagga attgtgtacc 
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caccggtaca 

atgctcatgt 

cacaggtgta 

ttcttcagta 

aggcatgctc 

atattcatat 

gccagaatgt 

gggaatgcta 

ttaaggfcagg 

acgatgacct 

ggccgatcca 

cagtacgtca 

ggcggcagct 

cccttgcaga 

<210> 124 

<2XX> 1001 



tgcatacaga 
acatggctta 
tgcttataca 
gacgatttac 
atgtacatgg 
ccatggctta 
gttcctatgc 
actcctttgg 
gattgggatc 
cctgcgtgtc 
cgtgctgcag 
cgttagtctc 
cacgtggaca 
cagggaaact 



catacactgfc 
caaacacgtg 
catacactct 
atatctacac 
cttacgacat 
yagacttgtg 
atgtacacaa 
cctgctgtgg 
gfccaggggcc 
ctggcccaca 
acgcagtgtg 
cagctggctc 
cctgccagga 
gaggagaaac 



ggggtttaaa 
gtgggcttac 
agctttacag 
acagaggatt 
acatatagta 
tttgtacacg 
cagggtttca 
gtacatgggc 
actgaggctg 
gcgctgcgca 
ctcaccacct 
tcctcfctcgg 
gagccggtag 
tggtggaagg 



cagatgtctg 

atacatggac 

gagtgactgg 

tgcacctatg 

tatgtacacc 

tgtgtaccca 

caatgctcct 

acattaccaa 

gggactcaca 

gcgtgcagcg 

caaactcctg 

aactgttccc 

ggttggctgc 



ggaattaggc 
aggcatagtg 
agattgggca 
ttcaaggaac 
acactgaagg 
tattgtgttt 
gtttgcecet 
ttaggcaggr 
gtgtggcacc 
caccgacagt 
ctcctcctcc 
cagcagcgtg 
cagccccttc 



340 
300 
3 60 
420 
480 
540 
£00 
£60 
720 
780 
340 
300 
$60 
1001 



<212> DMA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySOT8S78 f A501G 



<400> 124 

catgtacagg 

acagatgtct 

catacatgga 

ggagtgactg 

ttgcaectat 

atatgtacac 

gtgtgtaccc 

acaatgctcc 

cacattacca 

ggggactcac 

agcgtgcagc 

tcaaactcct 

gaactgttcc 

gggttggctg 

gaggcaggac 

gctccctcta 

aatccattct 

<210> 125 



aattgtgtac 

gggaattagg 

caggcatagt 

gagattgggc 

gttcaaggaa 

cacactgaag 

atattgtgtt 

tgttcgcccc 

attaggcagg 

agtgtggcac 

gcaccgacag 

gctcctcctc 

ccagcagcgc 

ccagcccctt 

gtgtccagtt 

ccggtcagca 

fcatttgaccc 



ccaccggtac 



<211> 1001 

<212> DNA 

<213> Homo SapienB 



gcacaggtgt 

attcttcagt 

caggcatgct 

gatattcata 

tgccagaatg 

tgggcatgct 

rttaaggtag 

cacgatgacc 

tggccgatcc 

ccagtacgtc 

gggcggcagc 

ccccttgcag 

cctatgtccc 

gggggtgctc 

acggggtceic 



atgcatacag 

uacacggctt: 

atgcttatac 

agacgattta 

catgtacatg 

tccatggctt 

tgttcctatg 

aactcctttg 

ggattgggat 

tcctgcgtgt 

acgtgctgca 

acgttagtct 

tcacgfcggac 

acagggaaac 

actgcctgtt 

ecatcccaga 

acggcgtatg 



acatacactg 

acaaacacgt 

acatacactc 

catatctaca 

gcttacgaca 

ayagacttgt 

catgtacaca 

gcctgctgtg 

egtcagggge 

cctggcccac 

gacgcagtgt 

ccagctggct 

acctgccagg 

tgaggagaaa 

tecgageggg 

actgacaaeg 

g 



tggggtttaa 

ggtgggttta 

tagctttaca 

cacagaggat 

tacatatagt 

gtttgtacac 

acagggcttc 

ggtacatggg 

cactgaggct 

agegttgege 

gctcaccacc 

ctcctcttcg 

agagceggta 

ctggtggaag 

ctcctcctgt 

tggattgcaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
500 
oSO 
720 
780 
340 
900 
360 
1001 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8653, G5 01A 



<400> 125 
cagtcaagag 
acaaggctga 
cttcagtctc 
tcctgtttcc 
atctagactt 
ctcctgtggt 
cagacgcaaa 
aggtcacaaa 
tggtgaaaaa 
Ctcccagcaa 
atgtcaaacc 
aagaoaagaa 
cacctatcaa 
agatcaagaa 
aggaagtcaa 
aacccaaaaa 
ctgaagcaaa 

<210> 126 
<2ll> 1001 
<212> DNA 



<213> Homo Sapiens 

<220> 

<22X> variacion 

<222> (501) . . (501) 

«223> baySOT>8816, G501C 



cagcaaggaa 
attcattctg 
atctttgatt 
tgggaaoagc 
tctgaagcag 
gaaacaaaca 
accactfccct 
agtgaafccac 
agacaagcca 
agaagagcca 
caaagctgcc 
agaggagaaa 
gaaggaggaa 
agaagagaaa 
gaaggaagtt 
agaaattaag 
aaaaccagct 



atgcagtatt 
cctaatggtc 
gtgtggcatc 
acccagtaca 
ccactggcca 
aaactgaaac 
agcaaatccg 
gtggaaaagc 
rtaaaaacag 
tctccagtga 
aaggagaaga 
gaaaagccaa 
aaaccaaaaa 
aaagaaccca 
aagaaggaag 
aagctcccta 
gctfctaaaac 



ttatgcagca 
aagaagtaga 
cagcaaaccc 
acatcctgga 
cccaaaagga 
agagggctga 
tgcgcaagga 
cacccaaagt 
agaccaaacc 
aagccgaggt 
cggtgaaaaa 
agaaagaagt 
aggaagaggt 
agaaagaggt 
agaagaagga 
aagacgcaaa 
caaaagtacc 



gtggactggt 
tctcccgatt 
cgcggagaaa 
agggttggaa 
tctcaccggc 
tagccgagaa 
gtcaaaagaa 
tgaaagcaaa 
ttcagtgact 
ggctgagaag 
ggaaacaaag 
ggctaaaaag 
gaaaaaagaa 
taagaaagaa 
agtgaaaaag 
gaaatcatct 
c 



accaacaaag 

tcctactcaa 

atcatccgag 

aagctcaaac 

caggtfgccca . 

agtcfcgaagc 

gaaacccotg 

gaaaaggtaa 

gaaaaggagg 

caagccacag 

gtaaagcctg 

gaggacaaaa 

gtcaaaaaag 

acaccgccaa 

gaagaaaagg 

actcctctgt 



60 

120 
180 
240 
300 
360 
420 
480 
540 
'500 
<560 
720 
780 
340 
900 
360 
1001 



<400> 126 
agttgtttct 
cattttcaca 
ttaacactga 
attttctaca 
Ctcccaggaia 
ccoaaatcct 
tcagggagcc 
atccaatgga 
cccotcCgct 
gccctctgga 
acaaacacgt 
tcctctgggt 
aagggagtgt 
aaacagctcg 
gagacttttc 



tatttattxt 
ttatctggga 
atcattcacc 
Cggttttatc 

fcggggctcct 

cacccagctg 
cacggtgata 
aagacttaga 
ccaagcggaa 
gcctcctcgo 
ggcacagact 
cctgatacag 
caggtagagg 
tggacgcact 
cctcgcaaat 



ttaaagcacr 
gatgcaattg 
gctqagagac 
agtggcctgc 
tcagaatgrg 
gaaaagggcg 
acaccagtca 
acatctaagg 
scttttttcfe 
tggtatcwca 
caatcccaac 
agctggcagc 
cagcaccagg 
tgactagceg 
ggaagacfcgt 



ctgcgtatag 
aaacaataca 
tgagagtcca 
ttaggggatt 
tcagggaagc 
cagcacctgg 
gacgatcaca 
Ctgggggagg 
caggaggtaa 
gtgcctggac 
acacagccag 

gagggcctct 

tcccggaggg 
ttcgaaagca 
atttaaatgc 



gaatyggcct 
aaatacagta 
gcgaggttgc 
tggaagtttc 
tctgtagagg 
gaaaggcgat 
ccatggaagg 
tgaaaccttc 
tctctaataa 
agagggggac 
tcaacgagcc 
gaagaggtta 
acagatgagg 
aaaagagatt 
atattgcttt 



tctcctggac 
ttrcatcacat 
aaaataacaa 
tagggaatat 
gatcagagca 
caactcccag 
gtcoaatgag 
tgctattcag 
caagcagagt 
acaccacagc 
tctggcccct 
cagggagccc 
gatccctagt 
cggactacaa 
agctgggcag 



60 
120 
160 
240 
300 
360 
420 
480 
540 
500 
660 
720 
780 
340 
900 
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tctccaggaa ggagctgatt rttagtagag gaattgttat gcaaataatt ttccctgcag 
210 127 Catctatttfc ctcccatgga ggagaaatag a . 

<211> 1001 

<=212> DNA 

<213> Homo Sapiens 



960 
1001 



<220> 

<22l> variation 

<222> .(501) . . (501J 

<223> baySNP8931, G501A 



<400> 127 

agattctgtg 

cctagacagg 

aactatcgca 

gcacaagctc 

ctctgggaaa 

ggagcccatt 

ccaggtggga 

ccaggcccfcc 

tgggcgggga 

atgagcttca 

tcagcgttgg 

gcaagggaca 

tgccaaatgc 

ggtaatgccc 

ctcagttatc 

ggbcgaatcc 

caagggcatg 

<210> 128 



acctaacttt 

acaaaccact 

caaagctaag 

cgagtgtgct 

agaagaggac 

ggttggaact 

Ctctgggmca 

ccactggctg 

tcatgtcgtc 

caccatccac 

acaegtcaaa 

^gggcgtgaa 

aacagccgca 

gttcattcgt 

aaaeafcagta 

tgaccactcc 

tgcaatgcat 



9cctcactct 
ctgagaccac 
gccaccaatg 
gggagctctc 
cctgcyaggg 
ctggttgaaa 

gggggcgg^g 
ggttccages 
ratggactgg 
caccagctgc 
tactgagccc 
gaggcagcga 
tgtagtgagt 
gagcccacga 
tagtgggtaa 
tcgcttfcata 
attatataat 



agacccggga 

acagtggcca 

cctctattta 

cattaactag 

agatatttca 

ctggaactct 

cgaggagtga 

gtcggtggca 

cctttctcca 

acctgttcta 

acggcagctg 

aggtgcagag 

gcctactgtg 

gtctctgact 

gagagtgggt 

aatggggaaa 

catgaaaatc 



taagacatgt 

attgcacgtc 

tcgctttgcg 

agctcctggt 

ttggccagaa 

gagaagggtg 

gggagcagga 

ggtgggcagg 

aettcttctc 

cttcggacga 

tgtccacgcc 

gggctgggac 

taacaggtta 

tcagatgggg 

tctggagcca 

ctgaggccac 

c 



ttagtacatg 

ctccctcaac 

tggagacaaa 

tggggtggag 

tccagaggat 

gagagagccc 

ctctggtggg 

cgcctacttc 

catttccacc 

gcccagccga 

acctgtggga 

gtggccoccg 

cctgcacaca 

taccacgcca 

ggcggcccag 

gagggaggtc 



<211> 761 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> variation • 

<222> (501) . . (501) 

<223> baySNP8943, T501G 



60 
12 0 
L80 
240 
100 
360 
420 
480 
54 0 
£00 
660 
72 0 
780 
340 
500 
960 
1001 



<400> ■ 128 

^tggccgagagLtcfagaacaty ccatt crctc tatcraq hA^ acaggggggc ggtcatcata so 

gcaccagtcc ctcycctgcc ataacccttg ^^^^9^1S^^^ tfo" 

tagaaaacaa gtctttagtt aaaaaaatca gaatEtlaai attga^gtc? ?S52S IB0 
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tgatattgag aaaaaaatgc ttcaaaccgg ccattttatt ttcacttact agtcatattt 240 

ttttatttat catcttatat ctgtttattt cttttataaa gctgctgtta aacaatataa 300 

ttaaactatc tcaaaaggtt tgacattaaa gaaaatgagc aacggtaaca ggaaaccacc 360 

ctatagatgt acatataata tgtacagaaa atataagtag taagaagtcc atgacaaast 420 

gttagctctr tttttttttt tttttttttt tttttttgag afcggagtctc tctctattgc 480 

ccaggctgga gtgcagtgat kcgatcteag ctcactgcaa cctctacctc ccgagtfccaa 540 

rcaattcttc tgtctcagcc tcccgagtag ctggggctgc aggfcgcccac caccatgccc 60 0 

agctaatttt tgtattttfca gtagcgacag ggtctcacca tgttggccaa gctggtcttg »5$0 

aacccctgat ctcaggtgat ccaccygcct cggcctccca aagtgctggg attacaggtg 720 

tgagccacca tgcccagcct accctttafct actaatcaaa g 761 
<2X0> 129 

<211> 1001 

<212> DNfA 

<213> Homo Sapiens 




<221> variation 
<222> (501) . . (501) 
<223> baySNP9243, C5Q1G 



<400> 12S 

caagcagaca ctgagacact aaacaaaccg cctcccatct cacctccggt ggttcattfcc 60 

tgcatcgotg getgcatttt tcccaggccc ccagctgtgc ctccggaagg gagaaagaga n.20 

gcgcatggag ctccttagga cagagoagtfc tgcaggcact tcagtgatac tgtccatctc 180 

ctccccctcc aogtcgcctg ggtcagcagg ctcactctca ctttctcgac cctcagctcc 240 

catcccatgg ctgtagaacc Cjatcaaggct ttgccgatct cttgacctgt ttggcttcaa 300 

aatctgggag agagacacat cactgccatg agaagaafcgt cggtccagtg aagccgtgtc 3GC 

atcggtggat gaactggatc cggtgatatc acaggccaaa tgctcttcct ctggctgtaa 420 

tggagagaaa gcacatatgg fctgaagccag cagggccaat cagatagcct cagttattct 4B0 

agatcaagcc aatggcttct eageggatfcc caggcaggta agatcataat tggcctcaga 540 

gacttgtttt tttaatagga tgatcacaat tggattcaaa tccccccfcgg actctagaag i$00 

agaaacagtc tagafccfcate ctcfctttttt tgtttgtttt tgagacagtc tcactctgfcc £60 

gcccaggctg gagtacagtg gctccacctrt agcccaccac aacctccgcc tcatggattc -720 

aagagattafc cctgcctcgg cctcccaagt agctgggatt acaggcatgc accactacgc 760 

ctggctaatt tttgtatttt tagtacagac agggtfctcac catgctggcc aggctggtct 040 

gtaacgccta acttcaaatg atcgacccac ctcagcctcc caaaatggtg ggattacagg S00 

cgtgagccac tgcgcctggc ctaggtctat cctcttttta tcctcttact agaggtacta 960 

cactagaagt acatcatttt ttctttcttt tctttttttt c ~ 1001 

<210> 130 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<22l> variation 

<222> (501) . - (501) 

<223> baySNP3523, A501G 



<400> 130 

tccagaatat 

cctatcatgt 

acatagcctc 

atgaggagtc 

gagcbtcatc 

aactgatgca 

taaggtggtt 

aaggtcacac 

ccaaagaaag 

aggaattgcc 

ttgaaattgt 

caaaattaaa 

tattccagtt 

tctccaatgt 

tttttctcta 

gtaccaccca 

caaattacta 

<21Q> 131 



tgatgactgg 
caaaaagaag 
ttcactaggg 
cagtatgcct 
ctctgagaaa 
agatattcag 
tfccttaacat 
tcctacactc ' 
aaaagaaaaa 
cttgtcagtg 
tcaaatctat 
tagaatgata 
accqcagagt 
taacttcttg 
ctcttcctcc 
tggacfcctgg 
gatatgacgt 



gaactgtcfcg 
catacaaggc 
gagagcatfcg 
ctcgctggca 
aatgagagyc 
caccaagaca 
gaatgatttc 
tattataaaa 
rcacamtgat 
cattagcttg 
catgactact 
gctgtgcaca 
gtttttattc 
tagaaataga 
tctttgagaa 
gatgtgaagt 
aatgtttgag 



aaatgaattc 

taggcagggt 

aatcfcgggcc 

tgaaaaagta 

attctgccac 

actatgaagc 

tcacttgagt 

tgtatggcca 

caatgcatgt 

awgtgctcct 

gatgaatgct 

caaaagtagc 

atttcttctg 

ccagacattt 

ctctggctaa 

tgacattttg 

gacagactta 



agattccgaa 

gtctccaagc 

cctgagtgac 

tgctgatgag 

taaatcagct 

catatgggaa 

tttggaagta 

tttttgataa 

gacaaagagt 

gcceggtata 

ggaacccctt ' 

tcaggaatat 

actccagaat 

ctaatttatfc 

taaccatatt • 

gctaaatctg 

t 



atotatccaa 

tcatccagtg 

attctttctg 

aagtcagaaa 

ttaattcaga 

aaaatagagg 

ttgctgggag 

atctgattct 

atgaatcact 

gaaccccccg 

ggatctaata 

atgcatagac 

acat£ccaca 

agggatcttt 

acctatacafc 
tacttttgaa 



<2ii> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223* baySNP9940, C501T 



60 
120 
180 
24 0 
300 
360 
420 . 
480 
540 
600 
660 
720 
780 
840 
900 
.960 
1001 



<400> 131 
aattggtaca 
cctgttctaa 
caggtaatat 
atfcaatcaat 
ttgtaaagct 
tgtatttaca 
ttaccaatat 
gaagaacaat 
tccaaaagaa 
acttatgttt 
agagaagttc 
ttaytggatg 

laacactgt- 
attatataat 
tatttctgac 



SaSaaSaa SEE*™* cacttMa « cattcagcac attcatttga 

tSS. 5ilc?S?So Ctt3 9 ccaca ^cagtggct ttcttcagal 
„„~r yacctattgg gccotgaetg attacttctt tctttrcaeae 

=a 9 =cacea a ac£"S?c 

=3= ssssss sssss ™ 33 
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gtaatcceag cactttggga ggccaaggca ggcagafccat gaggfccagga gactgagacc 
attctggcta acacggtgaa accctgtctc tactaaaaca t 
<210> 132 



<211> 
<212> 



1001 
DNA 



<213> Homo Sapiens 
<220* 

<221> vaxiation 

<222> (501) , . (501) 

<223> baySNP10091, Q501A 



960 
1001 



<400> 132 
ttaatttccc 
aaacatggta 
atttccttcc 
aggtccccca 
aaatgttctc 
fccatctcctt 
caggtggcct 
eggcagtcac 
ggcctgcaaa 
cctgctggag 
tttcccgact 
ttctg*ccrt 
aaccatgcat 
agccuagcca 
cacccaggca 
ctgtctccgg 
cctggacaaa 
<210> 133 

<211> 1001 

<212> DNA 



ctcacctcac 
ttaaaatcta 
ttrfcttcatc 
aaaaacaggt 
tctggtaaag 
cttcattgct 
ctggtggttc 
tgctacaatg 
gtgaactggg. 
aaagagttga 
tttccacccc 
cagtggatga 
ttccccacgg 
cctagaaagc 
gtgtttatgt 
attccagcag 
ttacctccac 



agattacaag 
fcaaacctctc 
cagtacccat 
ggcggcggat 
catgctgaca 
ttgagagaga 
caggatctca 
tgggctgttc 
rttggagggt 
tgggtaagag 
acttcttttg 
gaaatgtcat 
tatgtaatgc 
bgaccaggga 
actggctotc 
tacgcactgt 
gggaaggctt 



gcttcctcgg 
attctccctg 
gaaatttcct 
tatacatggc 
ctgtttatct 
tggccaacct 
cggtatccga 
ttgaggtaag 
aaagtagctg 
attagagaca 
gcagctaggt 
cagaatgatg 
cttatgggct: 
cacagctcct 
ctccaatttg 
actcaaaatc 
cctagagagc 



agafcggcact 
tgactcaggt 
ctctgtgttt 
tttcagcagt 
tgtgtaatag 
tcctgtgccp 
tcccatctac 
cccagattgg 
tacagaatgg 
gattcactga 
gctgagacag 
cccctgataa 
ggctccaagg 
gaigtcccfcfcc 
ttttccctgg 
ccccagcgwg 
t 



ttaccagaaa 
gagcaaaaac 
catgtgtccc 

ggggtgatga 
gccccaatct 
agcctgcaga 
atactaccac 
ccaagtgcca 
ccacccttca 
aactgacagc 
gtgtgcaaag 
ccccgcccat 
ccttctgcct 
cctgtgttcc 
tccaagtatc 
ttgfcacatga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
560 
720 
780 
340 
300 
960 
1301 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10541, G501C 



<400> 133 

aftaggcac^c accagcaccc tggctaattt tttaaawttt ttttttgaga cgaggtctgg 60 

ctccgtcacc caggctcctg ggctcaagca gttctcccac ttcagccacc cgagtagctg . 120 

ggaccacagg cgcacaccat cacgcccggc caatttttgt atcttttgta gacggggttt 180 
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cgccctcttg tccaggctgg tctcgaacttc etgagctcaa gcaatetgct caccttaoce 
tcccaaagtg ctgggattac aggtatgacc cactgccc&a Jtctalfcttt tttattfftt 
gtagagacag ggtcfccbcta tgttgcccag gctggtotL laafccltaaa St«.^i»^ 

£££££ SSSSZ ~«S55SB S£S2£ 

assess sssss sssss ssas SS&S 

aagtcgccaa gatgltcott tgatfaalS clSgglgfgg SSJSS 
agacactggg ggagcagggc agcotctctc occttclkg! SSSSSt-SSSSS 

SKS =S= ESSE SSiS jSf* = 

<211> 597 ; j f 

<212> DMA • fj 

<213» Homo Sapiens 

■ ') 

<220> 

!' 

<22l> variation <f . £ 

<222> (510).. (510) 

<223> baySHP10600, A510G 

* «? 

<400> 134 ; * 

SS 3S222 25SS2S? f^fef ttttggcagg . 

gtetaeootg gcatctggga 'SSSSStrt STSSSSS*' c *9g« ccot 9 jjeactggttat 
cctecctaac Stgggagfla S2S5SJ2 ^«??fc Ca c f t ^ Ccct «t tgaaottagc 
gacctctcca aalllgacac aclggcacal SSSSS 9 atgfccctggg ccctgcagca 
ggtatgtagc aQttgccttct otggfggcaa SEE35 = at ? ctc ^ c accccccttt 
tgggaccatc tgcaggtgcfc aagtcetaca SHE?? aa 9? aaa a c « tgtttactct 
taacctctct ggctilafgg JSKSShte ^S^ 8 * 6 S«f*9fceet coctggcaac 
egcafcctctt igggflogf £S£££ SSSrfSSS 22* OC S t * ^WStttg 
ttaac.egag tagacagafl gacfg?^ £g£g S^SSS SlUat"" 



240 
300 
360 
420 
400 
540 
600 
660 
720 
780 

' 840 
300 
960 

1001 



60. 
120 
1B0 
240 
300 
360 
420 
480 
54 0 
597 ' 



«211> 1001 
<212> DNA. 



<213> Homo Sapiens 1 

I 

*22Q> 

<22i> variation ' :* ' 

<222> (501) . . (501) .* \ 

*223> bay5NF10745, AS01G 
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<400=» 135 
tttcccacat 
ctgacccaaa 
atctcccctg 
tcttggccac 
acgctgcaga 
aggaagcaat 
cccaaagtct 
agaaagaacg 
aatcaaggat 
agatgcgatt 
tggagagtcg 
cacaacagcc 
gggagcaatg 
gggaagagga 
gatgagaatt 
ttatcacccc 
gtccagccta 
<210» 136 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 
<222> (SOI) . . (501) 



ggccctcctg 
aggcatctac 
cctcgccttt 
cratgtatat 
aggggccagc 
ggctacfctga 
tagctatctg 
acactgaaat 
ttcaaaaacc 
gaaacactga 
gcttcatacc 
aatrtaaaaa 
gatttgattt 
gggaggatgc 
tatgeggtta 
tagttggtct 
sagacaggag 



gtctgcfcagg 
ctgggtpttc 
tggaacistcfca 
cfccccctggg 
ttgcctajagg 
ggggtajajcct 
ggagctgagt 
gcatccagtc 
rtcattgrtaa 
aaaccagcgc 
aggctt§ttg 
acagtclccaa 
cacagt^cca 
tagttgfaaga 
gaggccjtlggc 
tccgga.trcag 

T 



agccccccgc 
atggfcigttct 
atggfcjgcagt: 
gaagcagtga 
agagkgtata 
caaggtfctcc 
gctcfcagcct 
caaa^ttctc 
aatttjtggaa 
atgttcccga 
gagadttggc 
aagaggtagt 
gagafcagagg 
tgggtiaagga 
agacSetaagg 
aatajctctag 
aaga'tiaaatg 



taccctgaca 
gtgtagacac 
gagtctccag 
gatccctcac 
ctctgccaag 
cacttggggt 
catccccacc 
ttctoactgc 
aaagtaaagc 
acctaagcta 
ttcatagtga 
cagotgtgtt 
tggagggaga 
etgccttcag 
ctgtcaggcr 
aatctctota 



gccccttgag 
aaagagctcc 
gcagaagtgc 
agtgagccca 
tggtctgggc 
ggaaaaggat 
cccacaacaa 
agcttatgga 
agggattaat 
ccaggcctgg 
cfcttgcaaag 
gtcctggggt: 
goagggcaaa 
gtagggggag 
tatgtggctg 
gaatcattag 



•i 

!J 



li 

t; 



<223> baySNP1074B, C501T j? 

: - } » 

<400> 136 j : 
attctcttca ctcgaaccac aatccggttt 
ctctgtgagt gaaagacaga acafctcgcac 
taaggcagag cctgtccaac atgcatl'ggac 
tgattgaaaa tcccatgcag ctttgfcggtfc 
agcattggtt cttaaccaga gggcaagcag 
ctgtctgacc aggtgaccag cgactcjgtag 
actggcaacc gctgtcacat tacaggcagt 
gataatttag tggtccctgt ggcta£gact 
aaactgaggc aggatatgac yfcgac£gagg 
tgtaccaaac tctagtctaa atattaaaac 
ccccatctta taaatgagaa aactgaggct 
ecagcttgtt ggtgaaagag tctggctcca 
agcccacatc tccctcttcc tattticccac 
gctaccctga qagccccttg agctgaccca 
cbgtgtagac acaaagagct ccatc^cccc 
gtgagtctcc aggtagaagt gctctfcggcc 
gagatccctc acagtgagcc caatgecgca 
<210> 137 



gctggaaccc 
tgaatgcatt 
cca'attactg 
agt£atgctg 
ttggtcacag 
atc'atgagag 
agagaaacaa 
taa€ccaaca 
ccafcaggcac 
tcatctaata 
gagaaaggtt 
ggactatgac 
atggccctcc 
aaaggcatct 
tgactcgcct 
aciratgtat 
gaaggggcca 



ccaacatttt 
acctgaactt 
ctgcgaattc 
gggcctgcca 
aatactttta 
taggaccagc 
agaacatttg 
ccttcatttt 
tgaaatgata 
attatgacaa 
atggaacaag 
actcgagtac 
tggtctgcta 
acctgggtct 
tttggaacag 
atctcccctg 
g 



tgcaacaaag 
atttcaggcc 
tgaaattccc 
gactgaattc 
gaaacttatc 
tgccgaaaac 
agctgctgta 
acatatgagg 
actgccaaca 
qccacccagg 
gtcagtgata 
<:ctctggacc 
ggagctcacc 
tcatggtgtt 
caatggtgca 
gggaagcagt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



60 
120 
180 
240 
300 
360 
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540 
600 
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900 
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1001 



«211> 1001 



! 

i 



T0*S *68I£0£ 6fr+ 



N3ST1>eBA31 Sb yBAwa 



6^: ST £00S-Nbr-T£ 



<212> • DNA 

<213> Homo Sapiens 



if 



<220> 

<22l> variation 

<222> (501) . . (SOI) 

<223> baySNP1074 9, C501Q 



i 



<400» 137 

ggaeragttgg 

aaagaggtag 

agagacagag 

atgggtaagg 

cagacctaag 

gaatactcca 

taagataact 

gaatcttctg 

tcttgaattt 

acctgacaca 

cagctcaggt 

cagaaatgtg 

tctgaattgt 

gaagtaagct 

acaaccctgg 

ttgagaagga 

gaaggtttca 

<210> 138 

<211> 1001 



cttcatagtg 
tcagctgtgt 
9tggagggag 
acfcgccttca 
gctgtcaggc 
gaatctctct 
gaagctottfc 
tcaggaaatg 
aatttgcaaa 
acattatctg 
ccataaaagg 
gcttttagca 
tgactctctc 
ctactatagc 
accttgagga 
ggaactcagh 
tgggacccoa 



actttgcaaa 
tgfccct^ggg 
agcagggcaa 
ggtaggggga* 
rtatgt;ggct 
agaatcpLtta 
cccatccaac 
tccagakatic 
flcagggccac 
cttcggaaaa 
agttgttctti 
gggagg&aaai 
tctccataaa 
ccagag^atc 
aaagcaaaga 
ttggct^ttg 
aatcocaggg 
I ' 

i 



<212> DNA 

<213> Homo Sapiens 



i 

gcacaacagc 

tgggagcaat 

agggaagagg 

ggatjgagaat 

gttatcatcc 

ggtccagcct 

tgtctcctrat 

aattjpcctgc 

cccattccca 

ccc<£t:tettt 

tatagcatcc 

gataggttct 

tgaatcteta 

atattcctcc 

ataccacaag 

ttagtggact 

ttgaaaggga 



3« 



caatrtaaaa 

ggatttgatt 

agggaggatg 

tfcatgcggtt 

ctagttggte 

asagacagga 

tttgctacaa 

Ctcagggttc 

ctgcggcatg 

aggtcccctt 

tgaggatcac 

gattagggaa 

tatgcttcac 

atttcctcag 

gaccagatgg 

gggoataaga 

t 



aacagttcca 

tcacagtgtc 

ctagttgaag 

agaggcctgg 

ttccggatca 

gagtagagat 

acgtaagagg 

aatgyatatc 

gaacagctct 

tctcgatctt 

aaagaagttt 

agagaagctc 

atacagactt 

ctgtaggtgg 

aggtaaaatt 

tcataaaggg 



SO 

120 
X80 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

c221=> variation 

<222> (501) . . (SOI) 

<223> baySNP10785, GS01A 



<400> 138 

actgcagctg tcaggcttgg 
gtggtcccgg gggctcttgt 
gtagttgagg tagattgagg 
attttgttgc ctaagktatt 
ctcaaatgcc acttctgtga 
tagctgaatg ctaagcactt 
~tggaafctagt— tgtaagatca- 
agaaggattt tacactcafca- 
aacaattgaa cctgtaaatc 



f 



tgtctctgtg ct^tggttct ggtaggfegga tctgtggacg 60 

ggtggcaggt actgtcctcg tcatggtaga agctaacgtc 120 

tgct^gaggg gaaataecat ggaggtcact tggacagata 180 

gcctcjfcgaga tatacttagg aacttatctt catggcgtag 240 

agccttccct aafectcccca gtgggctatg atcttttctt 300 

cactttgatt caataaagat gagtcattaa aacaytgctg 360 

gcaataaaaa^gactgraggg^aggggr aaatc a g ataaatct 42 o 

tattgttata ccaatagatt gaaattctta ttccacttta 480' 

rttaataatg ca^tagactt aggctcaaat gaaaggcctt 540 



20 'S fc-68T£0£ |?TZ 6fr+ 



N3sn>feorai w iBAba 



0S : ST £002-Nbfr-T£ 



i! 



M 10 



ggctafcacat caagattagg 
cccaattata ttgcaaaagg 
gcaaatatat agttatctgc 
ggtttttaaa gcgttccaga 
gcattfctttc cttgggagtg 
aggaaggtaa aaaagagaaa 
accagcagca tacCgtgtcc 
ctgccagggg scacccctcc 

<210> 139 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



acatgaatct 
gctgctgjfcgt 
atgtacctga 
aactccccga 
agaaaaajgct 
cccccayaag 
cagaagdcaa 
tggaag#tct 

:| • 
•I 

•L 
J 
i 



-84- 



gtgfca'tgcgg 
agtgbttgtt 
agccafcggeg 
aactgaattt 
ttggajoggat 
gcaaoaagta 
gggaagattt 
gcttacctyg 



ttgaagtatt 
aagttctagg 
attaagggtfc 
aaaatgtttt 
cctgggggca 
accagggaag 
cagcagggta 

g 



aactattagc 
fcgagaaacag 
cttaacttga 
atgtatatgt 
tgagcaccca 
atggaagaaa 
gggtctgaca 



600 
660 
720 
780 
840 
900 
960 
1001 



'4 



<220> 

<22l> variation 

<222> (501) . • (501) 

<223> baySNPlOBll, TS01C 

<400> 139 

aggacgggtg tctgggggcg tgccngcaca 
.aggaccatgt ttggttgatt gcaccaaaag 
tcacagctgc aacaaacaca gtggtaattt 
gtgaggtgga tttttctgca gwktttitstca 
cytcctgagt ttatatgaaa aaatgfcgnaa 
gccacagtgc tgagagggag aaggcajbtac 
agtgttacta agggccagcc atgccajkcag 
cacaacagcc tggtgaggtg ggcact ^aat 
agcctaagat gcaatgctgc yacatgfejtag 
tctacaccct aaattttaaa ccaat$catc 
acacctcgca cttcagtaaa tctgaaggat 
atctgagtct aggagtcaag ctcagg|cag 
cccaggtctc tgcttcccct tgtcttccct 
ataggagcag caggggtcag aggaaaggca 
cagcagctgt gatggaggca geatccfcgtg 
gcttcgcaca cattgatcac ataatalaga 
agaaaafcaca ttctcagata ttaagaggcc 
<210> 140 



<211> 1001 

<212> DMA. 

<213> Homo Sapiens 



? 



cctggtaagt 
tcagagagta 
fcfctaaaaata 
tctaattctt 
ggaaatccca 
aattj^tccat 
tgcdptctac 
catgtgatca 
agctggaact 
ttctkacattt 
tccAgagaag 
tgatccggac 
aca&ptcctg 
caactcaatc 
cgcaggtagt 
aaaaijcattt 
tttccctata 



gatgttctgg 
gtctctggaa 
ttaaatacag 
ggagtgtgtt 
aaaacctgag 
gtbattatac 
atactgcctc 
gaggctcaca 
gaaactcaca 
cacagaagtg 
ggaaagggtt 
actgaccatt 
ccaggctgcc 
cggattgctg 
actttaacag 
ttagttccat 

g 



tggatgcggt 
cttgtagagg 
agattttcat 
cccttgggaa 
tggatgcaaa 
acaaagaata 
atttattcct 
aaggttaagt 
ttggtttgac 
acgacttcca 
gtctctcacc 
ttgttcacag 
agctctcagc 
tgctgcacaa 
aacacatcac 
gtgaaagafcg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 
<222> (501) (501) 



<223> baySNP10830, A501G , 



••I 

% 

it 
i 



!!! 



Npsnxaarai 3d aaAwa 



0S:ST £00S-Nyr-T£ 



<400> 140 



if. 



SES& 52KS SSffe a C sfe SSET 
ggagagagga aggcggggaa ggaggglaag afgffagcc? cagJatlafg S££a?«S 
SSS 9 " ^tagttrttc atctg&tag otSfcgS«S ccfgggJctS SSSSto 
atgcfcgtaca aaatgggcta gagaaefetba aacfetttcac acttalctca ItxSeZlZS 
ctgaagcaaa tccaaaggca gtgag&tag ttt&sageat gott?ctttf ASSESS 
tatttggatc aaatataaga ttcccffictS ttt&gStga Igctgggtca 2£!£2i 
gagaaacaga tttgtagagt tgata&fcoc gag&aattt tftgflSce it2S2t5 
gaagttgaga ttctttcaga rcttc#tea ctlJSttttt caglctlaafc 
atattttgag ctgacacaec atgttittat cctftgactc ttgoacSIca SfaffSK 
gatttccaac cactaccaaa atgtc&gae ttcltgJcl ctlag^ct" SSSctJoafc 
ctgccacaoa ttC gcacaag tgttt&ttc agalgclagg gcagKag^g gftKgcIaa 
aacctagggt tggaattcca getcagVcc ctoSgfeggSa tatgagSgl ftaoohctt« 
cteactottg gacatccaat tcttctfagt tcagatltt ggcflflSg gaalccacJa 
agttcttcac ttgctcattc tgtte&atg gtagWtttg iacaatttt? t£f?a?c?a 

catSa?caaf SJS?? 66 * aca * at -OflRme tcgcttacc? cSggagl^ 
<210> 141 9aaagtctga a Saaga^cct cct^gtcctg c 



<211> 1001 

<212* DNA 

<213> Homo Sapiens 



■a 

.5 



i! 

« 

il 



SO 
120 

ido 

240 
300 
360 
420 
480 
54 0 
60O 
600 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) - . (501) 

<223> h*ySNPlG94S, G5C1C 



if 



r 



<400> 141 

cectagccot actttctttc tgggaiccag gagKccagat coccagcccc ctctccagafc so 

tacattcatc caggcacagg aaaggacagg gtc&ggaaag gaggactccg ggcggcagcc 120 

tccacattcc ccttccacgc ttggcgccca gaajfggagga gggtgtctgk attactgggc 180 

gaggtgteet ccctccotgg ggactdtggg gggfcggtcaa aagacctcta tgccccacct 240 

cottcccccc tctgccctgc tgtgc&tggg gcaUggggag aaeagcccac etcgtgactg 300 

ggggctggcc cagcccgccc tatce^tggg ggaSggggcg ggaeaggggg agccctataa. 360 

ttggaeaagt- ccgggatcct tgagt!$ctac tcaSccceag cggaggtgaa ggacgtcctt 420 

ccacaggagc cggtgagaag cgcaggcggg gge&cgggga tgagctcagg ggcctctaga 480 

aagagctggg aocetgggaa accctWgcct ccajggtagtc tcaggagagc tacfccggggt 540 

cgggcttggg gagaggagga gcgggSgcga ggcfeageage aggggactgg acctgggaag 600 

ggctgggcag cagagamgae ccgadgcgct agsfaggtggg gtggggagag cagctggact 660 

gggatgtaag ccatagcagg aetcdfcgag ccg^caetae catttaccga gcacotietg 720 

ggtgtcccca gtgtcctcag atctddataa ctdgggagce aggggcagcg acaeggtagc 7B0 

tagccgccga ttggagaact teaaaitgag gaetegaatta gctcataaat ggaacacggc 840 

gcttaactgt gaggttggar ottagdatgt gaagggagaa tgaggaatgc gagactggga 900 

ctgagatgga acyggcggtg gggagggggt ggcfgggatgg aatttgaaco ccgggagagg 960 

aagatggaat tttctatgga ggccgacctg gggatgggga g . 1001 



>0'S t768I£0£ PTE 617+ 



•J 



1 1 t* •* , 



0S:ST £2>BZ-mr-X£ 



86 • 



•Mi 



ill 



<210> 142 

<211> 1001 

<212> DMA- 

<2l3> Homo Sapiens 

<220> 

<22i> variation 

<222> (501 )\. (501) 

<223> baySNP10962, A501G 

<400> 142 

agtattcagt tcgtttccat tgtctgfcccg 
aaggotccag gtcccctaca taataataat 
tagggtctta cacatgtcag gcactgjttct 
cttcatggtg accctatgaa actgatfacta 
aaaatggcac agtgattcac ctaaagtcac 
tacagagtat gtgttgataa ccattatgct 
ttttaaggca gatgagcagc acttcpjttpt 
agtcatggcc aaaattagtt tcayggagat 
gtgactgtgg tactaattaa rgaaagacat 
tgtcattaea aacatgtaat ttaaatagaa 
aacttgttga aaatgatgac ttcctaaaat 
ccaatgacct acaatacate aaatctttcc 
tcatttcttt tattatttca aeatgt'taaa 
ctaaaggctfc cttttgctgt actgtttaaa 
tctatattca gtcatfccaaa agatagtttt 
acagatgcgt ataaaaataa aaacatattt: 
tgtagacaaa ctfccattggc ttcttcagtt 
<210> 143 

<211> 1001 b| 
<212> DNA 



i 

I! 



tttgaatttt 
aataataata 
gagttctgta 
ttapctcfcac 
agagtgagga 
tgtfcfctcttc 
gaajtctttca 



gttaayaact 
aaot'taygat 
aaatgttgag 
gtgttatctt 
atttggtaac 
ttgctattac 
aacacagttt 
ctaattctta 
aaatatcctg 
agtgaaggag 



ceaataagfct 

ataataataa 

gacacapctt 

tttgcagaag 

ttgaacctag 

aataatttcc 

tgttacgtgt 

ctgtgcttgt 

aaaacattca 

gctaaaaaaa 

aaacatgaaa 

tcactcattt 

agttaagtta 

fcaaatttctt 

ctgfctcaatt 

ccaatttgtg 



tatttccctc 

tggcatttat 

ttcatttaat 

aggagactgt 

gccattgggc 

atacgctgaa 

ccagaaatat 

tttaatttgt 

gtagttaaat 

gtttttaaaa 

aggtacacta 

gttcatctat 

catattaact 

tatgaatagg 

cagattcttc 

caatatataa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<2i3> Homo Sapiens 



<220> 
<221> 
<222> 



variation 
1501) . . (501) 
fesySNP10966,' 



T501C 



i 
J 

i 



<400> 143 Jf 
attgcttgag gacaggggtt caagaccagc 
aaaaaataaa aagaaaacaa aacaaaaatt 
ctagctactc agaagcctga ggcaggaaga 
tcragctatga tctctccact acattecagc 
ga aaac agtc tgtcaattca tattcacata 



V 

i. 

I: 

ct^ggcaata 
agctgggcac 
ttgcatgagt 
ctS^gtgaaa 
ctttttcttt 



tagcaagacc 
tgtggaatgt 
ccaggagttt 
gagtaagacc 
taaaaggcaa 



ccatctctaa 
acccatagtc 
gaggttacag 
ctctctctac 
ggctacatat 



60 
120 
180 
240 
300 



S0'S t?68T£0£ t?T2 6fr+ 



ay b3Aba 



ISrST £002-NbT-T£ 



gill! >ue P'lS Ijazsguejdtog 



87- 



ggacgcaata 
ttagagaafca 
atggaaatat 
gtgaaataaa 
ygccaagaat 
ataagtctga 
agaaaaagta 
tcatatafcat 
catacagata 
tcagttaaaa 
agaaaatago 
tfctactgaag 



aaagcaacat 
aatatatatc 
tttggcatga 
acttgatggg 
ttggactgtg 
cttcatayac 
atchaagtta 
tattatatat 
tagcaagatt 
atttatattt 
aataggcatc 
aagtagtcag 
<210> 144 

<211> 1O01 

<212> DNA 



<213> Homo Sapiens 
<220> 

<221> variation 



tttafctfcfccg 
taaaacaUat 
accaatp!ttt 
yagttctjlggt: 
aatgctHaat 
aaggtgfctaa 
gtattaflagt 
tatatga'gta 
tgggatajcag 
taggcaJtga 
tatacaj-Stat 
atctggctca 



fctttfctaaaa 
taaapcctaa 
ataakaggac 
acaajtjataga 
ccttt'ttaaa 
caaatjagaag 
tttapactat 
tgagsttata 
ccatpttaaa 
ttatiitgaca 
ttttWaaatc 
gcagtgacaa 



tgtcacaaat 
ttagctttta 
caatcaatca 
tcttcfcgtcc 
gatccttttg 
aatttatctc 
atgagtttat 
caatttttto 
acacatgttg 
tatataagtt 
agfcaagattt 
a 



tcttttagta 
cttcttttgc 
gtaaccttat 
aatttgtatt 
gcttctactc 
taaggtttac 
actattttta 
ttgtacttga 
gbttgtagtc 
gtctetagta 
atgagaaaag 



360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<222> (501) . . (501) 

<223> baySNFUOOO, C501T 



1 

•A 



c400> 144 

cctcccacot cctcctctgg ccatcgjtgce 
aaactgcatc cttctggctg tgggadfcggc 
tcaagagtcc fcgctttggga .ctfcttqjtpatg 
ggtgccagca cgagggcfcgg aagctgccct 
gccggccaga aggagaggca cggccagaag 
cccacgccca ggcccaccgg gccetcfeact 
gcccctggcc ttttgctfcta aggea&ttca 
gcacccggcc arttctgggg accctekaac 
tgcaaactty ctgatattcc ytcgatatca 
cacacaggca cgaggatgac gctgcifeaga 
ttcccaaaga cccacagcgt gggggckcac 
tggtgcagct cctgcaccat ggccgefaaag 
cccctccggg agtccatgta gtccapjfccg 
ggaccgtctg ctggggcctg aggagajbgcg 
caccccaact caccaggggg aagtgggccc 
tagcggtgga ggagtagccc cagcggpaca 
tgaacgggta tcctgcaggc caacgcijcgac 

"""" !'I 



ggacaccaga 
tcagggaagg 
ggagctgatg 
caciLcacgco 
gcac^oggag 
ttceaggacc 
agtapcctac 
eegacctccc 
caaagaccct 
gaaggagcca 
accSbgatca 
tcc|ggaagc 
ttccjaytgga 
tcccggccag 
tggppatgtt 
ggt igaagcc 
ttc atgaggg 



<210> 145 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 



ctcgggctgg 
gcctcfcttgt 
ggaagaagtc 
gtcccttcca 
ootccacagt 
aggtgacatc 
atctgacaga 
tggacagctg 
cagaaaacat 
ctgggcaccg 
tcatgtagcg 
catccttgtt. 
cgtcctgcag 
ccccttgcct 
ctccaccacc 
caggccccag 
a 



accagccccc 
gcfcgggtgac 
tccgbtctgt 
gggattcaga 
tccagcgata 
agttfcatcat 
accctgagta 
gggccaagcc 
cctcggcgac 
ggcggccccc 
ccggccgccc 
gaacgtgaag 
ccaoaacacg 
cccctgccac 
tggcgggcga 
tatggcggca 



r 



60 
120 
180 
240 
300 
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Le A36 562 



c220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNPHOOl, C501T 



-88 



<400> 145 
aggcacggcc 
accgggccct 
ctttaaggca 

tggggaccct 
attccytcga 
atgacgctgc 
agtgtggggg 
accatggccg 
atgcagtcca 
gcctgaggag 

gggggaagtg 

agccccagcg 
caggccaacg 
agggagcagg 
cccaggaaga 
ggctgcagga 
tggagggctc 
<210> 146 

«211> 1001 

<212> DNA 



<213> Homo Sapiens 
«c220> 

<22l> variation 

<222> (501) - . (501) 

<223> baySNP11020, G501A 



agaaggcaca 
ccacttteca 
gttcaagtaa 
caaacccgac 
tatcaaaaag 
acagagaagg 
cacacaceac 
ggaagtcccg 
ggtcgttcea 
acgcgtcccg 
ggccctggtc 
gcacaggtgg 
ccgacttcat 
ccctacccac 
tgtagacatc 
ccacatctgg 
tgeaccccae 



cggagccfccc 
ggacoaggtg 
cctacatjctg 
ctccctggac 
accctc^gaa 
agccac&ggg 
gatcatc'atg 
gaagccaitcc 
ytggacgtcc 
gccago^cct 
atgttcfccca 
aagcccaggc 
gagggafgga 
aacgtc&agg 
caggatV" 
aagggr J 
agatgg^cca 



acagfctccag 
acatcagttt 
acagaaccct 
agatggggcc 
aacatcctcg 
caccaggcgg 
tagagccggc 
ttgtfegaacg 
tgca^ccaca 
tgecfccccct 
ccacjqtggcg 
ccca^gtatgg 
ggagggagcc 
tacSgctgca 
cctgtcgacc 
gctdKggggt 
atcakjaggcr 



cgatacccat 
atcatgcccc 
gagtagcacc 
aagcctgcaa 
gcgaccacac 
cocccttccc 
cgccctggtg 
tgaagtcccfc 
acacggga.cc 
gccaccaccc 
ggtgatagcg 
cggcatgaac 
ttggggcggg 
ccacgctctt 
tccagctaag 
tgggggacag 
9 



gcccaggccc 
tggccttttg 
cggccatttc 
acttyttgat 
aggcacgagg 
aaagacccac 
cagctcctgc 
ccgggagtcc 
gtctgctggg 
caactcacca 
gtggaggagt 
gggtatcctg 
ggccgcggcc 
gggctctggg 
ggcagggctc 
attcttcact 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
72 0 
780 
84 0 
900 
960 
1001 



<400> 146 
ttttttgtgc 
accctaaccc 
aaatcttagr 
gtttttgccc 
atctcggtgg 
gacctggaac 
aataaaatca 
aactatcagg 
tctgcagtta 
tggacataag 
attcaaagtt 
ttaggcaagt 
ccacctcaca 
agtgtttgaa 
ctagttgttg 



caaaaatgcg 
attggacata 
ttaatcagaa 
aggaattacc 

gggttgtttt 
tfcsgaggaga 
cataattcca 
acctttatca 
atcccactga 
aatgagggag 
tggggtcagc 
tacttaagtc 
gtgaaaagtg 
catagtaago 
tttaggtctt 



gcaaaccttt 
atctat'tatc 
acacactctt 
cctgagcaae 
tcagctcctt 
ggaacttcag 
aaaagfcttca 
ttcata.ggaa 
raagt&gtgg 
aacttkgaaa 
agattjdgagt 
atcaa^gtct 
taagcaataa 
atttafgtaaa 
gtagtiictag 
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l 



ctabggggaa 
tgtttttact 
ttcttgtgct 
taa'aatgttt 
taactcgtcc 
gcgbcggtgg 
ggcattcaag 
ataktcrttg 
gctfccaaagg 
ggtjatcctaa 
gtdaatcctg 
cagctcataa 
aaggaacaat 
tac'Gtagtct 
ttc|^tgttgt 

i 

i 
t 



aacgatagaa 
aaaatccact 
ectcaataaa 
accttcctgc 
atctcgttaa 
gtataggtct 
aaaaacagtc 
gaacaaacct 
cttaatattt 
aactcaatgg 
gctcagccag 
aactggaatt 
gtgcatgaag 
cactatcagt 
ttaggtetca 



atggcactta 
gaacctgfcag 
taattgaatt 
agttataaaa 
gcatctgatg 
tactgtgaaa 
acaatttcaa 
tttagtttac 
tcaataatgt 
agagagtgtt 
ctgtgtcact 
atgaaaataa 
ggcttaatac 
agaagtagta 
ctaaacactt 



1 . 



60 
120 
180 
240 
300 
360 
420 
480 
540. 
600 
660 
720 
780 
640 
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acacaggtcc ttgagcaatt aaagcaagta aaaaattcat atcgtctaag aaggtgtcca 
gatttgggta aggaagtggc ttaggciteat cfcfctgctgac t 



<210> 
<211> 
<212> 



147 
1001 
DNA 



*213> Homo Sapiens 



* » 
1 



960 
1001 



<220> 

<221> variation 

<222> (501) - . (501) 

<223> haySNPll073, G501C 



ft 



<400> 147 

aggggtagct 
tgggcaccta 
ccctggctgc 
taaggcaaag 
catetgtggc 
ccgggtctct 
gggcgagcgg 
gotagaggcg 
agagcagtgg 
ccggaacggg 
cgatgagtce 
acgcccggat 
tcctcccctc 
tcccccggct 
ctcggccgac 
gacggcgggc 
ctgtaaacaa 
<210> 148 



tecgagtccc 
atagcegcac 
tatccgggat 
gcggcggcag 
ggcccctccc 
gtagctgcgc 
aggggtgggg 
gcggcggcgg 
totcggcgct 
tggttgggga 
tcggctctte 
gatctgagcc 
ctccgcccct 
geegccgecg 
cagggacctg 
tggcgggcgg 
gccgggcgtc 



tacttgWcca 
attct^fccca 
ccggacgctc 
cagcag|<pggc 
ccgcccgcca 
gccgcgccgc 
gaggggcgac 
cggtggcggc 
agtccggccc 

gggggsrggts 

ctcctccttc 
gcgagg^cgc 
tccccacjcct 
ecgccgeggt 
cccgcctJgcg 
tgcgggcctg 
tgcccgggcg 



. ( 



i. . 

ii 



<2XX> 1001 

<212> DNA 

<213> Homo Sapiens 



agggccggca 
gtccctggcg 
ccttcjggett 
agagaaagaa 
gcccjtcaccg 
agctgtagcg 
gcgcftcgtga 
gctagggacg 
gcagcttcgg 

gggggactct 

tccgggaccc 
cgacagccgg 
gaccfcggccc 
aacccectcc 
gctgctccgg 
cgcggcggcg 
ctcccgggag 



cggaggggct 
ccggaacgtg 
cggcccggtg 
gctgggtaag 
cagttcctgc 
gcggcggagc 
gcgcgcrctgc 
ggagcgcgcg 
gtcetcaggc 
agacagctga 
gctctcfcgcc 
gggcccggac 
gccgctgcag 
eeggcfcgccg 
gtaagtgcgg 
gcggcgggca 
9 



gtcgatctac 
aaggcccggg 
ctccaggccg 
gcagtgacgt 
ccaacgacat 
cagcggggcg 
gcggggccgc 
cgggagctag 
ggctgttgot 
ggcgcgaaag 
tccctctcca 
gcagcccggc 
cggtgacecc 
ecgccgccgc 
cgctcgggcc 
ggcctggggc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) ..(501) 

<223> baySNP11192, A501T 

<400> 148 



t 

"i 

r» 

'ii 
i 



— ^^ rT ^^^^>^tM.>.r ! - a 4» ae cik a at.fc^fcfctitbt:att ttctctfc atc tagc tatgtt; 
cactttqqaa aatgcacaat gattetattt ttctgtaace gccttggtct aaagctgcet- 
"ttagtaac attttecttt ttctatttct ageaaatgcc agatgfctaat gtaagceggg 
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atggagaggg 
aaggcttact 
actctgtaaa 
gataattact 
tgaaggggag 
atccaagtat 
aeaaatcagg 
gccataaaga 
tatggacctc 
tgagaccatt 
tctgggaggc 
tggtgtaacc 
gtaattccag 
ttgcagtgag 
<210> 149 

c211> 1001 



cccaaagcaa 
tactccaatc 
ggtatgfcctt 
ttctgataaa 
agttatttea 
gacccattgt 
gaacaacttc 
tgctatatca 
aatattaata 
aaaagaactt 
cgaggtgggb 
ccatctctac 
ctactcggga 
ccgagattgc 



ctgccsttta 
ataaaagatg 
aagaaagagt 
gtfcgegacgt 
fccaagfcgatt 
wagaaa>ttt 
afcgctaaaga 
ggtaggjbttt 
acattt&att 
agcrgccagg 
ggatcccgag 
taaaaafcacg 
ggctga£gaa 
gccaccgtac 



ttgacatttc 
ctgctgctaa 
gtgptttcaa 
aatctagtca 
gtca'catata 
aatattcaaa 
caaJjctttat 
aaag.ttgaag 
cttajaagtgt 
cgcggtgtct 
gtcaggagat 
aaaafctagct 
caagaatcac 



tccagcctgg c 



agtggctgtg 
aggtatccag 
aatgttagca 
gactgtgatt 
tataggttfct 
aattaagaga 
tttccaaagt 
ttaagctgaa 
attcacttct 
cacgcctgta 
tgagaccaac 
gagtgtggtg 
ttgaacccag 



gcaacagata 
gaaattgctg 
tatacttttg 
tttgtgtgtg 
taaagttttt 
taatatataa 
ccagaattca 

actgtatttc 
tctctaaaat 
atgccagcgc 
ctggccaacg 
gcgcgtgcct 
gaggcagagg 



<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11248, C501T 



240 
300 
360 
42 0 
480 
540 
600 
660 
720 
700 
840 
900 
960 
1001 



<400> 149 
ggcgcaccgg 
agaccgygag 
gcacctacct 
tgtgcatgat 
tgcgcaggat 
accccaaaaa 
aacagcactt 
aawatatata 
agctaactcc 
ttggfcaagat 
taggacggcg 
tcgccgcctg 
agctgcggga 
ccaggaggga 
agggggcgat 

agcaggcgat 
ggcgggcggc 
<210> 150 



gggcgcagag 
gaagcgtctg 
gatcccgggg 
tatcccatag 
gggaaagagg 
gctctggaag 
ggcgacagcc 
tatatgcatc 
yctgacgcga 
tttccctccc 
ggcaaagcgc 
gcgttggtgt 
ctcgtttgcc 
gcgtgacacg 
gaggtgaags 
taagrgaaag 
tagcccgect 



.ggcgafcgcta 
tgcatgggra 
aaccggagtc 
accag.caggg 
acacacagct 
ccgggggagg 
ggtgcgcgec 
taecc^gcgc 
ygcc&agcga 
ttacceteca 
ttccteaagt 
ctgag^agaa. 
gasg^tjcgtg 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



agggajdagtc 
ttgtaggagc 

:f 
.I'f 

!( 



gtagtctgga 
gccbcagctc 
cggtcggcggc 
ccagcctcge 
gtgkgaacgc 
gacggagcga 
ctgccacttc 
ccdataacta 
aagaatcagc 
actjcctcccg 
tcctigcgctg 
gccjgcaggaa 
ttctgctcaa 
ggdgcagaga 
aaggtggccg 
agajaaagaag 
cgegggccag 



cccaaaggac 
ctgcttgggc 
aggtgagctg 
tccgcfcacae 
ccctggcctc 
agccccggct 
ttgcttgcta 
gccagacocg 
agtcgagtga 
ctgccaggag 
gagtcaccac 
ccagcgggag 
aagtttgtag 
gagaggcaga 
taagtccacc 

gggaggaagg 
g 



tgcaggaagg 
caggcagcca 
tagacgctgc 
atggtcattc 
ccaccctcca 
ccctgagttg 
tagttagaaa 
gctgaaggaa 
gccggtcgct 
agctgccagg 
ccgagaggca 
cagcaggagg 
acgcgcagaa 
agaaagaaag 
cggaggaaga 
caagggagag 



Ml 

.e 

• t 

f 
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<220> 

<22X> variation 

<222> (501) - . (501) 

c223> baySNP11410, G501T 



<400> 150 
taaatagggg 
agaacaaaga 
atatacgtaa 
ggaaggggac 
gggaggatca 
ccctacaaaa 
gtcaggaggc 
tgattgtacc 
aatactagca 

ggggacagag 
ttgtcaggca 
ggcccagcaa 
gaatggatgg 
cgacactctt 
tgatgagtga 
tcctgaagca 
acctccacac 
c210> 151 



ttgaatgaat 
gaaataaata 
aggaatggtt 
caggtgtggt 
catgaggcca 
aaatttaaaa 
tgagacagga 
actgcagtcc 
ataataataa 
gatgctgcct 
gaggacacag 
ggagttgtga 
aaggtaggac 
tcfcgcctgca 
gateccgaac 
ggtggagggc 
cacaaccacc 



i! 



acatta^tct 
gtccaejpccc 
atggaalcaaa 
ggctcafeacc 
ggagtfctgaa 
atfcagc.tggg 
ggatcajaagg 
agcctg£gca 
kaagaajgaaa 

ggggaggccg 

ggagg&ggg 
gaaggabtgg 
cctgcgagca 



caggtaaagc 
ggcatcaagg 
atcaggeagg 
ttcacQtgga 



ggtgtgccac 
tcagcjaagct 
agg&aagtgc 
tgtaktccca 
atcatfcctgg 
catgijttgtfc 
agccfcaggag 
acacagtgag 
aagakgtagt 
gcggagtgge 
gctgtgcatt 
tgggpagcgt 
ggaggtcagg 
aaataaaatt 
tgctgaagct 
gtgabctcca 
tgtgcagccc 



accttgggct 
cacagtctga 
aatgtgcttt 
gcacttgggg 
gcaacagagt 
catgcctgta 
tttgaggctg 
gcaccatctc 
aggagaagaa 
actgagggtg 
ccaggccaag 
ggaatggctg 
ggagggagca 
gaaggactcg 
gtacgcctgg 
gctgctgcgc 
c 



aaggtcttgg 
ttagagaaac 
agaaacccag 
aggccaaggfc 
gagacctcgt 
gttccagcta 
cagtgagcta 
taaaataaat 
acccagggca 
gagatggatc 
gcacagcaca 
caatggatga 
ggtgtgccac 
cgcatcaagc 
gagcccagct 
asggsggcct 



GO 
120 
180 
240 
300 
360 
420 
460 
540 
600 
660 
720 
760 
. 840 

sod 
9 so 
1001 



<211> 1001 

<212> DWA 

<213> Homo Sapiens 



<220> 



<221> variation 
<222> (501) . . (501) 



if 

'4. 



<223> baySNP11448, T501C I 

\ 



<4Q0> 151 

tctttttaaa tgcaactatt cetggafaggc aagjjatatct cacaccttct aagatactgc 
cattttgcca ggagtttgtt tcacaectga atttlcaagat tggcctcttg tttagaggea 
gacctaaagg aatggtcgga aaatgagaga ggaggtcttc ggataaatcc ggtgagaggg 
accaacttca ggaagggtgg cfctttgtgga atcbagatgg aaacctgagg gaagggatga 
tattaaagaa cagtggcccc aggtalaaaca tatggcaccc atgtrtaagg tgattcttag 
aatctgtaga ggtgfcctttc'gtggtataga ggtotgaggca cctgtgcttc aaggaaaccc 
taactcttca aaatcaggca atgcgfeatga ggt^aagaga ggactgtggg accataatct 
tgaagwcasa gacaggcttc actcafcccct gcc'tcctgca ccagtgggtt eaaggctcfcg 
tcagtgtccc ctaggggcac ytcaccacyc ccagcttctt cagctctggc ctgtcctgcfc 
gcctgcaagg gttttgctta attcfccaatfc caatgtctct tcatctttta gyagctgtgg 
ggctttgttg ttgttcttct gtttefcgctc agfeatctgac tactttttaa ttataaaawg 
agatgtatct aaacaaaata gagattgtta tcagaagtto acaacattta ttaaaaattt 
Tret e ac c tg g aca agag cc fe— aaagd &gcat^aaaaafcatgg__t: ctgctatat tctaaaccat 
cagtctcaag agatctgtgt cccagdttaa gagaaaatac atttaataga cagfcaacacaT 
aataagaaaa aaatctgacc aaggatagig ggatatagaa gaaaaaacat tccaagaatt 



60 
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180 
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30D 
360 
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480 
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600 
660 
720 
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h 

If! I: 

afcteuactta tttatttatt fcatttatkca tttat;ttatt tatttatttc fcgagacacag 
tctcgctcag ttacccaggc tggagtgcag cggcgcaatc t 
<210> 152 111 || 



<211> 1001 
<212> DMA 



960 
1001 



<213> Homo Sapiens 



<220> 



c221> variation 



2 



<222> C501) • . (501) 

<223> bayStfP11450, T501A 



ill 



<400> 152 
gggggtttca ccgtgttgac caggcfcggtc 
ccttggcctc atctgtcttt ttaaatyjjcaa 
cttctaagac actgccattc tgccaggagt 
tcttgtttag aggcagacct aaaggaltgg 
aatccggtga gagggaccaa cttcagcjaag 
tgagggaagg gatgatafcfca aagaaciigtS 
taaggtgatt cttagaatctt gtagaggtgt 
gcttcaagga aaccttaact cttcaaaatc 
gtgggaccat aatcttgaag wcasaq^cag 
gggttcaagg etctgfccagt gccccc|agg 
ctggcctgtc cfcgctgcctg caagggtttt 
ctttagyagc tgtggggttt tgttgttgnt 
tttaattata aaawgagatg tatctaaaca 
afcttattaaa aattttttca ccfcggacaag 
tatatfcctaa accatcagtc ttaagagatc 
atagacagta acacaaataa gaaaaaaafcc 
aacattccaa gaattatttt atttatttat 
<210> 153 



tcgaactgct 
ctatjttectgg 
ttgt&tcaca 
tcggaaaatg 
ggtgjgctttt 
gccccaggta 
ctttcgtggt 
aggcaatgcg 
gcttcactca 
ggcacytcao 
gcttiaattct 
ctt^tgtttt 
aaafcagagat 
ag t caaagc 
tgtgfcctcag 
tgaccaagga 
ttatttattt 



/ 

/ 

gaccccaggt 
aaggcaagaa 
cttgaafcttc 
agagaggagg 
gtggaatcca 
aaacatatgg 
atagaggttg 
tatgaggtaa 
tccctgcctc 
eacycccagc 
oaattcaatg 
tgcttagtat 
tgttatcaga 
agcat^aaaaa 
cttaagagaa 
tagtgggata 
a 



gatctgcccfc 
tatctcacac 
aagsttggcc 
tcttcggata 
gatggaaacc 
cacccatgtzr 
aggcacctgt 
agagaggact 
ctgcaccagt 
ttcttcagcfc 
tctcttcatc 
ctgactactt 
agttcacaac 

aataoafctta 
tagaagaaaa 



SO 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
S40 
900 
960 
1001 



<211> iooi 

<212> DWA 

<213> Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



variation 
(501) (501) 
baySNPll456, 



T501C 



i 



aeetstaaga tgtttcacaa aggggiggaa ggaagaagga aagcaagaaa gaccacactg 
M ateccatg aggccattga gtgtggaaac gctgcattca aatgtgccct ctgotaacaa 
gggaaactat ggctt'cctca cacogdctcc tgagagttgg gaaggtggag ggaaggatgg 
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tacatgacca 
gctcctgaca 
gggccaggcg 
ccgggctgca 
gcatctccag 
gfctccatgec 
ccacaggaac 
taaacccact 
atttaggctc 
aatggcctga 
tcactgtgaa 
tctggccac.a 
aaagatgcct 
actataactc 
<210> 154 



agcctgccat 
cactggagtt 
tcactgagae 
ctcggacccc 
cagcaggtca 
cttgttacta 
cecgaagcct 
cctccccoag 
aagggcaagg 
cacataggac 
cactgaafccc 
tcttcatcag 
tatgtgataa 
acacccgagc 



caccaaatga 
cacgctcbag 
tgtgggtfcct 
gtgatggbgg 
kacactt&ga 

yggggackaa 

tccccggctc 
cccatttktc 
acgatgbfett: 
aatcaafcyct 
tcactcatag 
ctgatcifata 
atacca'4'tga 
aaagcttiaac 
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it 

gggaccacac 

cytgtgacct 
sggag|ccctc 

acttgcaccc 
ccacaffctttt 
aaggpgctga 
tct.tcgctca 
catgg/ctygt 
gtaagcctet 
cattjrtttgc 
gggaaataca 
caaa'aicctfcg 
ctcabtaaoa 
acatactttc 



agcagaaaga 
cfcgtgggcca 
tttgctttta 
gcgaagcacg 
gcacttcatg 
gattccctcc 
gagccagtct 
geatccaget 
gtgtcccacc 
ggtaattatg 
gggttaggtt 
ttttatgtgt 
ttgaactcac 
t 



tgaagcccag 
gctcacctca 
ctgtcctctg 
tgggcattca 
ttgagcagat 
tccgaggcag 
accccacccc 
ccccctgata 
acacacctac 
ttccgtaaag 
cctgcaagcc 
gtttctttct 
ggccagcagc 



i 



i 

Hi 

ill 

it. 



<21l2." 703 
<212> DNA 
<213=> Homo Sapiens 



<220> 

<221> variation 

<222> (SOI) . . (501) 

<223> baySNP11462 # C501A 

<400> 154 

aaacagcgag taaaattaaa tcaacc£tat 
cccacaaaaa tgacatccac ttgactipaat 
gtgttagagg gcagctgttg gactcc^ctt 
gcttggtctg cccaggaaag gagga^cgca 
aatacacttt aaaaccccta tcatcfctgcc 
agttcaatca gaaagtgtat tcaactecTO-ti 
cgaggaaaac catagggaaa taaaa£gt'.:t 
agagctcacg gcacaaacta aataagfctaa 
tcaaagcatg cattttccaa mtttccagt:a 
tttttggtct tttattgttc tcaacacgac 
tgagacaatt aaaccacacc tcgagcgaag 
ccttgccttc tctaaaatgc ggacacgtgc 

<210> 1SS I 
<21X> 1001 



<212> DNA 

<213> Homo Sapiens 

i 
i 



I; 

i 



ii 

I! 

cttcctaaat 
attgtccttc 
cageaaataa 
gctti&cegac 
tgatiacgtgt 
tgtcjatfctca, 
fcteagttatt 
cttgccagtg 
gcfcttcagga 
tggttfcctca 
gggcgcttac 
ttttcccgca 



agaagtccac 
caataagaat 
aggagaccag 
atggctaagg 
acatcttccc 
cccatagtgg 
catattagca 
tottgaatga 
cagttggttt 
ccgcaggatt 
cttgcagata 
tta 



tcaaagtttt 
aacacgcagg 
ttagagctta 
aatgccaatt 
aggccctcaa 
ggaagtccat- 
caatcaacce 
agacatttaa 
tggtgatcgt 
tcaaacaaaa 
aacacaccgg 
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300 
360 
420 
480 
540 
600 
660 
720 
780 
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1001 
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<220> 

<22l> variation 

*222> (501) . . (501) 

<223> baySNPll483, G501A 



ill 



<4D0> 155 
ctcacacctg 
ggtccaagac 
tatctgggca 
atcacctgaa 
cctgggtgac 
tgttgcactt 
ttttgttgct 
atgagtcatt 
tgatggagtc 
acagtaggag 
tcagccttct 
atcagrtcta 
gtcttaagca 
gatgctccag 
ctaagccttc 
cccacrctta 
tctccetgtt 
«210> 156 

<21l> 1001 

<212> DNA 



<213> Homo Sapiene 



<220> 

c221> variation 

<222> (501) . . (501) 

<223> baySNP11531, AS01G 



taatcccagc 
cagcctgggc 
taatggcgca 
ctcagaaggt 
agagoaagac 
gtttgaagag 
gtttgagcct 
tgcatttccc 
gtccttgcag 
aggtggaggg 
gccctagatt 
tctcttaggg 
ggacagactg 
ataggatggt 
cctsatattc 
tcdcattaca 
cccaacacct 



actttapgag 
aacgtggcaa 
cagctfctggt 
tgaggotgca 
cctgwctccit 
tccaotatat 
cattta'gttc 
ctggrc&cag 
ragcatjaagg 
agatca(gcgg 
ctctgttocat 
ctcgagjbgcc 
aggagcjctct 
gacccfcacca 
attccaggco 
aagtccpact 
cactgfigafcc 



gccgaagcag 
gactccatat 
ccoagctact 
gtg4^ctgtg 
taaakaaaaa 
ccc^cccctg 
ctagtgagac 
tgtggatccc 
tgaagaagga 
agggaggaga 
cctfcfcgcatc 
taactcoatc 
gtct]bttggc 
ggcajsgtctt 
tgackccccc 
ctcpatatct 
ctgaetctca 



gcagatcact 
ctacaaaaaa 
ctggaaactg 
tatgcaccac 
aaaaaaatce 
tttaaaacac 
tgagcatttt 
tatttactta 
ggaagttgga 
ggaaaaggag 
cttcttgtct 
ctcactcacc. 
cccggaagar 
ctgctccagc 
tccctgagcc 
ggtcccagct 
c 



tgagctcagg 
tttfcaaaaat 
aggttggagg 
tgeactccag 
aatcgaaaaa 
ttctgagtta 
tcatgaggtt 
ctgaagcctc 
ctttgaggaa 
gccccagtte 
to'tctgctga 
tgcctggaga 
gatcttagat 
cctatagcta 
tcaccactcc 
ccatgttgaa 



i: 



i: 1 



<400> 156 J)U 
gtcctgcaca cgcgggagga agcttc'tggg 
caaagctcaa gggactttgt gtgggact^c 
tagaacgggc attctcagga acotcttttc 
gagcctgtca ggatgggtck gtgacatgct 
aaggggcgag occcgtgggg cctggagaca 
Cggaatgagc tgctcatcgc ctccttctcc 
ctcctggcca ccgggctgca cgtcc^ccgg 
atccttgaca ggtgggggtg gtccc^ggag 
caggccagct gagttcagcc rccttijjgccc 
tgcatgaagg gtgcacacat ggaaaaagag 
tgccagccct gcctctgggg catot^taac 
tctcttcttt tttcacgatc ccatgtattt 
taaagtgatt atacogtaga tgcagfctttg 
aggctgcttg aggctggcac ggtaatgccg 
cctgtccccg tgcaggcagg ggtgtcggga 



S. 

gcabatgagt 
tcagggcctc 
tgtjggaacac 
gcqtctgtag 
gctgagtgac 
oadcgctcoa 
aacakcgccc 
gggcgagggc 
cggtgcacat 
aaaagcatga 
cacagggagc 
atqpgtggga 
taaaagtgtc 
tggcagcccg 
cccfcagtgct 



ttgtgagctc 
tcgtgcgccg 
ttcatgggat 
ggtcccacca 
tgtgtgcctc 
tcgccgtgaa 
acagcgcagg 
gcttcggtca 
cctgcctagt 
ggaggaggct 
acttggccta 
aggaaagctt 
aattccagtt 
gggcgtggtg 
tcacacctcc 



ccgggttcca 
gtgtgtactg 
tggggctcca 
ggggctgggg 
ctccccaggc 
ggacgggatc 
ggtgggcgcc 
cctoygccac 
attatttcag 
cagagecotg 
tctccctcca 
cgtttctttt 
ggcatgtcgc 
cggcctaacg 
cagtggagca 



60 
120 
180 

'240 
300 
360 
420 
480 
540 
500 
650 
720 
780 
840 
900 
960 

1001 
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780 
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0b HBAm 



t?S:SI £002-Nbr-T£ 



tfl 

1H 



\ 

-1 95 

i 



aagggctgca cctcagccac ttctcagggg acapactgga ggagcagcac tggctggagg 960 
gcccaccctc gtccgggcct gggtggtcqg tgtcbgttca t & 1001 
c210> 157 \ 



<211> 
<212* 



1001 



.i- 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> fcay5OT11536, C501G 



* 



i 



<40Q> 157 
gccacctaga 
acaccgctgg 
gccaaagcac 
gcaaggggct 
cttcctgggt 
gaagfcgccca 
tctctgctgg 
tcctttcagg 
acatgccgcg 
ccgaaoaatc 
ttaatataaa 
agagctgact 
acgcctcctc 
ctgcctccac 
ccccgcagag 
tggtggagca 
caatagatca 
<210> 158 



agtctcecfcg 
tccctgccct 
agctgggcat 
ggctggagtc 
cctgcctggt 
gcccotgccc 
caggatfcctt 
ccaaggctat 
tcoctgccce 
tccaaaatfcg 
tagtgtacac 
ggaagctgac 
cacatccagt 
ctcgctttgc 
agaatttggg 
cttggggtct 
aagocagttt 



cacagcctct 
cccctg'ctcsc 
gccatgtctg 
tcagagjcaca 
cctcccitccq 
ctayggfcfcgc 
cccgct'cccc 
gaagggacag 
sacccsrggtc 
aaatgtiatat 
agactgacga 
tcagt facet 
actggagggc 
tcaccgctug 
gtgtgagggg 
ggggaagggg 
ttcatcacca 



agtgtccggg 
cag^'ttgagg 
age^gegcag 
gaggtaggag 
aaggagecat 
tgcSgccfcec 
acctacccag 
ctgctgggac 
tggfcgctgag 
tttjb'gctagg 
aactttaaat 
gcatgttttt 
aaaggaggct 
tcagtcaggt 
acaaaggacc 
aaggcccctg 
caagagatca 



gaccttgtgg 
tgcgctcacc 
agccotccag 
aactggggtt 
tatrtgtgtg 
cttccatgee 
ctgatggggg 
ccacctcccc 
gatacagctc 
agcoccagct 
aaatgggaat 
cctggggctk 
ttgggctcca 
ggacgactat 
tgtggtgccc 
gaggaggegg 
c 



gaccagtccc 
tcagagcagg 
gectgeaggg 
caagcccagg 
actctgggtg 
ccaggatcac 
ttggggtgct 
cfcccccggcc 
ttctcagfcgt 
tcctgtgttt 
taaatattta 
acagggctcc 
aaaccctccc 
gccatttccg 
tggcctcacc 
atgeaggact 



60 
120 
180 
240 
300 
360 
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900 
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<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> bayStfP11537, T501C 



if 



* * 
I 

s 

if 
? 



■ i 



<4G0> 158 *: ! 

-gaaccactga-.aaqctat:ggg a ctcaccccrifc caggaacagt agcacagcag ageegtgatt 
cttgggcctg agtgcfcgata gggackgggt; oggggatggg aggogtgatg-cairatctgga- 
tctccaggtg ggctggagag ttggg^aaag ccdctcaagt cattccaatg tgcttcctgg 



60 
-120- 
180 



•'$6 

1 * 



agactcagaa cagaaggcag cagaggaggc 
ctctagttta tggagcctgc tccgaacccc 
ggtgataggg caggtgaett gtgatajcaag 
actagggaag gagcaggagc agaaga^accc 
cactcgcacc atcctcfctcc ttgtca^Cgc 
gccoaggceg atgggaacca ycctgt&gag 
agagctatga ctgggcctgc aggtgttfgcg 
^ggaggaagc ccctgaggtc cgggaagagg 
gagccccaga gctcaatggg ggaccaijagc 
aggagaggac tggcagggga cacggggcag 
tggccctctg caaacgccat catgtggggc 
ccggaagcct gggttcacgc ccagtgeggt 
gggcctggag caagctgcac cacttdfettc 
gcggatatgg gctttcgtga gaattdaatg 
<210> 159 !ft 

<211> 1002 if 

<212> DNA ill 

<213> Homo Sapiens r[ 



<220> 

<221> misc_f eature 

<222> (656) . . (656) 

<223> Unsure 



<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP11558, T501G 



agggaagggt 
acaa'acccac 
gagdagagac 
cctccatgac 
ctcccctgac 
gtccdtctgc 
ccga^gggag 
aggagaaaga 
atgcacttcc 
aggaggcaca 
gcagrigtagc 

gggaatctgc 

tgtaWaacag 
agtgggcatc 

r> 



i 



ggcacagtga 
tacaagagcc 
eatggtatag 
agcagccccc 
ctctfccctgt 
gttcagaccc 
atcagccatg 
ggaagtggca 
ttccagcagc 
gcecagtgca 
agagtgctga 
tctgccactc 
gccaaaggat 
t 



tgtgtcacct 
aggtgggaag 
cactgcagga 
aagcgtgccc 
cttefccctct 
agacgatgcc 
gagcagccac 
gaggcagaag 
tacacaggtg 
gtggggatcc 
aggactggag 
accagcagtg 
ggtaggtgat: 



<400> 159 ;{? 
agcaaaataa acaggagtcg catcac'cagg 
ctgccctatg ctatcaataa ataagtjttcc 
ccatgtgcca gctccaacct ctgctaggta 
atacaaaatg ttacacagafc acaatatgta 
cgtgccctcg cctggtctac agtta^cccc 
agaagatggg agcccccctg agggaaaaat 
cctcttccaa agaggccaat tatatgagcc 
cagaaattta aggagtoagc cctgg^caag 
ccattagaca ggggtcttat ktgct^ctgt 
caggsacatg atgggggcgg agcct.tfcggc 
ctgcctttta aaatttttat cctga.qtttc 
tttttttttt gagacagagt ctcactictgt 
cagcccactg caacctccae ctcccaggtt 
tagctgggat tacaggcacg tgcca<jcatg 
cacagtttca ccatgttgac caggcfcggtc 
gctgggatca caggcgtgag ccacfcgcacc 
gttaeccata acctttttta tcccaSaact 

4 



gcgcbacgac 
oagj^dccaaa 
tgafcacaggg 
cactlggggaa 
actqtcctgc 
tgctittggtg 
tctggctatt 
gtgSctaagg 
aagagtaaag 
ccckcttctc 
tttfaatccca 
cgcfccaggct 
caagcgattc 
cctSgctaat 
ttgaactccc 
tgdicttttt 
tfcfctittaatc 



cccatccccg 
taattattag 
ggcggcccta 
gcagggccac 
ctcagctgcc 
agagtaagga 
aaataacaat 
gtctacacat 
ggatgactgg 
caggctttgc 
taactttttt 
ggagtgcaat 
tcctgcctca 
ttttgtattt 
aacctcagcc 
tcataaottt 
cc 



cctccttcct 
aacctcctcc 
cccctggaat 
cccagcagcc 
tctctgtgta 
ggccacgagg 
catcatcatc 
ttgtctcccc 
gaaggggtgg 
tgacagtggc 
cataantttt 
ggcgtgatct 
gcctcccgag 
ttagtagaga 
tcccaaaagt 
tataccataa 



if 
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<21Q> 160 
<211> 1001 

<213> Homo Sapiens 

<220> jjj jj 

<22l> variation 'j J 

<222> (501)..<S01) :{ j| 

<Z23> baySNPH5B5, O501T k .J; 

i\ 

<400> 160 ' t i ; 

cagccacccc cagacatgca agcgagqcca gctgaaacag aagaaccacc cagccgagac 60 

agaagaaccg cccagccaag cccagc8,tGa atcaotgacc tgcagatgca tgagcctaat 120 

aaatgattat tgtttgaggt cactgajiatt tgagWatt tgttatgeag c&ttattttg 180 

tcaatagata actgatacaa actcatkeaa aagc}$cccat ctgttfcactc -gcatattcag 240 

gtgctccaac acaaccttgt gaaacabcca etcfcgtaaec agggatagag cttcageaaa 300 

gccttcgtga agcccaeagc tcakaagaga gag&agatt aagacccaag tgdtcactac 360 

acgcgattaa gtgaagagcc caggcatagc ceatjggcaag agcaeacagc caaggcttga 420 

gagatcaagg aagtcttccc ggagga^gag tgaticaaaat agaggcccga ^gaagaaggg 4B0 

ggagaagaca gattgggggt kgcatccagg caggaacaga agaagttccg ggtggaaaaa 540 

a?aaggataa atgccgtggc egggtggcgg ggagtgcgtg gatgtcacag cccggotgct 600 

tg gaagaa t t gcaaggcctt Cggga^ttt gtg^ggagc cggatcatgc agggccctgt 66c 



gccccccatt tcagagctgg gacctt^ttc tgagggcctg ggggatttta 9«gggagct 
acatgagcag atttgcactt gagaaa^atc actgaggeag cagtgcagaa gagatgtcag 
ccgagcatgc aatcaagcag ggcagt£aga ggcgaggtcc ctcotccaca ^gcagtgca 
gatgcccccr tcaccaggag tcgcca£cag gcgaccggct gtctccgctg ccctfctccaa 
; gc 2 ggctce ctcttgg g Ca g G gatg)p&£:a aacgaaggtt gacyaagggt aegccrctcc 
atcattagcc cggctcccca gggact'caeg cagtggcagg * 
<210> 161 t\ 



<211> 501 
<212> DNA 



720 
7B0 
840 
900 
960 
1001 



<213> Homo Sapiens «! : 



i # » 



<220> '; 

<221> variation ,» 

t 

• t 
<222> (328) . . (32B) 

<223> toaySNP11594 # C328T . * 



ItHlZaaltt aataatgcga ggaggiacag gcaggtcctt actaatcaca cagcatcaga 
£££££ ?Iag?3tcga cagccdttcl tgg'Icaoacc ttcctgaact cactctgaag 
-Jlii|g-al|^StIalgaIa-gaa^ tccac ^ a " 
SalllSiragctgilcac lacccfcgcca gcagtggtgT-Sg^gaat^mt-gccagtgact- 
caggcagcag clacagctcc aaagtpctgg ag^cggcccc gcccaacaca ccggatgcca 



60 
120 
1B0 
.240. 
300 



,8 . •; 
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■Le A 36 362 



1 



3 I - M 



' I IOt; 



caaagcacca cctacctgag cafcactgyca cttgagtgga ccagagagcc ggaggacagc 
acagacatca gctccaagtc tgcaggacag ggagatcaga atccagttag cctagaafctt 
ccaggagcfct ccatgtccca gaaagggagt caag'aggcct gtgttgaagt cccatttcta 
ctactggtat tatgtaactt t U r 



<210> 
<211> 
<2l2> 



162 

1001 

DNA 



<213> Homo Sapiens 



i 

:i. 

». 
»» 



i 



360 
420 
480 
501 



<220> 

<22i> variation 

<222> (501) • . {501) 

<223> fcaySHP11614, C501T 



.•'I 



<400> 162 
tagcttttaa 
gctcacaggc 
tcatcgtaca 
ggagagagac 
atcagtctca 
ttactggctg 
tccgcagcca 
ctctctatgg 
tggaatactt 
caggccttaa 
ggtactaggg 
Etttcagatg 
tcttaaaata 
aaaaacaaga 
tgaaatttgg 
gtatatagtt 
agtattggtt 
<210> 163 



tcagataetg 
cttctgtttt 
tgtgtacatt 
cctaagttca 
agagccagac 
aacagcagct 
gcttccattg 
gattgfcfctct 
ctcattcatt 
ctggcctaaa 
tagtatgatt 
gga_ttgtage_ 
taaaaccaca 
taattccaag 
tfcctaagafct 
ctcacaatca 
ctaaaggaag 



gaatatggaa 
atattt&ttc 
tafctct&att* 
cctctggaag 
ctcctgaaaa 
cgggtt&gcc 
ttgtct&ggc 
ctcctttttt 
yctcca'gcaa 
taaagfcJgggt 
gtgtga-taca 
taggcajggta 
tgcaataaaa 
ttttcaaata 
cctaafcaggc 
aaaaggjaaga 
tatttfeacat 
ill* 
W 

• a • 

.'I 

!:t 



tttfccaaaat 
ttccttttta 
atta t ccacaa 
ggaagttgtt 
cctgfcagcgt 
catcccgfcgg 
tgacagctcc 
ttttrfctacat 
agtgcccctg 
ggcagctgcc 
aagctgccaa 
cagcatagcc 
taacaaggta 
tcagcctaaa 
agggcaaaca 
aatactccag 
acttjtatata 



cacaactcag 
gtattctcca 
gagccttctg 
gtacatgagc 
tgctgagaga 
ccaggtcatt 
gccctaceca 
tcagtttttna 
gtgggcagag 
ttccagacag 
tgtatgcatg 
ttttcatgtc 
taaagggaaa 
taaacfcfcatt 
gggaaacatg 
ggaaagtcaa 
c 



aaaaatgacc 
aaattaatca 
atgatcgaga 
acagggagga 
atcagcagct 
tgctggct.cc 
tgacgtgact 
gaagacagaa 
ctctctctcc 
atgccagcct 
tctgaccatt 
cagcataggg 
gtcagggcca 
gtcgtfcgagg 
ataaattgga 
gatatttcct 



<211> 801 

<212> DNA 

<213> Homo sapiens 

c22©> 

<22X> trariation 

<222> (301) - . (301) 



<223=> baySNP11631, A301G •« 

• V 



r. 



I! 

163 '! ) 

tctrtccaaga ccccaggagc aagccaccca gccfcttctge tgaggcccag aaacgcatgc 

i! 

J* 
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60 



I 

ft; 
it 



i' 

tpsnxaanai oy aaAba 



SS:ST £00S-Nbr-T£ 



•99- 



tgaaaagcta 
tgcgtctccc 
ccaccctgaa 
aagaaccagc 
rgaaagtaaa 
aacagccagc 
agacagggtc 
cagcctggaa 
tagctaggac 
gagcaagtct 
cacctcggcc 
tccctetatc 
gccctgtgcg 

<210> 164 
*211> 1001 
<212> DNA 



actcgcaagc 
agctgatctg 
aagctgctcc 
acacttgacc 
caaagagatg 
gcatcagctg 
tccctctgtt 
ctccggaact 
tacaggcacg 
tgccctgtta 
tcccaaagtg 
tttgaattaa 
gctgccagga 



ii: 

tttttgtttt 
cccatfctagt 
ttaagctgag 
acctgacttg 
gatgackagt 
tcctgjt^tgcc 
gctcadgctg 
cctga§ptca 
caccaccaca 
cccaggctga 
ctaggattga 
aacttcgctc 

g i 
II 
.i 

IB 



ctgdacattt 
gtaggatttc 
ggth'ttttga 
ttaactgaga 
ggap[gcatgc 
actfcfcccagc 
tagctgcaat 
agca'atcefca 
cccalgctaat 
ttct.gaactc 
ttafeaggtgt 
agcbgttgct 



tagcttttgt 
atttcaacct 
tgaaagttgt 
gactgcctca 
tgatgagaga 
tttttttttt 
ggtgcaatca 
gcctgccttg 
tttttttttt 
ctggcctcaa 
gagccaccac 
ggagcccaaa 



gaaatcctgc 
tccccacccc 
tttagagttg 
gaaactgagc 
atgcatagtg 
cttttttcag 
agtctcacta 
gcctcccacg 
ttttttgaga 
gcaatcctoc 
ccagcctgca 
tgggagggaa 



120 
180 
240 
300 
360 
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<213> Homo Sapiens 
<220> 

<22l> variation 

<222> (501) . - (501) 

<223> baySNP11637 4 A501C 



! 



<400> 164 

gacaagaagc 

attatgtgaa 

gttgc_tgtac_ 

taggcaccct 

atafcaatgaa 

tactttgcca 

agaggtcata 

attaagataa 

aaggtccaaa 

agtttttttt 

tgttgaaatg 

catgctatag 

gatggatata 

aaatcaaaac 

ctgtaataat 

tcacaaatgt 

cttgcactac 

<r210> 165 



aaattttttt 
caacgacaac 
gtaccgttCG 
tcccattctt 
cgtttcattg 
gaaactcatg 
ttaatgggat 
agaccotgaa 
aactaaaaag 
tttcttttta 
ttttgacatg 
gttttttcct 
gaagccagca 
attaactact 
gtcaactatg 
atgtttcttt 
aaatgcattt 



taaagaaaaa 
aacaacaaca 
tatccegcgc 
actctjijjagag 
cccttggaaa 
gatgggttaa 
gaaaajcccaa 
aacacjitgtt 
mctgfctjaata 
attgt'aaatg 
tactggtcaa 
ttgttgtggt 
taattgaaaa 
ttat^t?gtaa 
atttagattg 
tagctggcca 
ttttt|taat 
it 



aatk-aacact 
acakcaaaca 

ttaacagtga 
ataaaacagg 
ggaUcttgaa 
gtgagttatt 
atg.tatcagc 
aaagaaactt 
gttfctttgtc 
acbttcagacc 
at^tgtaacc 
caqatctgca 
tgtgtaaatt 
acfcteaaattt 
gtafcttttga 
aacatttgcc 



ggaagaattt 
ggaaaatccc 
ttttctgtat 
gttatttatt 
tgtataaagt 
ctcaaacgag 
atatgaccga 
tgcctaagga 
tcagtcagaa 
agtttagtaa 
ttaaaatatt 
atacctatat 
gatctctttt 
tttaccatat 
gggctctttt 
gtaaagcccc 
c 



atcagtgtta 

attaagtgga 

tgctatgcaa 

gtgtgttact 

ggagaccaaa . 

ccagaaaaaa 

gaaagtctgc 

agcttcttgt 

taagtctgta 

accagtgaaa 

gctgtatagc 

tactaaaata 

gcaaactatt 

tttttatatt 

taatgatcac 

tatagtttga 



60 
120 
ISO 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11641, 0501C 



i 

'I 1 

I 



-100 



<400> 155 
cagccgttgc 
catacgggtc 
caggtcagtt 
gtccttfcggc 
atggagataa 
acatagcaafc 
atttagtatt 
tttcatcttt 
tagctttttg 
cttaacgtcfc 
aaaaaaattt 
tatttgtcgt 
ggagtctcac 
gatctctgct 
ctgagtagct 
tagagacagg 
aaagtgctgg 
<210> 166 

<211> 1001 

<212> DNTA 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) - . (501) 

<223> baySNPH645, C501T 



accaccgcca 
tggcccaagc 
tggtccacat 
caagtatctg 
cagtcaaact 
catttaafcta 
gttattatct 
gtgatattct 
ctfcactgttt 
ttatctttaa 
taataagtct 
aattactaat 
tctgccaccc 
cactgcaagc 
gggactacag 
gtttcaccgt 
gattacaggc 



ggcacaggga 

ccactgtata 

attgggctgg 

ttttggccag 

cccactaatg 

attttctata 

tttcatjbgaa 

tggcafcjaaag 

acatgg^aca. 

cataca'tctc 

aacaatjagtg 

atagttbgaa 

ggagtfcjfcac 

tccgccfccct 

gcaccfc;gcca 

gttagcbagg 

gtgagceaec 



I; 

!; 
n 



1 

i! 

v * 

\\ 

gttgatgtcc 
ctttcctgct 
gaagtagacc 
ggggacagca 
gtcfcgtagac 
ttttofaagcc 
ttg&cccttc 
tttfcptttcc 
tett'tttctg 
ttgtgatcgg 
gtgffettaat 
cta&atctfct 
tctgtcaccc 
ggg&tcacac 
ccacgcccag 
atg&tctcga 
acgcjccagcc 



ccctggactg 
tccacattgt 
tccagggcca 
gaggctgtag 
aatttcctca 
atgttafccag 
tatacttatt 
tgaegtcgat 
tcccttttta 
tatatatatt 
ttgagtattt 
ttttttctct 
aagctggagt 
oattctcctg 
etaatttttt 
tctcctgatc 

g 



agcagaagcc 
tatacttctc 
ggatgcccac 
aaaacctgtg 
aaagacagta 
atgactacaa 
aaatatccct 
atagctacac 
ctttcaactt 
ttagtccttt 
catccattta 
tttttgagac 
gcagtggcgfc 
cctcagcctc 
gnatttttag 
tcggtcttoo 



60 

120 
1B0 
240 
300 
360 
420 
4B0 
540 
600 
660 
720 
7B0 
840 
900 
960 
1001 



<40O> 166 
tggctttgcg 
gggggatgag 
ggctgggaaa 
gtgggaggag 
aagaattgct 
caccctgcga 
gggaccccga 
gacagtctct 
cggggtgtgg 
tcgaagttgc 
aggcgatagc 
cccacgaaag 
gccagctggc 
cagcggccaa 
aaggagaaag 



ggcggtgtgg 
acacagggga 
caaggtagga 
ggggcaacag 
cfccctttacc 
cccoatacat 
ggtcctagaa 
aragtctgtg 
atggtggtga 
ggagcagcag 
ggbcggcccc 
ccygfcgecaa 
gggtgcccgg 
agctgtcccg 
aggggaaagg 



gtcacoagag aaa^aggacc aggcggagaa 
gccgaccaga gga'gggggac ccagaacgga 
gaagagggtc tgtacaacatg ggggcctccg 
gacac£tgar gga-tiggaagg gtcaggaggc 
gagcaoctcc catgtggcta agcagcctcc 
ttactgtccc caatittacag atagggaaac 
aggacagaag cggisgcpatg ccttagctgg 
ctctcgacca ctg'tgccatc ctcccccatc 
ygttggaggc agagtccctc agcactccac 
gccgatlctcc aggjtgcacgg tgccaccagc 
actgt^gatg gtgtcoccat gcagcagctg 
ccgttctcgc caactgccca ggggocgcca 
gctacsgggc acatggcaaa atceatagcc 
ggacckcac:c tggaaatgga gccggggcca 
agggatgggt ggggaccaga ctcetgctga 



ggcttaatcc 
aggagagtca 
gagggtgtca 
agacacctgt 
tgtcactcaa 
tgggcccaga 
ggtcagctct 
actgggtgtc 
gccgtagcgg 
agctgtgtgc 
cggcccacca 
cgtggggcag 
tgcaagctgg 
gcctgcagga 
ttccccactc 



6VS fr68T£0£ US 6t?+ 



fesnxaarm so uawa 

1 1 



60 
120 
180 
240 
. 300 
360 
420 
480 
540 
600 
660 
720 
760 
840 
900 
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cctgatactc actggagacc ccaggccfeag tctt'^tcctc tctgggttec tgtcccagag 960 
tttccaaccc agcctccttt ctaggct'ccc accgtcttat c 1001 
<210> 167 i • - x 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



! 

<220> ; 
<22i> variation ' 

<222> (501) . . (501) '' . 

<223> baySNP11646, A501G ? 

<400> 167 j 

agatggccca gggcgcgaag t ggcggcggcg gcggggaccg gctgggtcgg cagggggtfct 6o 

tgaagccgcc cccggcccca cccaggaagc gcacggggcg ggagcggggg cggcccccag 120 

ggggagggca tgggggggct gggccadcgt cctdatctcg cgtgggcggg ctccgagggg 180 

ggtcccctca gccctggggg aaagggggcg ggcaccccgg ctccgccccg caaacagggt 240 

gctgcctcct ggcggccaag cgccaccaaa gcgggtgatc cagatgcgct gtggctttgc 300 

gggcggtgtg ggtcaccaga gaaagaggac cagcjcggaga aggcttaatc cgggggatga 360 

gacacagggg agccgaccag aggagg&gga cccagaaogg aaggagagtc aggctgggaa 42 0 

acaaggtagg agaagagggt ctgtca^at . gggggcctcc ggagggtgtc agtgggagga 4B0 

gggggcaaca ggacacctga rggatggaag ggtcaggagg cagacacctg taagaattgc 540 

tctcctttac tgagcacctc ccatgt^gct aagcagcctc ctgtcactca acaccctgcg 600 

accccataca tttactgtcc ccaattfaca gatagggaaa ctgggcccag agggaccccg 660 

aggtcctaga aaggacagaa gcggtgccat gccttagctg gggtaagctc tgacagtctc 72 0 

taragtetgt. gctcttgacc actgtgccat cctcccccat cactgggtgt ccggggtgtg 780 

gatggtggtg aygttggagg cagagtpcct cagcactcca cgcegtagcg gtcgaagttg 840 

cggagcagca ggccgatctc caggtgcacg gtg^caccag cagctgtgtg caggcgatag 900 

cggtcggccc cactgtagat ggtgtcfecca tgcagcagct gcggcccacc aaccacgaaa 960 

gccygtgcca actgttctcg ccaactgccc aggggccgcc a * 1001 
<210> 168 , ; ' 

'i 

<211> 1001 j 

■ ; . 

<212> DMA *•* 
<213> Homo sapiens i 

i i . 

<220> < j 

<221> variation ! 
<222> (501).. (501) 

<223> baySNP11652 / C501T . 1 

• I i 



<400> 16 8 [ ;. 

c t fc 1 1 g t ggc aa t aaggt wriEfff ttgtf c trtg-ccriaggctag -cc 1 1 atgct c-c fcagcct caa 60 

gtgatcctcc tccctcagcc tccc^aagtg ct^ggattac aggtgggcgc cactgtgcct 120 
gttcccgttg ggaggtcttt tccacfcctct ttt[tctgggt gcctcctctg gctcagccgc iao. 

if 

:| f 
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accccgcagg 
ctgaccccct 
accggcacga 
acctgaggaa 
acctgcccca 
ggtgagatga 
gacagagccc 
gacgggctgg 
actgtctccg 
tccaagccaa 
gctgcagagg 
tggtggctca 
agaccagcct 
gtgtggtggt 
<210> 169 

<211> 1001 



atgacacaag 
gacctcgctc 
ggtcaggaag 
cgtggtcgct 
gagz-acgatc 
gggctcctgg 
acggcgtctc 
ctgtggactg 
ttgcggatac 
gggccaccgt 
gaafcggaggg 
aagcacctgc 
gaccaacatg 
gggcacctgt 



gggatgg(gga 
cccggacpcc 
atgacgchgg 
ctggacajbgg 
tgcaggfchag 
ygccgafcgcc 
ctcctatbac 
gatccackgc 
caagggcgtg 
ggtggalihct 
ageaggakgg 
aatccc|Ajca 
gtgaaabctc 
aatccc'agct 



- 1,1)2 - 

V 

ggcacjtcttg 
caggctccat 
accggkgcga 
aggtSgccag 
cgtcSbccct 
cttcBctcct 
accrUcatca 
aacafcfctact 
aagaggaaaa 
gttc tftgggt 



rgct. 
cttb 
gtct 



«212> DNA 

<213> Homo sapiens 

<220> 

<22l> variation 

<222> <501) . . (501) 

<223> baySOT11727, A501G 



I 



rcagga 
iggagg 
jtacta 



gctcgggagg 



gttcaatcga 
cgcctacctc 
gtacaccagc 
caatagaaty 
gcctgcagcc 
cctgcctcag 
gcagrgacat 
ggaccgactc 
cgttattcag 
gcgtatccac 
actggttagt 
ccaaggtggg 
aaaatacaaa 
a 



cgggtcccct 
ttcttcacca 
ctcatcccca 
tactggtctg. 
ttggcccgca 
cacccagctt 
ccaggccccc 
tgtcctgggc 
ggagaacggc 
gacgctgagg 
gggctgggca 
tggatcatca 
aattagccgg 



5 

A 

Si 



<400> 169 
tctggccagc 
gctcGdAtaa 
acttcacacc 
tttttgccca 
ggttcaagcg 
accaggctaa 
cttgaactcc 
ggcatgagcc 
gtgagtatgc 
cctgctgtgg 
atccagcaat 
atttgtacac 
atgtccatca 
cagccttaac 
cactttggga 
taacatggtg 
cgggcatggt 
<210> 170 



ctggcgttgc 

ttctggaa.tg 
ggttggagtg 
attctcctgc 
tttttgtatt 
tgacctcagt 
actgcaeccg 
agagaaattg 
aaaacagttc 
tccacttcgg 
agtgttcata 
acaacaatgg 
taaaagaata 
ggccgaggcg 
aaaccccatc 
ggcaggtgcc 



accgtttgr.c cgcotgctgg ggcctggtct 
gtcactagga aaa^acgcat: caaaaccaoa 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



ctrcagpctcc 
tttagt.agag 
tgatccacct 
accggctata 
ractgcgcgt 
cagcacjbtcc 
ggtacacacc 
gcagctttat 
ataaacjaaca 
aaaatcagcc 
ggcggatcac 
tctac,£aaaa 
tgtaateccca 

I 

f 



if 



If 



ttttifctttct 
atc£cggccc 
caagtggctg 
atggggtttc 
gcctbggtct 
att&tttta 
gcatjtgctgg 
tcckbaagtt 
taaajagaact 
tcapaatagc 
tgtggtafcat 
agghacagtg 
ctgaggtcag 
atapaaaaat 
getpcttggg 

V 
<» 

j 

>•; 



tttgagacaa 
actacaacot 
ggattatagg 
actgtgttgg 
cccaaagtgc 
atggaaaaya 
cagggacgta 
aaacgtggga 
gaaaacaggg 
caaaaggcga 
acacacaagg 
gctcacgcct 
gagtccgaga 
tagctgggcg 



gtgttcccgt 
gtgagatatg 
agtctcgttc 
ccacctCQca 
tatgtaccac 
ccaggctggt 
tgggattaca 
gcagatattg 
acatggcgcc 
ttgccataaa 
tctctaacat 
aaccacccac 
taatatcaac 
gtaatoccag 
ccagcctggt 
ttaaattagc 



i 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



60 
120 
180 
240 
300 
360 
420 
480 
540" 
600 
660 
720 
780 
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900 
960 
1001 
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-c220> 

<22i> variation i 

<222> (501) . . (501) 

<223> baySNP11728, C501T 

<400> 170 i I 

cacacaagct ccaaggagcc gcgcttatct cctcjbggeca gcctggcgtt gcaccgtfctg 60 

tccgcctgct ggggcctggt ctgtgtt'ccc gtgctcccat aaacfcccctg atgtcactag 120 

gaaaatacgc atcaaaacca cagtgagata tgacttcaca ccttetggaa tggctgtatc . lao 

ttettttttt cttttgagac aaagtctfegt tctttttgcc caggttggag tgcagtggcg 240 

ccatctcggc ccactacaac ctccacojtcc caggfttcaag cgattetcct gcctcagcct 30 0 

cccaagtggc tgggattata ggtatg^kcc acacicfaggct aatctttgta tttttagtag 360 

agatggggtt tcactgtgtt ggccagjaptg gtctfcgaact cctgacctca gttgatccac 420 

ctgcctcggt ctcccaaagt gctggg'afcta caggbatgag ccactgcacc cgaccggcta 480 

taattttttt taatggaaaa yagcagateat tggt-gagtat gcagagaaat tgractgcgc 540 

gtgcattgct ggcagggacg taaeatggcg cecotigctgt ggaaaacagt tccagcagct 600 

cctccagaag ttaaacgtgg gattgc|cata aaatfccagca attccacttc ggggtacaca 660 

cctaaaagaa ctgaaaacag ggtctctaac atatltitgtac acagtgttca tagcagcttt * 720 

atccacaata gccaaaaggt gaaaccaccc acatgtccat caacaacaat ggataaacaa 780 

catgtggtat atacacacaa ggtaatatca accaj^cctta actaaaagaa taaaaatcag 840 

ccaggcacag tggctcacgc ctgtaatccc agcaictttgg gaggccgagg cgggcggatc 900 

acctgaggtc aggagtccga gaccagectg gttaacatgg tgaaacccca tctctactaa 960 

aaatacaaaa attagctggg cgttaaafcta gccgggcatg g 1001 
<210> 171 }* 1 

<211> 1001 

t 

<212> DNA 



<213> Homo Sapiens 
<220> 

<22l> variation 

<222> (S01) . . (501) 

<223> toaySNP11914, T501A 



<400> 171 |J I! 

aatgcgaatg tattttatta gtagcajgctg atacagaata tttaccacat taataatgct. 60 

taccttcagt aactgtccca gcaccaeatg attctgtcag tccataaccc tggccaattg 120 

ggcagcagaa gcagacattc atgaajicggt gtgjtctgagg agatagcggg gcccctccag 1B0 

acagcatcat gcggacattc cctccc.agca gggpcttgao ctttctaaac agtaacctta 240 

ataaagggag gataaatgat tfcfcaa.tp<gfcac .geajbacatta ttcttggcaa cacactaatt 300 

tataagctct gggaaagafct cctcaajctgg ttgaacatct caatgtcaga atcacggtga 360 

gaatgagagg ttaacaaggc aacaae'tagt aacgccfctgt aaaaatgcca gaaaaaactc 42 0 

tttaaaaatg aagaaagata atgtgtagca tcgggaaacfc atgctgacae aagtaaatga 4 80 

aagaaaacag acatcagagg waaaaaaatt ttaattatct ttggaacatt taatcaccta 540 

tcttatctca cttccaataa aaaatgcttc ccoatcccca ctcctcagca tcacatttaa 600 

aataagttat attcatatac ttactacact at^ttatgaa tacaataaat caga'aacctt 660 

catgcaatgg aggtca cttt fctttagttag aaatgacatt ttttaagctc aagtgtcttg 720 



attcaaaagt ctacctt^gt'~ttttcttcat-gaaactaaat— tttataaata -aatattaaat.__7.8_0_. 
atacactcaa tcatfcaaaat ttgttaaatt gccaagatca gagtcctctg cttgctgtat 84 0 
aaacaataag acttagaata aaagagaafct tcaaccttat gatcatggtg gtgatattca 900 
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aatgaafctaa cttgccattt atttafctjcat cttctiggatt taaaagcata aaaaaattca 960 
aaggctcaaa ccacagagcc tatgaajatgt acttjacagat t 1001 
«210> 172 

<2ll> 1001 

<212> DNA 

<213> Homo Sapiens 



It 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1193 8, G5 01A 



<400> 172 'Jj 

tgtgtagaga cacagtgttg ctatgtjfcgcc 

gatcctccca ggtcagcctc ccaaagjpacc 

tattggaagc cacagccctg gacttgj^gcc 

tgataggata tcaggtatct gccgca^taa 

cagaaggaat ayaccattcc tctttctgga 

aaatttaaga gctgggcaaa ceagad&ctc 

cccaccccct tttaatcccc tctgaejsicca 

ctcagggtga gttetgacca gtcttc'jjpctt 

aacaaaggcc cccagtgcag rgaagcjgagc 

tgcagaggaa atacaacggc aagtgajgtcc 

caggaaaaag aaatctatta ktgagraatt 

actgtgtggt atcagaaacc actgggsjatc 

tgy ca g e t ea taacttccac ageagejetgt 

gccctgccty tytctbecat ctcattpfcgg 

ggaagagtgt agccacacga ttgea^ggag 

attccaatgt gagtcattag aatatbpcag 

ctggaaactt ccatcaggfca gccagg&aag 
<210> 173 



gaggttggtc 
atgtiaatccc 
cctctattaa 
ggagaccttt 
agcafaccaa 
aga^ijgaaaa 
gcgctgacct 
ettgaatttg 
gtggfcgaggg 
cageacagaa 
acaaccatga 
tcatcctcag 
ttecaatatt 
ctgtaactcc 
giattgtrctgt 
ggaigaaaat 
gaggfcggaca 
J i 



tcaaactccc 
aaacacattc 
gctccctctc 
gagagacact 
gtccttttct 
tfccttgcctc 
ctcaggaaag 
cttccgaagt 
gfcgaactcga 
ccaggaatgt 
caggagaatg 
acctgagtct 
ttocagagot 
atggaatcct 
gggcacaaat 
gacatgatca 

g 



agtctcaagg 
tgaatctget 
ctggattgtt 
gaagactcag 
ttcccccaag 
tcctccactt 
tcaggtctct 
gggttatgga 
accaggtctc 
agcrggtatg 
ttagagatgg 
aegctgetgg 
tgaaccctca 
ggagcgoaag 
ctaaegcatg 
gattttcatc 



<211> 1001 

<212> DNA 

<213> Homo sapiens 



•i 



60 
120 
180 
240 
3.00 
360 
420 
480 
540 
600 
660 
720 
780 
640 
000 
960 
1001 



<220> 

<221> variation 

<222> (SOI) (SOI) 

<223> baySNP!1950, T501C 



<400> 173 
cagaagagaa 
ccctgtAcaa 
ctttacacac 



caatgggtac aagga 
caaatttcta fcgaag 
tggttaaaat ataac 



£2*S t768T£0£ PIZ 6*+ 



•J 



I 

itgea agdtptgcaaa gcttcatccc 
Lgaaa aacccagatc attgattgea 
rcAt gttlcccfcctt gttcctg^gg 



aaoagcaatt 
taacagcett 
gtcaatcaac 



60 
120 
180 
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105 



ttagcttcca 
gataattaaa 
aatgtgtaac 
cfctgtctggt 
tgttgaggga 
acattttaaa 
atgttgaagt 
gaccatatgg 
agcagtaaag 
tcaattaaat 
tagtacgagg 
attggfctaat 
gcctgcccac 
tttttttttt 
<210> 174 



tttccactcc 
cactcaaaaa 
tccttgggga 
ttattgcaga 
gatctaccgt 
tttatgaaga 
gcagtttgta 
aatgataggc 
acatcaggtt 
ccaggcccat 
ccatatccta 
gcacUtgaat 
aattaacttc 
ttttgagaca 



caaaaagaga 
gagtat^afcg 
•aggtagggcc 
acaatagfcta 
gaagtactat 
ygtaaaajagt 
aggatgatta 
ccaccccfcaa 
actttgafete 
ccccta treat 
ccctctgftaa 
gttcttgaag 
tgagaa'gaaa 
gagtctcact 
''I . 



aatajfctattg 
agag«tjtgete 
aagaktaaaa 
tagaatatbg 
aaatgtcttc 
gagtiicctca 
caggaftctct 
taggaatact 
tcafctitattt 
cttgaaagta 
gtgagtggag 
tcag r aattgg 
atga(tttttt 
ctgtagccca 



gcttagttag 
ttaatttaga 
Sggtagtaat 
actaatggat 
ccttgcctct 
aatctggcta 
gttcaaaaag 
atttcatgga 
aaaggfccacc 
gcatcaaata 
ccctcttccc 
caaatttgca 
fctcttttttc 



gctgttgctt 
ctatctagaa 
acagtaggat 
atatagccca 
gactttttca 
atccaatcca 
atgtfctcctt 
agctggttca 
ataatagcca 
acattttgtc 
ctacattccc 
aaataaatca 
ttfctetcttt 



240 
300 
360 
420 
480 
540 
600 
660 
720. 
7A0 
840 
900 
960 
1001 



<211> 1001 * 



<212> DMA. 



<213> Homo Sapiens 



<220> 



<22l> variation 

«=222> (501) . . (501) 

<223> baySNP11951, T501C 



<400> 174 
tacatagtcc 
gctggttctt 
aagatttttt 
aggacactta 
attcatgttc 
atttggaact 
ctttcatttc 
gaagtccctg 
aagatccagt 
tagttattct 
gcagcatttt 
cagttagatt 
tgcctggttg 
ttctagacat 
gtctatcaaa 
gagagttatt 
ttctgacact 
<210> 175 



agttgaggtg 
ttgcgtgttt 
tcaatttttt 
ttttaaagtc 
tgagtattga 
ctggtctgca 
tttctctcct 
cgcttccatt 
cagcaaacag 
gtctcatact 
tttcctttgt 
ttatatatat 
ttagttggga 
cagtcctttg 
ttcttttgac 
tatatattca 
ttgtggctct 



ttttaaataa 
actgat&ttg. 
agtcgaltatg 
agtgtfcjJjcac 
ttttgtfcagc 
ggctcatttt 
cccctaj;gct 
ccagagccct 
yaatgacttg 
gactagcagc 
atfcaaggtac 
atatat'atafc 
fcagttfcgtct 
tcagajt^atat 
catttfeggaa 
ggatacaact 
cccatttttt 



ttaoctcgat 

fcttfefcafcaee 
attcctttag 
tgctttatga 
tgcditttatt 
gagtaggaag 
cacttctctc 
gtcfctaeact 
act^aattat 
tacttataaa 
atgbagtgaa 
atatatatag 
tattactgat 
gtaktgtaaa 
aatttagttg 
cctttgtcag 
attjjatgtct 



gactatataa 
agtattttaa 
atctctcatt 
ggttaattat 
ggtatttgaa 
tcttccttca 
tgcttggcac 
ggtttttgga 
tggcttagtt 
ccagtcctag 
atgcacagat 
aagtgtttgt 
ttgtaggagt 
tatatcttcc 
tcgttfctatt 
acatatacat 
t 



atcatttaca 
aatatcattt 
gagaatcctc 
gtttgggtga 
tfccttctgtg 
agtaggaagt 
atgcctccaa 
gcacatttca 
actcctggtg 
gtaaaagtga 
cgtaagtgta 
tcagatcatt 
tattcacatt 
tttgagaaat 
attaacttgt 
tgtcaatafct 



60 

"I *% /N 
«•»« V* 

180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



s 

l! 



<2£:SI £002-Nyr-T£ 



<220> 

<221> variation 

<222> (501) „ . (501) 

<223> baySNP1200B, T501C 



% 

« i 

r 



<400> 17S 

cgctasagag 

tccaacqaaa 

ttccagectc 

cttggacatg 

cttaaggaac 

attacatcat 

agaatcatct 

cagagcatcc 

aacaagaaat 

ccattttcat 

gatataatgt 

accacacatt 

aaaacatttt 

gtagtgagafc 

tgtgagtggc 

tacacgattt 

ttttcctttt 

<r210> 176 



aaatgtgact 
gaagttttac 
tgccttttag 
gaggaaatac 
taatttggga 
cctgcggtac 
taactgagaa 
tccacacagt 
tctgtttata 
tttaaattca 
ctgtatgaca 
ttggagaaat 
taataacaat 
gaaagatgat 
cttctcccag 
acttctgacc 
etfctttacce 



gttacagtga 
cacaggtgcc 
tatgctgctt; 
ctagttgttg 
agcagaagct 
ggtgtctttc 
ctataaagaa 
tctctcccca 
ycatagagct 
gagccttgtt 
aggctaoagg 
cgagttttag 
tgtggctggg 
gagttcggtfc 
ccagactgcc 
cattccagcc 
acageagcfct 



agtattttga 
cgaccaagcc 
tgccctgaga 
gtaaagtatc 
ctgcccagga 
ataccggtga 
ccgaagacca 
ggagaagtcc 
ttattttcca 
tttatggaag 
cattgctcct 
cactttttat 
tttagagctt 
aaggatgtgc 
cacgaggctg 
aaaaagcaat 
tctctttacc 



ccagctgaga 
cccacgcccc 
ttcagagggg 
tattggtgtt 
agcagcatag 
tcattgtggt 
agacgcagga 
gctgtaaaac 
taaaaaaatt 
acatfcttcac 
actgfeaaaca 
actcgtagac 
tcttfcfcggta 
caggacctaa 
egat&atget 
cccc^caaag 



tattgttccc 
atgccagtac 
gtactgaaga 
agaattatta 
atataagcac 
cggggcgaaa 
ctttttaaag 
atcagtcaea 
tccagatatt 
tgcaattttg 
aaatgtcaaa 
ggaatgaggg 
gcgcctgtta 
ggttcagtac 
catggtgcat. 
tccectggtc 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation . 

<222> (501) . . (501) 

<223> baySNP12031, T501C 



<400> 176 
ttacttgctt 
atttcatgaa 
aggagcaaaa 
atggtagcat 
ctggaaagct 
tttccctatc 
ttaagaaaca 
tcaagaaacg 
aaatgaaaga 
cactaactcc 
tgagetgcca 
tatacacatc 
gtaggaaaafc 
agcaatccct 
catgtgtgtc 



ttttgtataa 
tataatctca 
ggcctgggag 
caccacccct 
catgctaata 
cttagcctta 
cagctggtct 
tttgttgatt 
cagttctctg 
cacatattaa 
cttgacaetg 
caaagcagaa 
gactgtaaaa 
yctgctggga 
tgagattctt 



aaccttatga 
cagaaactaa 
agagtccctg 
acactcactc 
ctttcc<?ttt 
gagatgaagg 
tcagtccttc 
.gcctgttaya 
yccttgagga 
tcaggactgg 
ggttttccnt 
ttattatgga 
gtaaaatatt 
ttgttttt'it 
gcattggg-;c 



aactacagca 

aaacaacjaan 

ctccagcjcac 

tgaagttiaaa 

etgcctdcct 

aagctggttt 

tgttcttjttc: 

gacccgcctc 

gttcaaagtg 

ctcctgpaca 

Gayatggacc. 

aggccatitag 

aacattcttc 

ctttaaaaac 

aactga-tggg 



aagt;aaaatg 
cagt^tgcag 
actggtaggt 
gcatraaatca 
cagcptgaga 
cactt'gaaag 
aaatptgacc 
tgtgt.acacc 
tcacttactc 
gag^kgcxnct 
ctagtttctt 
aaat/jfiagctt 
tttaaagaaa 
aaccpctgta 
ggafcccagtg 



cgctattttc 

ggaggtgctg 

cctcacagta 

acagccctaa 

gcatccaccc 

acaaatttag 

ttggtctagc 

gagggttcaa 

cctgatgtct 

gagtggtggc 

tcattttctg 

ggattccgat 

aaacaatccc 

actggtgcgt 

gtgactagtt 
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1 



Si 



tgtagtaggc tcetttfctgg gccatcagct attcatgcjgt ccccttttca atcaccaccc 
cctgtgccat gacagcaatg atatccgcgt tctggatiggt g y 
<2lQ> 177 1 V 



• 960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP12032 # A501G 



Hi 

'If 



<400> 177 

geagcagcac 
actcagcact 
caaaagcaga 
gccaccactc 
' tgacaccagt 
cctttctgfcc 
gaaatatcac 
attgatttat 
acttcaaata 
agaggattaa 
atataatgca 
tatcattgac 
ataaccaggi: 
cccctactat 
catagatacc 
cccaaagtaa 
aggcaatctg 
<210> 17B 

<211> 1001 

<212=> DNA 



<213> Homo Sapiens 
<220» 

<221> variation 

<222> (501) . . (501) 

<223> baySNPl2148, T501C 



aagcatttcc 
tcttgcacca 
atcfctgggat 
atcfcggcctc 
catgaaggga 
atagttttct 
ttccccagay 
gcttttattc 
agatttttca 
agcacagagc 
aaggctgttt 
aaaagatggt 
gttagtggtc 
gaataaagca 
ttatgaggca 
cttgagaaag 
attctaaagc 



acatggacct 
tggcttcaet 
ttcggatgag 
ctccttctcc 
aaagaatttg 
tctcaagcac 
gggfcfcattgt 
cagggtttac 
rccaaaataa 
aaatccgtgt 
ttacactatg 
tactgattat 
agacacttat 
tggttctgag 
agtgctgct-a 
tttgtaaagc 
tttatactct 



gtaaaacgga 
ctcafctgjtcc 
ggctctggcg 
aacaagggtg 
atggctfcbtg 
gaattttfcao 
ctaatcia]ata 
tgggctgtgt 
aaattggtca 
ctctttgctc 
aataaaaggb 
ctcacaggcc 
ufctgct cat£ 

ctttttUcac* 
tttgcaqctg 
ttgtaaatag 
ttaaetacta 



ctaagfacttc 
agag&tgagg 
atagctaccc 
tcaaa'ttgct 
acag.t'gatcc 
tgcdcicgact 
tttakgtgtg 
aaafcjattcct 
cggt'cctaaa 
ctgttagaca 
caaactagct 
tagcacaaca 
actaaccaac 
ataa'catctc 
atga;ataagg 
agaaj^ctggg 

g if* 



cacaaacctt 
tggccatgtc 
tttgtttctg 
agatggaagg 
aetataatgt 
tccactgaaa 
aaataaagga 
ctttagctca 
tatctatctc 
acacagcaaa 
ttataaggat 
ttggaatcfca 
atgaabugag 
ttttagttct 
aaacactggg 
atttgtatca 



60 
120 
160 
24.0 
300 
360 
420 
480 
540 
600 
660 
720 
73 0 
040 
900 
960 
1001 



f 

F 



-S400^ 17B- 



ggcttcctgc tgccacttgt gtttctttct ggaccccctc acagcttctc agccccttgc 
CCgtcccagg ctggagccac agagcagcga caggcctpgca cccaggaggg tgetgggcag 
gccaggccag gtggcagggg ccccgtacct tcagctstaga ctgaatctcc cgagatttcc 



60 
120 
180 
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gcctggctag 
acagaaagag 
gctggagagc 
cccaggaggg 
cccgcacctt 
ccccgccaga 
aggagcatcc 
tttttgaaac 
tcccaccaca 
acacctcttg 
gtggottcca 
gtgagggctg 
gtgcctaacc 
agacaacctt 
<210> 179 

<211> 792 

«c212> 3DNA 



<213> Homo Sapiens 



aacttgcaag 
cggaaggaga 
tggccaagga 
ctgaaggccc 
cttccgagct 
gaggaaaaca 
cagacctctc 
agggtttatg 
gcctcccgag 
acactgccaa 
gggccaccat 
aaatccagcc. 
ctgtcctccc 
tttcttattr 



tggctagaga 
ggcagaaaca 
aaggcctgag 
ccgecaggca 
agaacctgfca 
yagacagtga 
atctctaggg 
Ctgcctgggc 
tagctatgac 
ttctgttctc 
gtacagctgc 
caagttctgc 
cgcaaaaagg 
gcaccacagg 



cctgtagaga 
gagcttcagc 
ctatgca^ag 
cccaacatac 
tgtggctgga 
ggaggcacag 
aactacatgt 
tgatctcaaa 
tataggcatg 
fcttttggtet 
acaggttgtt 
tgcccaagct 
gtgacfct'ttt 
tgctageaac 

ii 



gagaaagaaa 
cagaaaagag 
atagcgccgt 
ettga'tgcca 
cacceagggg 
ccat^gggtg 
aaatgggggg 
ctcctgggct 
tgcca'ttgtg 
tatcatgatc 
cactggccca 
atgtgtcctfc 
ctcactggtg 

g ?: 

i 



gagaaaaaga 
gcacagtggg 
gggtgagggg 
acctggtact 
ccgccccgcg 
gccgcgggca 
accttttttc 
caagcgatcc 
cccggttcag 
aagagccaca 
aagggcacca 
gtacaaggct 
tcctcagagg 



240 
300 
360 
420 
480 
540 
600 
666 
720 
7B0 
840 
9O0. 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

«223> baySNP12207, A501G 



!l 



ill 



Hi 



<400> 179 
tgctcaggfch 
ttafcttgagc 
tatggagagc 
gtggtccatc 
gtgagggaaa 
atgctggtct 
otctctgaaa 
ttccgtgtag 
ttccaggcca 
agcacagcaa 
acttgtactt 
atctgtacaa 
ggcacatgct 
cctctaacaa 
<210> 180 



ggfccechgaa 

agagcccgga 
agtatctcct 
eggacagttc 
ggctgggaac 
ccaatgccca 
tccttaagca 
ggggaaaagc 
ccaaagttgc 
cccggactgc 
cagaagggtt 
tcaatagttt 
agtagaggct 



geagactctg 
accacttcca 
ccgggctcag 
tcctggtgcc 
cccccatggg 
cagtcagagc 
tccttaagca 
cctggtttat 
rtcactgaat 
tgtcctctgt 
cccagtgctc 
atgctgaacc 
gcctatgtga 



<21l> 1001 

<212> DMA 

<213> Homo sapiens 



{ I 

atctct.t*tgt 
acatctqacc 
cagggtcttt 
tgtacagaag 
gagaaaggat 
aaatgactgg 
atggtgtegct 
agcatttgcc 
gtgaagctgg 
aggggt'tgct 
catgatjggag 
cctgct'trtcc 
tgagctjccca 

i 

11 



i 



tcccj;gccgt 
atgtagccag 
caagatgaag 
aaccatcagt 
caca^ttggg 
ggtgaatctt 
aatt$ctgt:g 
gaagaaggca 
tacaaggctg 
cagdccactg 
ttctjgggagt 
agaa'aacctc 



w 

it 
if 



g ess t ^ggc*c wO 

aggggatctc 120 

ggaagaaggt 180 

aggagccaaa 240 

gggattcttc . 300 

gccaaatcct 360 

taacaaccag 420 

gtgtaaatac 4 BO 

ggaaagagtt ' 540 

gcccttggga 60 0 

cgcctaaatt 660 

ccagacttta ' 720 

tgtcgctgag 780 

792 



a 
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<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP12399, G501A 

<400> 180 



I • !H . . • 

: ?■ 

i il 

109 h V 

•1 <: 
;» il. 

•i : " 

•31 

Hi 
iu 

I! ' ' 
f 

ttcctaggca cgggcgggtg attcactggc ttccccg<kg tgaagatccc tcccaggccc 60 

tgggctgggw cccaaggcgt cccagggtct cgtgggcgct gttctctcct ttggtctttg 12 0 

tgcagaacag cctggcagcc tgtgcccoco acacagactc tgcc^tctcc tcfcctggtca 180 

tttcccatct cctttgagac tcatctcgga caccaca^ag actgfcccttc ccaagccctg 240 

ctctcaggcg gcttgggtcc ctgctgtgcc tctgct^tgg ctagiacctc ccctctcceg 300 

cagtgfcgttt gaattgctgg tctgccccct gccatctfea ctcgsffccctt gaactfcgcta 360 

aggtcactgg catcttcacc cttgagtgtg etggagccag gcagcaagcc catgtgcfccc 420 

tetggagcaa ggagcaggtg tccaattgcg tgtgtttcgc aggaggagca ccgtgaggcc 480 

aagctgaccc tgcggccccc ragactggca gccccctacg ccccagtgca gagttggcaa 540 

caccagccag agaaactcat cttcgagtcc tgtggttatg aagceaafcgt gagttgeccc 600 

caccctccca gcagggocgg cctccctgct ccttctcggc caggcacctg cggccaagtc 660 

ccagcaggga ctccacaaag ccaggcccag ggctttt&ag ctgttctcca ctctcagcca 720 

ctcttgacag ctaaggcgaa ggggt^gagg cctctggatc ctttagctag ggagttgaat 780 

ggagggtctc tccagotggg gcaggagagg gggtgttrgtt attgagaggg gtaactactt 840 

gattgtggga cagtcccaaa ttggttgggt cacccctgca tggaaacgca ggatttcsta 900 

agcctggcca ctgctcgccc ccacagtatc tgggctcpat gctgatcaaa gatctgcgag 960 

ggacagaatc cacgcaagac gcctgtgcca agatgcgggt a i> - - - 1001' 
<210> 181 * ; 

"i 

i! 

<211> 1001 « 

•y 

<212> DNA v 



<213> Homo Sapiens 



; :r 

* 'J! 

i ll« 

| M 

<220> J i\ 

■I ^ 

<22X> variation J i<» 

h 



<222> (501).. (501) ;S \y 

if j- 

<223> baySNP12554 # A501T ;| 

' .'( £ 

<400s» 181 jj 

taataaaccc acatcttttc acagcagcca ttacctgktc ttcckcagta acctcggtgo 60 

»f?^£!^ gtcggtattc catttctotg .taaaegtfcag gccgjkatca gtccacctgt- 120 

acttggttcc oagactgccc gtcactttgg eggtctpkgt gttggctgag cctgagcfctg 180 

taaattcctt caaaggagag agaagagtca cagcctgcac catagcacte acctggcttc 240 

acttcactcc taaacactat acfctgccttt ctgcaagjagg caagaccctg aatgtggggg 300 

ggccaaggcc aactctacaa tccaaataga tatttaa'agt acagatggga gtaaaggagc 360 

ctgctatgta aagaaatctt atggggaatt tgttgtcagc agacagcttc cttcctccct 420 

gtaaecctta agfccfcggaca ggaaagcatc tcccttcicat cctg'gctcca gggcagtaca 480 

gagaaaaagc actgagctaa wgctgacacd gcggtaattc aaacccaaaa cttctttctc 540 

ccaacaatta ctgcacacat aatttcaaag ggactafetaa gatt.a : cttta aaaacactta 600 

tgtggttgaa tgcaggtgaa cctgaaaata agaagcajcaa ggaa'aaccaa aactgagacc 660 

-egacccat*c-tcctctatta_cccgctgctg_^ 720 

gaccacccat catgcagaaa atggaatgaa tgtgaaaacc acaakaactg ccagaataaa 780" 

aaaaaaaaag taccttcttt cggctttgcg ggecag^tea cgacagttat ttgttgatot B40 

aeaacaaatt cccacgttcc atacaatggt cactatttgg gtaacgggta cactagaagc 900 
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ccaaacctca ccattacaca atacatccat gtaacaaacc tgcaci^tgta caccctgaat 
ctaaaatctt ttttaaaaat aaaaataagc caggcgcagt g 



162 
1001 
DNA 

Homo Sapiens 



<210> 
<211> 
<212> 
<213> 

<220> 

< 2 2 1> variation 

<222> (501) • . (501) 

<223> baySNPl2851, T501C 



if 
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i. 

V 
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c400> 162 
taactacatc 
aattgatcag 
tagagcgttt 
aaactgattc 
cagagaaata 
gggaatcttc 
gtttagtctt 
gtataatgtg 
CCtcctatct 
cttgtgtatt 
caatgatacc 
tgtaggcact 
agtgactgca 
tcctgccctt 
aacttttagg 
ttagggtggg 
taaatgaggg 
<210> 183 

<211> 1001 

-*212> DNA 



<213> Bomo Sapiens 



tgcctcggct 
atgctgaatt 
ggttaaagta 
caggagattg 

gaggtgatgc 
cccgtgacat 
tttttccttc 
tctgtgttgc 
agcatttatt 
gagtcttaac 
caacagttta 
tctattttca 
agcatttttc 
tcccaggtaa 
ttgttaccaa 
taagaaagcc 
tttctgatct 



cacaaattcc 
gagaataaga 
tgtccttcag 
gatttgctgt 
tgctaaaggg 
tcactggggc 
ctttttattc 
ttcaaattgg 
yctctggcaa 
tgtatttcag 
tttttattat 
ttgtgattta 
catctgtgtg 
ttcaaattgg 
gtatgaagta 
accttgttac 
gtactttgtg 



gattagapct 
atttgaggtc 
ctgactecag 
gactagatac 
agaaatcfcca 
atgagatttt 
agctagaatt 
tctgaaaggc 
acttttefctt 
tattttcpag 
ttttttaaac 
tatataaggt 
caaotaaptg 
tcatggfcaga 
taaatgfcggg 
aaatttttta 
cttagctaac 

»» 

• i 

i 
i 
I 
'\ 
i 



I 

• J! ■ 

h 

f- 

ttatpcagct 
taca,ttcttg 
tata|itctcc 
agatggagca 
ggcggacaaa 
ggaagaagtt 

tctgSfgggt 
tatc&tgckg 
cttttotttt 
ccttatgtgt 
aaaatttcac 
aatgtagggfc 
actc^gttat 
tttttjjbtcat 
gaagaggttt 
atttccaaaa 

t :. l v 



agtgccaaat 
gttgttaatt 
tctgctcatt 
aatgtcctaa 
gttcagtgtc 
ttttactttg 
tgatggtagg 
aaagtcctgc 
ttaaagtaaa 
tacattattc 
agttctgtaa 
tatatttggg 
tgatccettc 
agatttgaaa 
tatttacatt 
taatctatat 



960 
1001 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> ' n£i#tion 

<222> (501) . . (SOD 

<223> baySNP13025, A5D1C 



183 



• L 

;! 
•I 

.1 

. » 



■I! 
I 



cttcattaat tttgatgaga atttatgcac 
aagaaagaaa grgaaaggaa aggggetaac 
gtgtccttcy gtttaaaaaa ttaatatttt 
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acacacacat acacacaaat aagagaaagg 
ataaattfcta aaaaeacaaa tgatgattag 
tcctttckaa gaaaajcattc ttaattgagg 



V 



60 
120 
180 



attaagtcaa 
gaaggaacat 
ctttgetttc 
ccagaaatca 
ctcatgccat 
atgccgtaaa 
aaacacaaaa 
atccacttga 
ttcccaagta 
tatatgaaaa 
aagttgtatt 
tttggttcct 
gctagtgatc 
tggcctagcc 
<210> 184 

<211> 1001 



tatataagta 
aatgatcaca 
tgaggtttca 
gcaattcata 
cccgctctat 
tactacctgt 
tatcaaaata 
ggtcttggaa 
actcanggat 
aactgaatga 
eggaaattat 
aagattcctt 
cttgaggaaa 
tgacaaagcg 



tcttgcatct 
tatttcaact 
gttacctgca 
agttttaatt 
cccacctgga 
mcaccagt£a 
tatatatafca 
ggtaccccfca 
cctatattag 
cttctatt4t 
gtcttctaca 
agtggtatat 
tggttgctcc 
tggccatcag 



gttgcttata 
tacagtaeag 
gtcaatcaca 
ttcatgctgt 
atgtgactca 
cttaatagcg 
fcagggttitca 
aggataagag 
caggagcfcct 
ttggagagaa 
tgttaaapga 
aattctatta 
cctcacctgt 
cagctttijgg 



<212> DWA 

<213> Homo Sapiens 



aataeaggag 
tagtqccccc 
tttcaaaaat 
tttaagcaac 
tcctfcttgtc 
tgctfcagtta 
tactatctat 
gggacftactc 
ggtaetatag 
acttattagt 
gcttattaaa 
aaatagatca 
cagaggagct 



agtgaccata 
ttattcgcag 
attgaatatt 
atgacaaact 
cagtgcatcc 
tcagataaaa 
agttttacac 
tattaafccct 
tactatagca 
aaactctcag 
tttagtctgt 
gatttttcca 
gagcctggcc 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<22X> variation 

<222> (501) . , (501) 

<2 2 3 > baySNF 13 1 9 1 , CS 01T 



c400> 184 

tuCtyayyti: 

catccccctg 
gotctgaatg 
aacaaatcca 
ttgcctttcc 
acytctgatt 
aagattccta 
ttctcatgtc 
ttctcyctct 
aactctcact 
, cactcgctcc 
attcactgtg 
gagaaaatag 
aggggctgca 
ggcagccatc 
taagagtaca 
tccttttgcc 
<210> IBS 

<211> 1001 

<212> DNA 



"3S9Sctgt 
gagtaatgat 
ctaatctgtc 
getcctattt 
aaggcaaaga 
agtttgaaag 
ttctgaatac 
accccaatcc 
gtgttgttac 
caccaccttt 
aggtaccaag 
gaatgaggag 
taatgaagat 
aggtcaccct 
ttgaatctag 
acattttcct. 
aatagttccfc 



tcatcttggt 

ttctataggt 

aagcttctag 

ttcacattca 

gccccaagag 

ctgtgaaccc 

ttgcfctttcc 

tcttocatta 

ycagaggaag 

agacgggacg 

tacctgggaa 

aagaggcagt 

gtctgcccct 

tagtccacca 

cacttaaggc 

acagtaaaca 

actttgagac 



tgttctgttg 

tcaggttjcac 

gagagctjtcc 

agatttfcaga 

ttttaattgg 

tccctgricct 

ttttaaa-aat 

aactttfcjttc 

acattaijggt 

ecgggcajtac 

aaggctgttt 

actcaca'aag 

tcacagtgaa 

aataga'^cac 

cttaataaaa 

tagccttzcct 

gtaattticca 

■ i 



i 

i , 

cteafecagat 
agccjbgttca 
tatCiCccagc 
acat&tttct 
tcttifcatggt 
ggttiaatgtt 
tcca&agata 
tccC|t ; gcacc 
ttta^gccac 
tttc^rgcgat 
gtgclcaccag 
arttjsltatga 
gctc&cttgg 
tggacccaca 
gkcfattaag 
ccatftigaaat 

g «i 



ctgttgatet 
ctcaacggat 
agatcaggta 
cccccagctt 
acaaatcccc 
cccaaactac 
attctcccat 
tgtccccacc 
caactctgca 
gctgctcgtc 
gtggggagaa 
gtttttggaa 
ccgggctgta 
gaacaagagg 
acttttatta 
cttcatccca 



60 

120 
180 

240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<213> Homo Sapiens 



EmPfansszeit 31 .Jan* 14:27 



Le A 36 562 



112, 



<220> 

<221> variation. 

<222> (SOI) . . (501) 

< 2 2 3 > baySNP13 192,C501T 



II 



<400> 185 
attggtgfcgt 
cagatctgtt 
gttcactcaa 
tcagcagatc 
tttctccccc 
atggtacaaa 
atgttcccaa 
agataattct 
gcacctgtcc 
gccacoaacc 
gcgatgctgc 
accaggtggg 
tatgagtttt 
cttggctggg 
ccacagaaca 
ttaagaettt 
gaaatcttca 
<=210> 186 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
<220> 

<22i> variation 

<222> (SOI) . • (501) 

<223> baySNP13193,A501G 



accattcctg 
gatctcatcc 
cggatgctct 
aggtaaacaa 
agcttttgcc 
tccccacytc 
actacaagat 
cccatttctc 
ccaccttctc 
ctgcaaactc 
tcgtccactc 
gagaaattca 
tggaagagaa 
ctgtaagggg 
agaggggcag 
tattataaga 
tcccatcctt 



aggttttggg 
ccctggagta 
gaatgctaat 
. afcccagctcc 
tttccaaggc 
tgattagttt 
tcctattctg 
ctgtcacccc 
yctctgtgtt 
toaobcacca 
gctccaggta 
ctgtggaatg 
aatagtaatg 
ctgcaaggtc 
ccatcttgaa 
gtacaacatt 
ttgccaatag 



gctgttcate 
atgatttbua 
ctgtcaagct 
tatttttcac 
aaagagcocc 
gaaagctgtg 
aatacttgct 
aatcctcttc 
gttacycaga 
cctttagacg 
ccaagtajcct 
aggagaagag 
aagatgfcptg 
acccfctagtc 
tctagcactt 
ttcctackgfc 
ttcctacttt 



ttggfcfcgttc 
taggfctcagg 
tctaggagag 
attcaagatt 
aagagtttta 
aaccccccct 
tttcctttta 
cattaaactt 
ggaaijacatt 
ggacgccggg 
ggga^aaggc 
gcag.tactca 
ccccttcaca 
cacc&aatag 
aaggfccttaa 
aaaoatagcc 

g «i 



tgttgctcat 
ttcacagcct 
cttcctatct 
tcagaacatg 
attg'gtcttt 
ggcctggtta 
aaaattccac 
tcttctccct 
agggttttat 
catactttcg 
tgtttgtgtc 
caaagartta 
gtga.agctct 
aacactggac 
taaaagkcta 
ttcctecact 



60 
120 
180 
240 
300* 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<400> 186 
tcaoattcaa 
ccccaagagc 
tgtgaaccct 
tgcttttcct 
cttccattaa 
cagaggaaga 
gacgggacgc 
acctgggaaa 
a 98ggcagta 
tctgcccctt 
agtccaccaa 
acttaaggec 
cagtaaacac 
ctttgagacg 
ttttctggtt 



gatttcagaa 
tttaattggc 
ccctggcctg 
tttaaaaatt 
actttcttct 
caetagggtt 
cgggcatact 
aggctgtttg 
ctcacaaaga 
cacagtgaag 
atagaacact 
ttaataaaag 
agccttcctc 
taattcccag 
ctgattcatt 



catgcttotc 
ctttatggta 
gttaafcgttc 
ccacagataa 
ccctgcacct 
ttatgccacc 
ttcggcgatg 
tgtcaccagg 
rttatatgag 
ctctcttggc 
ggacccacag 
kctattaaga 
cattgaaatc 
cttcctgfctt 
gcagtatttc 



ccccag<jttt 
caaatc'ccca 
ccaaactaca 
tfcctccqatt 
gtccccacct 
aactat^caa 
ctgctcgtcc 
tggggadaaa 
tttttggaag 
tgggctgtaa 
aacaagiggg 
cttttattac 
ttcatcjecat 
cctaaq4gac 
agtgct^tgt 



Erapf anesze i t 31 Jan. 14:27 



tgccjtttcca 
cytc&gatta 
agat'fccctat 
tctcctgtca 
tctcyctctg 
actctcactc 
actcjgctcca 
ttc^'ctgtgg 
agaaaatagt 
ggggctgcaa 
gcagpcatct 
aagagtacaa 
cct&ttgcca 
acgcfccttct 
ccgtltaacgt 

}: 



aggcaaagag 
gtttgaaaga 
tctgaatact 
ccccaatcct 
tgttgfctacy 
accaccttta 
ggtaccaagt 
aatgaggaga 
aatgaagatg 
ggtcaccctt 
tgaatctagc 
cattttccta 
atagtfcccta 
aaactctaaa 
ttgtctcaga 



60 
120. 
180 
240 
300 
360 
420 
480 
540 
600 
.660 
720 
780 
640 
900 



Le A36 562 



-113 V 



ggtcctattt ttcttttctt ettttttttt tttttgtttt gagacfagagt ctttctgtgt 
cacccaggct agagtgtggt ggtgtgatct cagttcattg c 
<210> 187 



1001 
DNA 

Homo Sapiens 



<211> 
<212> 
<213> 

<220> 

<221> variation 

<222> (501) . . (501) 

<223 > bay5NP1333 8 , C501T 



960 
1001 



i 



<400> 187 

cgttacaatt 
tggaaagctg 
cctaaacatt 
ggcttttgtt 
tacaaatatg 
tcgcttatgg 
gacaaatgcc 
tgccttgtgt 
atgagcttta 
aggctgggag 
gtctcagcaa 
agaaaaagcc 
gcotttcagt 
ttattagttg 
tttaagtgtc 
gactttctgt 
gcgtctgttt 
<210> 188 

<211> 1001 

<212> DMA. 



<213> Homo Sapiens 



<220> 
<221> 
<222> 
<223> 



tgagtggtgt 
gtgatttttc 
aatgacagaa 
tcagtagagt 
cagaccgtgt 
ttttaatgca 
aaatagaaaa 
gattcttaat 
cagcagaagc 
agttctccag 
tccacctgga 
cagcttgtgt 
attfcgtfcttg 
atttggggtt 
tgttatagaa 
aatcacattt 
caagccagtg 



tgtcagccca 
aagctacgtg 
gtatttatac 
tgtgtttact 
tgtttgctoc 
atgagcaatg 
ccacttggcc 
ctcttttgcg 
ygttttatcg 
atttgggaga 
ggagctagag 
gcaecctcgt 
atgtaaggct 
tgtctttgat 
aacccacacc 
taattgccmc 
tgttttttyt 



f 

tgcttajtjccc 
tacata^ttg 
ttcattt'tgt 
atgcattgtt 
agtgataicct 
tggatatgac 
atttatrt;tct 
aaccttticag 
ttaagtgccc 
ggcgcagaga 
tatcctcctc 
399gttaagg 
etgtgg'uttg 
ggtttctatc 
cactgtcctg 
ctcgtacctc 
tcgttctgta 

!! 



V 

tctcfcctacc 
aaaa'ttttgt 
gactttgtaa 
ttgtgettat 
tgttaagcta 
caagagttgt 
atgt^cacta 
tctccgctag 
cacagagaca 
cagt;«2rtgtga 
ccttfitaccac 
cgagjetgttc 
gggg,ggaaca 

tgcciattatc 
taaatatttfcc 
accdctacat 



tgtgacaaaa 
aaatggtttt 
ataaagcgac 
tatacaatgt 
ggtggctgag 
tgtgcaagtt 
aaaatcctat 
ctctttccta 
ctfctaccagg 
gccgagccct 
tcagaccgag 
ctggtttaaa 
tctgtaaaca 
gtcatgtata 
tcagtgtcca 
ttgaaatctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
9SO 
1001 



variation 
(501) . p (501) 
baySNP13339,T501C 



'I 



» 

A 



t 



T4W> 188" 



— 



ctctgtggtt tgggggggaa catctgtaaa cattattagt tgat'ttgggg tttgtctttg 60 
atggtttcta tctgcaatta tcgtcatgta tatttajagtg tct&ttatag aaaacccaca 12 0 
cccactgtcc tgtaaacttt tctcagtgcc cagactttct gtaatcacat tttaattgcc 180 



Erapfansszeit 31 .Jan - 14:27 



•if 



Le A 36 562 



-114 ! - 



mcctegtatt 
yttqgttctg 
gtattcagta 
getgetcgat: 
agcctgttat 
aggtcacaaa 
ackctctgca 
gaccctgcca 
ccacatctcc 
taggagagca 
catttatccc 
ccaatttgat 
atgtcccgca 
tgtgacaagg 
<210> 189 



tcacctctac 
taataaacag 
cctacaaacc 
gccttgtgtg 
tttggggctc 
gacaactgcc 
ccaccgtcct 
cctgataggc 
ccaaaagtgg 
gctgaagcaa 
tctaagtggc 
cagtggcttt 
gagcctiaaaa 
gacaacgatc 



atttgaaatc 
ccaggagaaa 
caagtcagga 
tcagaaagaa 
agcccctcat 
yegggagcag 
gtctcccttg 
•caggacctgg 
ggaggtagct 
cagttgggat 
tgggagagtt; 
caggagctga 
atgctctaag 
gaccaatggg 



tggcgtctgt 
agtgoct!cCa 
agectgottag 
agattcagca 
tttatagagg 
gtgtggdgga 
ctgaaga6ca 
taggegg^ta 
actgggatgc 
cagatgtag.t 
gatatcctca 
gaaaggcatg 
aacatgcfecc 
ggtggaagca 



ttcaagccag 
tgtttbtatt 

tggct|etggt: 
gttttgeate 
atgaaacaga 
gacttgccct 
cacatgccct 
cccaggtttc 
acgcqtcccg 
cacaattgaa 
tcccfeaaggt 
tgctctgagg 
ctgccaaaat 
9 



tgtgtttttt 
tttrcaaggga 
tctttcagag 
aeggcaaaga 

gggggaeggg 

gagggectag 
tctttgacca 
atggatggaa 
ccatgtgcta 
tgeatcatea 
acaaaatgtt 
cagagctgtt 
tctcaatggc 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
84 0 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 



<22l> variation 
<222> (501) . • (501) 
<223> baySNP13340,T501G 



<400> 1B9 
atttggggtt 
tgttatagaa 
aatcacattt 
caagccagcg 
tttttatttt 
gctttggtte 
tttgeatcat 
gaaacagagg 
cttgccctga 
catgcccttc 
caggtttcat 
gcctcccgcc 
caattgaatg 
cctaaggcac 
ctctgaggca 
gecaaaatte 
cctccgcagt 
<210> 190 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



tgcetfctgat 
aacccacacc 
taattgecme 
fcgttttfctyt 
tcaagggagt 
tttcagaggc 
ggcaaagaag 
gggatgggag 
gggtctagac 
tttgaccaga 
ggatggaacc 
atgtgctata 
catcatcaca 
aaaatgttcc 
gagctgttat 
tcaatggctg 
ccaggggcca 



ggtt tetafce 
cactgtcctg 
ctegtattte 
tcgttctgta 
attcagtacc 
tgctcgatgc 
cctgttattt 
gtcacaaaga 
kctctgcacc 
ccccgccacc 
acatctcccc 
ggagagcagc 
tttatacctc 
aatttgatca 
gtcccgcaga 
tgacaaggga 
gagctaggac 



taaacttttc 
acctctjacat 
ataaacagee 
tacaaaccca 
cttgtgjtjgtc 
tggggq^cag 
caactcjcpcyc 
accgccetgt 
tgataggeca 
aaaagtgggg 
tgaagcaaca 
taagtggctg 
gtggctfctca 
gectaaaaat 
caacgatcga 
agaggggtcg 

) 



i 

taadtgtcca 
ctgSaacctg 
aggagaaaag 
agte^ggaag 
agaaagaaag 
ccccicatct 

ggg4j9 ca gg^ 

ctcc^ttget 
ggacjefcggfca 
aggfeagctac 
gttgggatca 
ggagagttga 
ggagctgaga 
gctctaagaa 
ccaatggggg 

g 



gactttctgt 

gcgtccgttt 

tgcctctatg 

ectgetagtg 

atccagcagt 

tatagaggafc 

gtgggggaga 

gaagaccaca 

ggegggtace 

tgggatgeae 

gatgtagtca 

tatcctcatc 

aaggcatgtg' 

catgctccct 

tggaagcaga 



120 

180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



EraPf ansszei t 31. Jan. 14:27 



Is- 



<220> 

<22l> variation 

<222» (501) . . (501) 

< 2 2 3 > bay SUP 13479, GS 0 1 A 



« i 

: i 

i 

ll 



i: 



«r400> 190 
tttaaaacat 
aacfcacattc 
cccgccggtg 
ttgttctgtc 
ttcccctaac 
gagacfctaac 
tgtcctfcfcta 
cccacttcct 
aaggtoacct 
catccttgat 
ccggtctctt 
tgccagggga 
cctcctcctg 
tgcttgctaa 
actcctcccc 
ggaaccctgt 
atgggcacag 
<210> 191 

<211> 1001 

<212> DNA 



<213> Komo Sapiend 



ctafcttaatg 
caaattatag 
atgagaagaa 
gaagttctct 
ccaaggtttc 
aaaagcaaat 
agtataacac 
ttctgtggcfc 
caacatgtga 
cctaaaaaca 
tataatcttg. 
caatcaccrc 
atggcccagc 
aaacctaccc 
tcctggcatc 
atttccttca 
catctcacat 



tattctaaaa 
acagcccatt 
ctagctagct 
aaattctctt 
tggtattttc 
gagaaattafc 
ataccfceagg 
gagttagtag 
rctacctccc 
ttttcctgtt 
cttctggccc 
tcccggctga 
atcttgcfctg 
aggccgccca 
aggcacacgt 
caggaggcac 
agggacacat 



taatttgtaa 
tatatgggag 
ggaagctgtg 
gcttact£gc 
tcgtacttta 
gtttagaaat 
ectcaccagc 
aacacaggct 
cggagac;acc 
cctggtc^ttc 
tttgagg^cct 
gtcctgcaga 
caotaaagag 
ctgctgocgc 
tcacggcact 
tttcetkcct 



:r 

gttgatttta 
taacfctttca 
ggaaaaagag 
cacaccccta 
tcaagactat 
gtctaacaaa 
acatkactac 
cccacctgcc 
ccagjatccgt 
agaattggac 
caaaiytacc 
catagggcct 
agctggaggc 
actgjcaggge 
aaac£ttaca 
aaaac 



agagat 



ftct g 



aaaccaattt 
ggctcattgc 
gtaaggtaac 
ggcccccagc 
ggaatcttag 
atgaatgctt 
aaaaggttgt 
acatcagcag 
aaggatgatg 
tccaoactca 
agggccttgc 
gggcfcggctg 
ttggcactga 
accagcccac 
ggaaagcagt 
gatgataccc 



i 

!■* 

!« 
»; 

r. 



<220> 

<22l> variation 

<222> (SOD (501) 

<223> baySNP13633, C501T 



i ! 



<40O> 191 
aagacatagc 
gaatgaaaac 
ataagactca 
gatatgagaa 
ataaagcttg 
tagaatttct 
tcatagctgt 
ttcacaggat 
tattatgctt 
gtgagtaggt 
_afcttattfcfct 
ccttccaaat" 
tgtttttaaa 
tctgatattc 
tagatagata 



ttcagcaaaa 
ctctaggagg 
ggaataagtc 
acttcactta 
agcaagaatt 
taaggaagcc 
ctgcaaactg 
ggttagaaaa 
ctatccttct 
tgcccgccaa 
agacaagcag 
tra tta L aa gc- 
gagtaatgtt 
tcataaagta 
cagtttgaaa 



gtgtgcctag 
atttgcactg 
tgataaatfca 
caaagttaat 
tttaactgtt 
atagtcactg 
acttgggtca 
aaaaacgtgg 
ytctccccct 
ttatgtaccc 
aagtccattt 
-tctagtcaga- 
ctaaaataaa 
caactgtgat 
tgtctatttt 



Era? f anssze i t 3IJan. 14:27 



catcattaag 
gtgtttgagc 
caaaaagtat 
aataafcatag 
ttatttktaa 
cttatctaca 
aggaaaaaga 
aactggbcta 
tgctgactat 
attcatttgg 
actaaacata 
fefetfcaa^ttrt- 
agactakggt 
gtgcttfcggg 
aaatgatata 
1 : 

'i 



o 

ii. 
•i 

agtctgtggt taaacatcag 
acakkaatct ggaatttatg 
tgcttagaca tttcatgaaa 
atgaacacta agtgctetgg 
taaigctttt taaggcaaoa 
gtakaagtgc tttgatcatt 
aacgatgctt gagaaatagt 
gttttctctt gtatttaaaa 
agakaatctc tcatagcgtg 
aaaagataca gtgcacttcc 
tatatctaga atttccgtga 
-tacaaaaactL_taatct.tgfc_t_ . 
agt^tcctgg aatgagagat 
ctttaocata atagggcaat 
ttgkccacct ttocagacca 
J . 

j » 
f 

: • 



116- 

• 



i 

5: 



gttagttgga aatgcactgfc tactttttct gcatgctfca tcaaggatge tccaggagga 960 
gcatcagagg tccctccctc tgaagaaaaa agagcacttt a «• • 1001 

<210> 1M :\ V 



1001 

UNA 

Homo Sapiens 



<211> 
<212> 
<213> 

<220> 

<221> variation 

<222> (501) . . (501) 

<223* baySNP13929,G501A 



gttagaatcc 
tccattcacc 
tcacactgca 
cttaacttcc 
ttaaacctaa 
aaacatccaa 
tctctacact 
cagattcgtc 
acttttcatt 
atctactcac 
acaagctcag 
acccctctgc 
gaaactctct 
acgaacatcc 
ccaggcatgt 
atctggagcg 
agctctgtgg 



<400> 192 

gaagacattg 

gaggccttag 

gcttccctcc 

act c tgaact: 

gcaaacctgc 

ggttgaagaa 

ttcattgafca 

actataataa 

atcttgtotc 

tcacctccaa 

atttgaaccc 

tggaaggctg 

acctaacaat 

atactagaaa 

gatccattcc 

atagggcagg 

ctggaggact 

<210> 193 

<211> 1001 

<212> ONA 



<213> Homo Sapiens 
<220> 

<22l> variation 

*222> (501) . . (501) 

<223 > baySNP1406S , G501A 

*400> 193 



cagatccctt 
ctacctgcca 
gcgattccat 
ttggttttcc 
aggtctaact 
eggggctgat 
gtccagcaat 
cttctcaaat 
ragaaaacag 
ctocaaatct 
atgccctcct 
tcacactctg 
ttccagcacc 
tetgetatet 
caggttttga 
actgtttctg 
ectgeagakg 



gctatto.cot 
ccacctcact 
ggecat'eatt 
ctccctctat 
agtctacktc 
ggtctcafctt 
cctacctaca 
gtcctcccca 
aatcag.fctaa 
tctcacctcc 
ctcatcatgg 
ccatctcctc 
ccttgttltct 
ctcatt-ttaa 
atggtcaaaa 
tagote;agaa 
tcctgtalcct 



ggac^aaaat 
gcacatcgcc 
gtggtcactt 
catacttacc 
tgcacccagc 
gaeafettgtg 
tatcyccact 
ctcatgactt 
acag&aaatc 
aaafctactc 
cagtagtgac 
tctocttctc 
tctcifcancaa 
aatt]paaatg 
tggg(4 c atct 
cacciagatgg 

fc I! 



tcctggcatg 

tcctgtattt 

ccttgcaaac 

ctccaaagct 

agctgaatgt 

aatgeaaatt 

ctccaaaaca 

tcacctaaca 

tctcatcttc 

gcotccctgc 

ccacctctta 

aaggatgetc 

tcctactcac 

aggectaaag 

tgatgggctc 

cattccctgg 



M 
J 



*400> 193 • 

^£££^ tlZJ*??* 9 ? tacatfc acca aaatcdtaag aacgeaacag gatcaccagg 
geceggttrtre aegggttect gcttcgacat ggtgtfcfctga gtgtaggggc tgctggaggc 
^ggagggag agacttacac agagggacac SgaSaefeL Sglgaglffc gaSggcaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
?8Q 
840 
900. 
960 
1001 
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agagacaaac 

gatgtttcac 

ggaggaaaca 

ttgaaaacag 

ggaggctgag 

gcaacacagc 

ctegtccfcta 

tgchtaatta 

ttggacaaao 

agaafcttact 

catgcccaca 

agattgtatc 

agatgttacc 

tacagctgca 

<210> 194 

<211> 1001 



ggagacaaag 
tctfcggagtc 
ggatctaaag 
gcttgtcctg 
STtgggagaac 
aagaccacac 
acttgattca 
atctctcttt 
cacttataaa 
acacaccaca 
gacacacaaa 
aatgtcaafca 
actgggggaa 
tacgaatcta 



acagaggcaa 

tggtgggaaa 

acggctaaga 

gctgggcatg 

tgcttgagcc 

rtctctcyaa 

ctattctctg 

ttgactagtg 

gtgfctgccat 

cacaaaccca 

tgagtacaag 

tcctggttgt 

cctgggtagg 

eaattatcfcfc 



agagagafcca 

acaagaatca 

fcfctcactgat 

gtggctcatg 

caggagtfctg 

aaaagaataa 

ctgcctttaa 

cagaagtaaa 

Ccatgaacag 

cccacceaoa 

taaaactcaa 

gatagtgjrac 

gggtgcaptg 

gaaataaaaa 



t 
I 

i. 

! 

agggtjctgca 

gagtggaaag 

gaaggtcagt 

cctgyaatcc 

agaccaggag 

ataaataaat 

tfcctgtttac 

cctagccagg 

aacatgtgat 

cgcgtgcatg 

gaaacctgaa 

tattattctg 

gaccfcctctg 



atatttcaag 

gccccttggg 

gagcttgctc 

cagcactttt 

accagectgg 

aaataagoag 

tttatttact 

gfcccatatgt 

aaaattgcaa 

tgcacacatg 

taagatcagt 

atgtfcatact 

tatfcatttct 



*212> DUA 

<213> Homo Sapiens 

<220> 



240 
300 
300 
420 
480 
540 
000 
660 
720 
780 
840 
900 
960 
1001 



<221* variation 
<222> (501) . . (501) 
<223> baySN*14083 , C501T 



<400> 194 
tcagcaaaca 
aagagtgtag 
tttattcttt 
gaggaggcat 
aaggaagaga 
tcatteagta 
trcacgcattg 
ttggtattct 
gctagagaaa 
tccttatctt 
attttatgta 
aataataatt 
cacatgaafcc 
tatacagtga 
ggtccaccaa 
acccacacaa 
tttatattcc 
<210> 195 



aaaaagattt 
cctaatgcac 
tctttagatc 
aattaaataa 
cagaattata 
taaagacaaa 
aacaaaaata 
ctgctaagaa 
afcttaacttc 
atrcattcaac 
aaagccatac 
ttattattta. 
fctgtfctaaca 
aaaatctgct 
tgtcaccagc 
cttctactca 
tccaaaatgc 



ctgaggtaga 
gcctatttta 
caattcetct: 
t'ggacatgut 
aaaagcaaat 
ctgtactcca 
gatattaatc 
gcagggtagc 
ygtgtataaa 
cctactagta 
ttgaggcagt 
agtgcttacc 
tggatcagga 
ttccaccctg 
ttcttaggtt 
agaatcactt 
agcagcagca 



t .' 
I 

aaacct^att 
ctcagagagg 
aagggtaJtca 
gatagaagtc 
acacaaacta 
ctcctca'aaa 
cttgctsjtca 
atataat'tca 
aagaat.aagfc 
tgcatgtitca 
gaaattdaga 
tgtcat'actc 
aggaaggatc 
cccaat^agc 
tcccttccgg 
tggtagaaag 
gacgggqtgc 



% 

i 

i 

i 

tcttjeatata 

aactjccttac 

gctt^gcaaa 

aaacgtgaca 

acaagcagaa 

gctca'aggtc 

agaa;paaagt 

ttctigtggcc 

ttc^gttttt 

agcaagaata 

acacctottt 

cagaaatcta 

tcag^gatgg 

cacbqagttg 

gcatacfcaag 

caaccatttc 

a 



gtaagaagaa 

ttggggccta 

tttagaagag 

gacaatggca 

gatcctggga 

ctcattttat 

tatattatat 

atcaaaaacg 

tgcaaaatcc 

aaatatcatc 

ctcccaatga 

gatacactct 

ctbaaggaag 

ctctcctaga 

cataacctgc 

caatgggagt 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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so 

120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



J6562 



'I 
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<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP14085,C501T 



<400> 195 
tggtggttct 
gtgcaacagc 
gtgtctggat 
cgtaaggtgg 
cagggtccct 
* ctgtgagaag 
actctgagga 
aggcctgcct 
acactcagga 
agcctgtcca 
gcggcagcac 
catcactgag 
gagggactag 
cactagtccc 
gccagacccc 
gtgattagcc 
ttatgcagga 
<210> 136 

<211> 1001 



tccgtaagag 
ggacccagct 
gttcgagctc 
taagttctgc 
gtgcagctgg 
cagctgcctg 
tgatgcetgg 
ggctggccac 
agttctcctc 
aaccgatgag 
gcaaagaaca 
tgcaaggagg 
tacgtgagcc 
tgggatgcca 
agggctcttg 
tctcttgctc 
tcggetcaaa 



ggtgaagtct 
ccctctcttt 
tccttttagc 
ttgctggagg 
gggaggtgca 
taggcttgtg 
tactcgggag 
atcycttaga 
yotcccctoc 
gcrtttgagt 
ggtattacta 
aggacatcat 
atgctgggag 
cagggtggca 
ctttcaattg 
cfctttctcca 
gcctgtcagc 



ccaaatcaaa 
tgtagcajjtt 
tcgttcattt 
ctccetgjttg 
ctggcagagc 

tggggg^cag 
ctctccafcca 
gagacg&att 
aaagggctya 
ctgtggcttt 
ctaccadcgg 
gtgcatgtat 
tgtgga'gatc 
tgcccagatt 
ttctcabagg 
ccagcakagt 
agaggga'agg 



<212> DNA 

<213> Homo Sapiens 



ccccpaaaga 
gtag^gcatg 
cccacjtgagg 
gagc^tcttt 
tgcgjpcccag 
agta|ggtaa 
gctgt'agcct 
gctg#tttct 
tgagalaataa 
gtct^tgcag 
cagfaccgcc 
gaagccgaaa 
tgca*0cgtgt 
ttag^ggtga 
gtac&ggaaa 
cgacqaagaa 
a : r 

t 



tctggaaacc 
tctgtcctat 
aagccgaggc 
gcgcacccag 
tccttgccat 
tgcatgtgga 
aggcctccac 
aaacgctgga 
gaaagctaaa 
aatttafcaga 
gcgtgccaga 
tgeagtggaa 
gctgctggga 
catgggagga 
aggattcctt 
attatcaaca 



60 
120 

xao 

240 
300 
360 
420 
460 
540 
600 
660 
720 
780 
840 
900 
560 
1001 



V 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> Jt>aySNP14087, C501T 



<400> 196 

agggtgaagt 
ctcectctct 
cctcctttta 
gcttgctgga 
gggggaggtg 
tgtaggcttg 
ggtactcggg 
acatcyctta 
tcyctcccct 
aggcrtttga 
caggtattac 
ggaggacacc 
ccatgctggg 
cacagggtgg 
tgctttcaat 



ctccaaatca 
tttgtagcag 
get cgt teat 
ggctccctgt 
cactggcaga 
tgtgggggac 
agctctccat 
gagagacgaa 
ccaaagggct 
gtctgtggct 
tactaccace 
atgtgeatgt 
agtgtggaga 
catgcccaga 
tgttctcaca 



aacccccaaa 
ttgtagagca 
ttcccagtga 
tggagectet 
gctgcgtccc 
agagtaaggt 
cagctgtagc 
ttgctgtttt 
yatgagaaat 
ttgtctttgc 
ggcagtaccg 
atgaagcega 
tctgcaccgt 
ttttaggggt 
gggtacagga 



i 



gatctggaaa 
tgtctgfcct 
ggaagctgag 
ttgcgcaccc 
agtactfegee 
aatgcapgtg 
etaggeptte 
ctaaaepctg 
aagaaacjeta 
agaat^ta.ta 
ccgcgtgcca 
aatgcagtgg 
gtgctgptgg 
gacatgggag 
aaaggattcc 



.)>• 
I. 

V 

ocgtgcaaca 
atgfigtctgg 
geegtaaggt 
agcalgggtcc 
atctigtgaga 
gaaepctgag 
acaggcctgc 
gaac^ctcag 
aaagpctgtc 
gageggcage 
gacatcactg 
aag^gggact 
gacajbtagtc 
gagccagacc 
ttgtgattag 



gcggacccag 

atgttcgago 

ggtaagttct 

ctgtgcagct 

agcagctgcc 

gatgatgect 

ctggctggcc 

gaagttctcc 

caaaccgatg 

aegcaaagaa 

agtgcaagga 

agtacgtgag 

cctgggatgc 

ccagggctct 

cctctcttgc 



60 
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180 
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360 
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tccttttctc caccagcaaa gtcgaccaag aaattateaa cattatgcag gatcggctca 
aagcctgtca gcagagggaa ggacagaact accagc^gaa c 
<210> 197 * 1, 



960 
1001 



<2ll> 1001 

<212> DNA 

<213* Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14102 , A501G 



<400> 197 
ctaggtggag 
tggattagag 
tctttcttcc 
ccaatfcttta 
ctgaggattt 
cagagtggtg 
ttggcatttt 
caggaaccag 
catagcagtg 
gcaagcaaaa 
ggaaaaggca 
gaatgatacc 
atattaaata 
ctactgaaaa 
ttggaaaatt 
gtgtaagcag 
tagagccgag 
<210> 198 



ctgtttaata 
aaatgttttt 
tcccgtctgt 
ttgaacatag 
agcagtgaac 
ggggatagac 
tatcactaag 
agtggtcaca 
tgcagtgcaa 
gactgacaga 
aacttgcaaa 
tttttctcag 
atattaaata 
agctgtctta 
tgtgaaaatc 
ggcacttcca 
gatggtaotc 



ggcagtgggg 
tattcccttc 
ccgtccatcc 
taaacatatt 
aaacagacag 
agataattaa 
aggtttcttg 
atgtgctgct 
rotgcgctat 
acgcagcaga 
agaaatagca 
atatatggtt 
tttaataatt 
taaaacraaa 
catgctggtt 
cataaactgt 
actcacagat 



ii 

!i 

taacgatigtc 
ccttcaStcc 
atccatbcat 
taataa'aaat 
tatatctgcc 
acaaat'taat 
gtatttfttac 
gtgtga*ti:ttt 
ggaat^ggc 
gtgataactg 
gagaaactag 
gcttatitca 
gggcctj^agg 
caagaa^aag 
gtcaatttga 
cgtgttfcgaa 
gggtgtactc 



T 

aggacatggg 
tgagcttccc 
ccacccctcc 
ttcaggcatt 
tttaacgaaa 
aggcjaataaa 
otadtagtta 
gtgtittttca 
atttjcctacfc 
tagcjtggcaa 
gtataattfct 
ctggjtttttc 
tgg^tatttc 
ctgSttttaa 
attggaattt 
ctttgtgaca 



gacagaagct 
tccatccctg 
ctccctccct 
gttccagggc 
cttacatgga 
gatgtagatg 
ctaatgccta 
gagaggaatt 

tggggataaa 

tatatgtact 
atgttacaca 
ttcaatatta 
acatttttgt 
tcttttatgt 
tatgtgggca 
gcctctgaaa 



60 
120 

iao 

240 
30O 
360 
420 
480 
540 
600 
660 
720 
780 
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1001 



<211> 1001 

<212> DNA 

c213> Homo Sapiens 



<220* 

<221> variation 

<222> (501) . . (501) 

<2 2 3 > bay SNP14 1 0 3 , Q5 0 1 A 



-<-4,00> 19.8- 



ggtgggggat agacagataa ttaaacaaat taatadgcaa taaagatgta ga'egfctggca" 
tttttatcac taagaggttt cttggtattt ttaccBaata gttplctaatg cctacaggaa 
ccagagtggt cacaatgtgc tgctgcgtga ttttgtfgttt ttcpgagagg aattcatagc 



V 

I 

:!« 
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VI 



Le.A 36 562 



agtgtgcagt 

aaaagactga 

ggcaaacttg 

tacctttttc 

aataatatta 

aaaaagctgt 

aatttgtgaa 

gcagggcact 

cgaggatggt 

ggtcccaaag 

acctttctgt 

gggagcagtc 

tgcfctgcttg 

actttctcta 

<210> 19$ 



gcaarctgcg 

cagaacgcag 

caaaagaaat 

tcagatatac 

aatatttaat 

tttataaaac 

aaeccatgct 

tccacataaa 

actcactcac 

ccaaggttag 

agcacctgca- 

ctttcaggag 

tatatgttgt 

ggtcattggc 



BAYER m LEUERKus4 

! 

I 

-120; 



+49 214 3031894 



. ctatggaatg 
cagagtgata 
agcagagaaa 
ggttgcttat 
aattgggcct 
raaacaagaa 
ggttgtoaat 
ctgtagtg?;fc 
agatgggtgt 
agcccctt<:c 
tgaoagcagc 
gaacctggat 
gtgttccctt 
tccatccctg 



tggcattl:cc 

actgtagktg 

ctaggtatga 

ctcactggtt 

aaggcg^gta 

aaagctgttt 

ttgaattgga 

tgaaccttgt 

actcctgagc 

tgaotccfcgg 

tgcccg&tag 

aagggcabtg 

catacgtjgat 

gcggtga'gat 



tacttigggga 

gcaa^atatg 

ttttafegtta 

tttctjtcaat 

tttoacattt 

ttaatctttt 

attttatgtg 

gacagbctct 

gagc^gatgc 

tgcagctgag 

aggg^gctcc 

tgcajagctct 

gaaacccagg 



taaagcaagc 

tactggaaaa 

cacagaatga 

attaatatta 

ttgtttattg 

atgcttggaa 

ggcagtgcaa 

gaaatagagc 

cacatagcfcg 

tgtccategt 

tgtggttaca 

ttcgctcaca 

catgtaggtg 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo sapiens 

<220> 

<22i> variation 

<222> (501) . . (501) 

<223> toaySNP14129,T501C 



I 



<400> 199 

aactaatgtg 

gaaagtabbu 

93gaggagtg 

aaacagcaca 

gggctgagtg 

cttgattgga 

ccagcgggat 

cagcacacgc 

gcgcaggtca 

gcagggtatg 

gcagacagaa 

ggggtccagt 

gaaaaggagg 

tactctcagg 

ggaatggggc 

gcccagaccg 

^ggggaggag 

<210> 200 



ttgggaagga 
ggccttcagg 
ggctagcggt 
aggaggtcct 
acagaaaggc 
agtccacaaa 
gagggccagg 
acctcggcat 
tccagatacg 
cacgtcagct . 
cttgccttga 
gcccgcatca 
gtttotcttg 
gccacactgg 
ctcacattta 
cagcactgtg 
ttgaggccca 



ctaggaaagt 
tattggag^t 
cactctgaag 
ggtgactcgg 
ctggaagagg 
ggcacctgag 
ggaaggcai;g 
actccatcfct 
ytgcccgcat 
• gcctgcotcc 
gggtctggaa 
gcaggatgat 
gawcctcctc 
aaaggggttt 
ttctcaggct 
gacttctcca 
cagccctgaa 



ggagcctgga 
tgctcekggg 
gaagatbaag 
gattfc£Jaaag 
agcaagptgg 
actgggfggca 
catggcagcc 
gagoacgcta 
ggggt&cacg 
tgcctcffctgg 
gtactgcagg 
ggtaagfcagg 
tgctcpbatc 
cctcag'cggg 
ceagctcctg 
ctgacajgctc 
goactcfitca 



Si 

eaa^tctca gga 



<211> 1001 

<2l2> DNA ' 

<213> Homo Sapiens 
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tgag&tgtgc 
ctgjjgaccag 
tga^tggcaa 
gaggpaggga 
aagtcaggga 
cataccttgh 
ttcjpccagca 
gcctggagtg 
gcetceccct 
gtcteccttct 
cacjcctgagg 
ctcctgaggc 
ctc.tgggagc 
cagctcatta 
acatectgagg 
a- t, 

?■ . 



A 

!;• 

i 



ggaatucQtg 
tggaatgtgt 
cctggggaag 
gaagaagaat 
tgaactctat 
cgtggggagg 
gagccaggtg 
agaacttgct 
gatgrggtgg 
ggtctgttct 
catacagcag 
agagggcagg 
cttcctgctg 
agactctcac 
caggattcca 
gtgggoaggg 



eo 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



pi 



121 



<220> 

<22i> variation 

<222> (501) . . (501) 

<223> baySNP1432S,T501G 



<400> 200 
aggcttctct 
cttgtagfccc 
tggttactac 
gtccagtttg 
gtctatggaa 
taaacaaaag 
cagagattca 
tttaccacaa 
agtttattac 
ccacttcaag 
gtactgactt 
agttaattaa 
ttacggagca 
atattggtag 
tgagtttgtt 
cagggtttaa 
abgccctgta 
<210> 201 



tctcttgtga 

aaactgtgta 

ataaaaaggc. 

attgatatga 

acctgctgaa 

gaagagcaaa 

gaattattaa 

tctgcacctc 

tgggttcaaa 

tgtcacaggt 

ttctttaaaa 

gctacaaata 

ggataaatat 

gaagaaatac 

cctttcttct 

cagggaaaag 

gtctgcccaa 



i 

ttgaacggtt 

cfcgtttggig. 

actataagaa 

aagcaaaata 

gacattttta 

agtgaagtag 

acagagt^aD 

aaccctctct 

ktgttatcct 

sstagacgcc 

ggggtttttg 

atttacagct 
tcatacctat 
ctttggacta 
atttgatayg 
ggactcagat 
gtcctccaga 



tccagtggca 
i ggtcactftta 
catgtttcta 
aataaataaa 
tagaaaajcca 
Ccagaaajata 
gaaaag'tgga 
cccfcgcttec 
caggcc^agg 
atcaggataa 
ttaacgttgcg 
ttgttgdtac 
tttaaagatc 
actctcagaa 
cttgtcggga 
tattgaggtt 
aaaggaaatc 



S! 



'41 



'. 

r 
i 

taageaaact 
taagaagtwa 
gattitcctgg 
taaataaata 
aaaajgaaaaa 
gggataaaac 
atgtkacaaa 
aattttccca 
tttgjiataca 
atgt,ggcata 
tgtgbttgtt 
ctta.aaatac 
aaaaacaaga 
ctctcatgtg 
aagcttgaga 
cagcaatgac 



ctgttgctct 
cactttctaa 
actaaggccg 
ccacctgaaa 
aaagaggaaa 
taggtaaaaa 
ctacaaactt 
caccaagcaa 
ttttccctcc 
ttatttgaga 
ttgtttttaa 
atatggcaca 
cattaaagaa 
ccttagggac 
tacagtgctc 
ggcgattagg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
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1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222» (501) . . (501) 

<223> baySNP14503,O501A 



X. 
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?! 

1! 
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<400> 201 , 
ggcaaaaatc tgggcatccc ccaccatctt tggtaglgaag 
atgggaacca .agaaactggc ctaagggtag ctcccafcatc 
actatcagaa tgccaagaga acaagcaaca atctgc'tgtc 
ggggactcta gctggcggta ctgtctccta ttgac^tcct 
atacagtcta tccacccagc ttccttggta taggaaaaat 
cttgcctgcc ttctgccaca atcccccctt totgctgatg 
gggtctggag ctcctcttcc tggtgtggac gctgctictgc 
tctgtgtggt ttcctcagga gactgctcgg gggtcgagct 
cattaggtga ctcaggctcc rctcctaaat gcacc^tctc 
cgcgaacatg gacagtcacc tgggaataat tccaaattcc 
gaagttcttg gttgtcacgg gagcttattt fcaggagaaga 
-agagggaccc^agacaaggag^ggaaactcp ag t t tcaatt? 



aaggttatcc tccccaggac aaggcagggg 
ccccagcctg ggcccctgtc acccaaggtt 
ctctccttgc tgcotgcttc cctagctgac 



atgcgcaggc 
ccttcccatc 
cagccaggaa 



gtggrccctat 
ccaatcccat 
taag'cttggc 
ggafctctgtg 
gtcpgagaaa 
cttcccaccg 
cggftsgccccc 
ttgcacagga 
ctqtgaeagg 
agfccaccatg 
tgqctagaga 
ga gcaggcaa 



ctgcactgct 
tccacctgtc 

gggsgacctg 



cctttctatt 
cacctatgag 
cctgtttacg 
atgcctttcc 
tgtccccctc 
ctctcctgca 
agatctgggc 
tcctgcagct 
actccctggc 
gagtcaggag 
aaacactccc 
ggaggagctg 



ctclcaccac" 
ccacctgcag 
tgactgggga 
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tctatgagaa ccttcgagga agtcacaaaa ttctcotctc caggaaccca cggctcaaca 
ttcaaagaag ggaaaaccaa agccatgacc ctttggtggc t 

<2io> 202 ~ i : ;; 



«;211> 1001 

*212> DNA 

c2l3> Homo Sapiens 



"i 



960 
1001 



<220> 

<22l> variation 

<222> (SOI) . . (501) 

<2 23 > baySN£>14 S 3 7 , CS 0 IT 



<400> 202 
cfcgagggtgt 
ggccagggac 
tagggtgtgc 
gccaggggag 
caggcaaagg 
agaccagact 
ccaaaacctg 
cgtaggggtg 
gggagtggtg 
actacaactg 
tgtccgtaag 
acctcacaaa 
tgcacagact 
gggtatgcgg 
ggctccatga 
gctgcacggc 
actacctgcc 
<210> 203 

<2±X> 1001 

<212> DNA 



<213> Homo Sapiens 



ccagacgcag 
tgctacctgc 
cctgggcaag 
agcagtgaca. 
caaagccagg 
gggtcagagg 
gcccfccgctc 
ccctgggtat 
atgggctggg. 
ctgcctgccc 
tgtcccetgt 
cagcatccca 
tgggatgttc 
ctccatgaca 
caccacccca 
ctcaggatgc 
attgtcacag 



atctccactg 
ccagaaggcg 
gcagoagggg 
gtctcaggtg 
acctgaactt 
ctagaaggga 
cagcocagag 
atgccgggct 
ygctggctgt 
ctcacccccg 
gcatttctgt 
cgcaggtggg 
oatgacagae 
ccaccccata 
tacgcaggca 
tccatgagca 
ggttgccctc 



cctgagggag 
gcagggaggg 
taacgaagct 
gccctgagca 
cccaccccaa 
gctcac^gga 
cacccacchg 
cccagggtgc 
ccctgcacat 
gttatgctcg 
gtccacaaga 
ttcatgiccc 

j -13 

ctcaggegag 
agctcacgac 
acccccgcac 
gtgtccctca 



! / 



agtgatcagc 
gaagagcaga 
ctcajgygact 
tgtgagctgc 
gccctacatc 
fetgqotgggg 
ggcatgagac 
catacctgcc 
agcagtgccc 
gcctcccctg 
ctactataaa 
aggggcatgg 

- — 5> S» G » »*5J *- *- 

ctcacgaccc 
ccaggggcat 
tgggctattc 
9 



cagggggaga 
traggaggta 
cctcccagta 
tcatccacat 
catgcaagcc 
aagcctcggc 
tggcggcagc 
agccagccca 
cgcggcagta 
tgcatttctg 
ccctgtagac 
ggctccctgc 
cacaacccay 
aggggcatga 
ggggctccct 
acggatgcac 



<220> 
<221> 
<222» 
<223> 



variation 
(501) . - (501) 
baySNP15B15 , A501G 



<4G3> 703 



1 1 



at csfcfcstg c attatccata aagcatatat gacagajtgat tttjccttaag ttgaaaatat 
tgatgaaeat ctagttctag aaacccattt tgaat^ttag aaatitttgct gtggtggtat 
gtttcattta ttacttaagt otttttgaga tcatga'atag ataSjatagat aaaaacaaga 
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tagatagaca 

gtgcaaatca 

tccagccttt 

aaaattcaaa 

t caeca ctga 

caagtcafcet 

gacatigttta 

tectagatge 

tgacctatgt 

cccgacttcg 

gagcattttc 

ggctaaagga 

aaaacctcag 

acatgtagca 

<210> 204 



gafcagataat 

tettgettet 

aatttatcct 

fctttctattc 

tagatcactt 

cttcaaattt 

taacaatcca 

gagggcagee 

catcacctgt 

caacactggg 

attcctggga 

aaatctatag 

aaaatttgea 

taatfccttaa 



cttattaggg 

cagctccttg 

gcccttcagc 

ctatccaaat 

gaaaaageca 

rttaattgga 

aattatggca 

cctttgttgg 

caatatgatc 

gttcaggtga 

cttaaaatta 

taaaacatgfc 

ttagaaattg 

ataggcactt 



atattttwfct 
atgacccaga 
ctcttgatgt 
cactcatUjgt 
tgctttcfcag 
' gttccctpgct 
gttctgafjet 
ctgafcgacaa 
tcttaagaga 
ctcafcaacca 
gtcacagact 
agctatakca 
gtctttotta 
ttctgttttt 



i 

?. 

gkttfeaaatg 

tgfcca'agatc 

agatfctaccg 

cagafcjictgg 

acaacatgta 

ccctgagagg 

ggctaaaaaa 

caaafctacgt 

tgat£gaccc 

tgttgaggat 

tataaatcag 

tattfecaaaa 

raatggtcta 

t 



aaaatgattt 

aaactcaaga 

Ccatatcaag 

agtgaatatt 

cctgtggaac 

tttataaaag 

tatccagggt 

ggcttacccc 

atgtatgtca 

ggattccatg 

tatattgagt 

ataaaatctg 

gttaagfctcc 



<211> 1001 

<212>. DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP19289,A501G 



f 



<400> 204 

gctgccctgg 
tctccaggta 
gggcccgcac 
tgcaaagagg 
tcacccctcc 
gggtcacaca 
ttcccagcga 
ccacgggcct 
actccacccc 
gggaggatga 
Cgagccgcgg 
cactgcactt 
cgtgtactac 
tgtcctaggt 
tagagtccaa 
ttccctccac 
gtaagtgctc 
<210> 205 



gaccctgecn 
gaggtccetc 
cttgatgagg 
aacgctcttc 
caactctctt 
gcgggggaat 
ggagenggag 
tggttctaat 
ccaggtcctc 
gqrtgagcgag 
gcccttcatc 
cccacggcgg 
cacccaactt 
cacacagctg 
caatatggtc 
gaggctegtg 
agattgggag 



cttgcccagc 

tcagccagca 

ttggactccg 

tetgeagaag 

gcaactccaa 

ggctgggcgg 

agtggacact 

cctgcctttg 

raCgtttgga 

tgtcccggaa 

ctggggagga 

gctcctactt 

acagatgaga 

atatgtacfcg 

caoactcact 

atgctgtacc 

acttgcctca 



<211> 301 
<212>- DNA 
<2l3p. Homo Sapiens 



litgcodcrac 

ggtagdtgtt 

fcaaggcagtc 

999agaaagg 

gaggcacaga 

atcccfegaac 

gagcag^ggg 

cctcttctaa 

tctgcgfcggc 

gagect^gtg 

teagagbega 

cacctacatg 

aaactgagtc 

tgcaggcafeo 

gaaga^tgee 

cgttgckcag 

ggccotgtct 

I 
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r 
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ccggjatcctg 
gat^acfcggc 
aeggtattte 
agggftgetea 
gaggggaagg 
tccccactgt 
tag^ggaege 

tgggtgaccc 

aca^gcactc 
cgctcgggaa 
cat^fcgcttg 
aca^ccctaa 
tccagcaggt 
tggactaata 
tctcatggac 
atgaagaatc 



atfctctggat 

tccacgagga 

tcatagagga 

tgatgcagaa 

aatgtgcttg 

ggctccaggg 

acttggactc 

cgcgtgagcc 

ctaaggctgt 

tcagggtgtg 

ctgcaccagg 

aaggcttgta 

gaaataacgt 

atccagatct 

ataaggtcat 

acctctgcca 
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<220> 

<22l> variation 

<222> (151) .. (1S1). 

<2 2 3 > baySNP3 69 5 & , CI 5 1G 



gattgttcta 
ggagaaagtg 
caagtctctg 
ctgagcttgc 
cttgccctga 



<400> 205 
cagtgctttt 
tetgttctag 
aatgccatga 
actgggcatc 
tcaccagcag 
t- 

<210> 206 
<211> 1001 
<212> DNA 



<213> Homo Sapiens 



catggcatat 
tctcatttgc 
aataagaagt 
accetaaggg 
ctcatgtgat 



tcacatcbat 
agaaaggaaa 
saggctggtg 
aggcagcttc 
caaagcattc 



.1 



- tl 
h 

!• 
" I!- 

tttcttccac 

ggcapctgcg 

agca.ttctgg 

atgcattcct 

aatc&gtctt 

i. 
v 
/» 



agggtgatct 
gtatttgtga 
gctaaagctg 
cttcacccca 
tcttagtcct 



60 
120 
180 
240 
300 
301 



<220> 

<22l> variation 

^<222> (501) (501) 

<223> baySNP37156 f C501A 



- bl 



<400> 206 
tgcatgcgtc 
cagtagggcc 
tcctcatcgc 
acatggctaa 
ggtcagagca 
ttcccagagt 
ccaggccacc 
gtcccgtcgt 
ctgggactgg 
gcctccgtct 
ggcagtcctg 
ctggctyctc 
accctaccta 
ctgggaacag 
cgaggatggc 
ctcacaagct 
ctctgggaga 
<2lb> 207 

<211> 1001 



tgcgtgtgtg 
acagagagca 
agcccacctc 
tggtgggtgg 
gcccacgttc 
ggcagctgac 
ggctcacagc 
ccccaccgaa 
gcactctgca 
gccatctgcc 
caaagaccag 
accccagaag 
agggccatgg 
atactcctgc 
ctcacggacg 
gcactcagcc 
cagtggggca 



tgcacctggc 
gctgctgtga 
gctgtttcca 
tteacttcta 
ttgccccagg 
ctggcccaca 
tgagtgtccc 
cggccatcag 
mataacgccg 
gggacagcag 
agacaggage 
gctgccttgg 
gccactactg 
ctcccagagt 
cgtcaggctg 
aagcacggtg 
gctggagaca 



I 

acatatgtgg 
ccgtaafccac 
tgggtccctg 
agaggcgagc 
aaccaggcat 
ggcctcccct 
tcctctaccc 
cccca^catg 
ctcctcgcag 
gaagteacag 
caccatcaca 
gktacgggga 
aaacocgage 
cgcfcgggaag 
agtgaggtct 
atccccacct 
999ctgggag 



ctcagcacca 
taceacacca 
atgtJgcttgc 
ctetctgoag 
gtggctcttg 
cctf'tctaca 
aaacccaagg 
gcccagcatg 
gactcaaagt 
gcccgggaga 
ccaaggaagg 
ggacjcctgca 
ttgacttttg 
acaaagggac 
gcagtgottg 
ctaaacatcc 
a 

i 



gctgtgaaca 
ggaagcagca 
fccttcoactg 
ggccccactt 
taggtgtctg 
ttcactcagc 
ctcagggacg 
tgttrtggat 
cctcccccca 
cctctgcaca 
tcocagaccy 
cgatggggcc 
cagatgtgaa 
atgcgagtac 
ggagcagcgt 
acacggcaga 
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<212> DtfA 

<213> Homo Sapiens 
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<220> 

<22i> variation 

<222> (501) . . (501) 

<223> baySNP3 7160 , C501T 



«s400> 207 

agggtcgcac 

gaactcctgg 

gtgcatatca 

gttgcccagg 

agtgctggaa 

aaaatgatgc 

tgtgcttttg 

tcatcatcga 

tgtgaagaat 

tgagagaoac 

aggagcagag 

ctttctgtgg 

cgycaacaca 

acaactgagc 

tgagtcaaca 

gtgtgccaca 

aagggcaatt 

<210> 208 



tctgtcaccc aggctagagt 
gctcaagtgt tcctcctgcc 
tcacacctgg , ctaatatttt 
ctggcctcga-aotcttaggt 
ttgcaggcgt gagccactca 
ctaggttaaa cagtgtictgc 
cccaccgttt cagctgcaag 
gttgacacga acccctggcc 
gttccgggcc ygtaccaggt 
atagttgagc gcagtcccaa 
gacaggtgag aaaccggtat 
agtttcctca gaaaactaag 
ggagacccct gagcagocac 
cccccactcc ttcotcaccg 
cttcfcagctc aagggcggtc 
tggcaggaaa . gctgtcaggc 
ttcttctgyc ttaagtgata 



t 

.! 



gcggtagjtac 
tfcactagjcct 
attgttt : ttg 
tgaagtgjgtc 
ctgtgcc'tgg 
ctacttctgc 
tgcatct!ttc 
cagcacettgc 
caggatcgtc 
acacggtgga 
ctgtccttac 
aatgctaaaa 
tctgcagtac 
tgacccgcct 
cactttgggc 
cttgfcctcca 
acagactgac 



<211> 1001 

c212> DNA 

<213> s Homo Sapiens 
<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP37412, G501T 



, I 
it 



<400> 208 

gctcacgcct 

gagttcaaga 

ttagccaggc 

aatcacttga 

gcctgggcgg 

aaaaaaaaat 

tggcttcatg 

ctttgagaaa 

agacccctca 

tttcattct g 

attctggtaa" 

tgaaaggaaa 

taaattttat 



I 

aacckgctca 
ccaagtagct 
tagagaccag 
cttctjacctc 
ctcttaattt 
tttgacaaat 
tgtajtickcgt 
tgcaqatgcc 
aggcccaaca 
cttatcctca 
ttctaagaaa 
tgsc.ttaacc 
gaattcatgc 
gctctacacc 
tatggctctg 
cctgctgcca 
a 



it 
t 



S: 

i 



ttgcaaccca 
, gagactacag 
gtctcactat 
agtctcccaa 
gcttttttaa 
tccctgctca 
ttgtgagagc 
gtacctttct 
cccagaattc 
atgtgcctac 
taaagcaaaa 
tgacataaca 
acctcccatg 
ttcccacgcc 
ctcccaaagt 
gcccagagtc 



gtaatcccag 
ccaccctggg 
atggtggtgo 
gcccctgagg 
gcaggtgaca 
toagagaaab 
bagctcacat 
cttaccacat 
gaatgeaggg 
•t ataataaaa 
mttaatgctc 
atatgaaaca 
ttatttwttt 



gacrttggga 

caacatggtg 

atgcctgtag 

cggaggtcgc 

gagtaagact 

cgaaaagcaa 

aactggatcg 

tcatgtttgt 

kccagagaac 

gagt ctat fca 

ccacaaaaag^ 

aatgactcca 

ttattttatt 



ggctgafggtg 

aaaccatgta 

tcccagctac 

aatgaqccga 

ctgccfccaaa 

aggagttata 

gggaaataga 

ttcaggatcc 

caaacigaoc' 

ttat tfrgctt 

ttctgaacca" 

gccatatctg 

tatttattta 



gaca'gatcac 
totactaaat 
ttgggaggct 
gatcacacca 
aaa.aaaaaaa 
aagagatgaa 
tgcattttaa 
acafgctgtca 
accaacccca 
gaat tttaot 



gatjttagggc 
aaaggagaat 
tttatttatt 



ctgagctcag 
acaaaaaaaa 
gaggctcgag 
ctgcactcca 
aaaaaaaaaa 
tgtatgggta 
aagtacataa 
gtttccctcy 
agaaccgcat 
acacaaaaat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720. 
780 
840 
900 
360 
1001 . 



aagtaaaagg 
aaggaatttt 
tatttattta 
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tgttgagatg gagtcttgct ctgtcaccca ggctggaptg cagtggtgca atctcagctc 
actgcaacct ctgcctcctg gttcaagcaa ttcfctctpcc tcagSctccc aagtagctgg 
gacaacaggc acgcaccacc acgcctggct aattttMta .tttttEgtagc gatgggcttt 
caccatattg gctaggctgg tctcgaactc ctggct^pgt g 
<210> 209 



t 



1001 
DMA 

Homo Sapiens 



<211> 
<212> 
<213> 

<220=> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP37457,A501T 



i « 
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IT 
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<400> 209 
tggctaggot 
gatagagagt 
cctgcctcgg 
ctgaggctaa 
agggataaga 
ggacacacct 
atttocctga 
fcgtcccccac. 
actcaggcac 
aggagatgtc 
agccaggtgg 
agggctcagg 
caggtgtgcc 
ggggtgtcac 

cactgatccc 
cacagacagg 
caccagccct 
<210> 210 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



ccctttggat 
aggctggeaa 
tcacckccgc 
gggcatgggg 
atgafcaaggg. 
ccccgccagg 
aggagtgttt 
aatctgccgc 
caaactattc 
tgtgcccttg 
tgggggggtg 

agacggggct 
ggccccagcc 
990cggctgg 
caagtctgtg 
cctgggcaca 
ggtccctgcc 



tgttcttagg 
caacacacag 
accagtgctg 
tgaacaaggc 
gatatfcagag 
aaacttgccc 
ggctgcccca 
cgtggaggta 
wacatctctg 
aaagaactga 
cgcagtgggg 
gggtotaggg 
ctgamcatgc 
gacaacctcc 
tgtgagacgg 
gctgcggtga 
otcctggttg 



<220> 
<221> 
<222> 
<223> 



• 1 . 

gatfctctjgag 
gcfccccecag 
ctctgtggct 
aatgggcatc 
caggkqdtct 
caacccctag 
caactgtiggc 
ccfcggt^tgc 
gccatgtcaa 
ttgagaagca 
gcaggtgtcc 
gctgadeaag 
atccctfctgg 
tcgctgtgat 
tgctgafcgga 
tcgtcatgga 
ctgtcfeccct 

.! 



ii 
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variation 
(501) . . (501) 
baySNP3 7 7 04 , C5 01T 



i 



c400> 210 



tggqfctcccg 
ggcc&cctgc 
ccachttcac 
tctg^agttt 
gccafcgggtg 
cagccaccag 
caacgtggag 
tggcjcttggc 
ccacccttgc 
tgctjggtaag 
aead&gagag 
ggc<^tgggct 
gga^cgactt 
cccfeggcggc 
cttegatgcg 
ccgctcggta 



i 

s 

I. 

J- 

i! 

ti 

! 

H 
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0ctggggcca 
tgtccctcct 
agtgcctgtt 
ggggtccagc 
caggaccctg 
ttctcttccc 
acagtggcag 
agagaacgca 
actgtggagg 
gcctggggcc 
cctgggcgaa 
caggactagg 
ggggccccag 
tcgtctaccq 
ctggtgcagg 
agggttc'aca 



taattttttt gtatttttag tagagacggg .gtttcajccat gctggccagg ctggtctcga 
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<213>. Homo Sapiens 



<220> 

<22X> variation 
<222> (501) . . (501) : 

<223> fcaySNP3B95$,T501G . J 

* . if 

<400> 211 M"- 
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If 
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240 
300 
360 
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480 



actcttgacc tcaggtaaac cacccacctc agcctccfeaa agttc'tggga ttacaoaert i?o 
gagccaccat gcccagccc* gtacttcagt ttcttagfcga tgaaaecSc c«aS?c2 III 
gcgatgacta ttattattcc aetgatttat actgtctgtt ctctKtaa? gtctSttt? 
ccccaaccga ttttgaagte gageaaggac fcatgfctccgc gggtatcttS 22e£2SE 
£££252 "ggtgattt ggacgcagga gctgctcaft: IgtglgSgf tfgctgggfg 
catagcgcae cccacatcac otgaottacc ttggtgtcct cctttgtaae ettttotrs? 
KS??*"* 9 a 9*cac t gt afe^Sffotga gaffaogcta SggKatfS fctete£££ 
2!«i CC ?' aacaa 99 a 93 YSgaggeceg catcttccac tgltgccait gcfcllcaX 
ggagaecgtc acggagctca cggaattc 3 e eaaggceatc ccagfcttlg laa^fttoaa 2nn 
actgaacrat caagtgacac tgctaaaafea cggagttltat gaalfcatat f 
9tc ttctgtg atgaacaaag acgggatg<?e ggtafcK £?t?ggg£ ?fj 
°* a aaaa 9«* aa . 9gaaaccg2t ctgtgailtfc Ibggaa??!i 5?XS2*t ill 
tl^?** 3 ttcaatgcac tggaacegga tgacagtgat acc&ccctt? Sgfcg|c£gc a!2 

ssss sssss sssss sssk sfr t '? 2S s = s ™ 

:iffr C f" - cat ^t g i^aagal|S a gacccfdag? fTf** * Ctcca 9*99 J JO 

*i ; . 

«211> 1001 J jf 

i' 

<212> DMA 



£S ssssss sssss* ss±s infer — « 

SSSS 38338 SI li IS ' 8SSSS i2 

gaagggatcc aagggag3fcg Itttgcaltl 3gc f? cet9t 9gctcacegt 240 

aagaacttcc tcttbclagg f aaglaagtg SSSSSS S£ 33339 g 9 at 9*3agg 300 

agggaaacag ttggcettcc cctccctaaf ggagtgaccg gaagtgaaag 360 

catggggtal ctflggctgc JgactcS 2SEE2- SSSS"* gca 9 a 93^ t 420 

ccaactcggc agggagaagg kmtogeafS £ ccga 9 cc 9g cagctgacea 480 

gcacaggctg ggcitgaglS Sotlctaa! I™. 3333 ^frsgaagg gttgcccagt 540 

gggtaolagl Itfcgcfgfgg alfalcttgt SS£aS?2 CCt ^ aa 99tc aaaagggaga 600 

acggaaagac tgaatclatg Jclca^tf * f?c?e?SS SBSSgT* ctc ?***9°° *'<> 

tcccgctcag gttctctct£ tgagatltgg a££2SE ££2£S° toa ctcaac *°t3 ?2<> 

caccceacca agacccttgt gcccoaccla 9g«:eccaga gaaccatctc 780 

ctgcccattc tSttcccIX fggtfScc? mSSSE "T 9 * 93 * cccaa <*'« 840 

tetcaccata gaggacccca SglatglSg SJS3£S fl?!"* 9 ? 9 •Wt9*«»« 900 

SeT% 3atctac ° oa S£3££ r t333CCtg — »"toa jjo 

i 



<211> 1001 
c212>. DMA 

<213> — -Homo- sapiens 
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<220> 

<22l> variation 

<222> (501) 1 . (501) 

<223> baySNP39292 / C501T 



i 

t. 

1 i 

tu 

I,. 

J; 
i* 



<400> 212 
tcgtgattta 
gtgtcagcag 
actgccaagt 
tccagfccctt 
ccttctcagc 
ggtggggcat 
cagtatggtg 
gggacctggc 
caggaagatg 
actaccaact 
caggcaggac 
atggccttyg 
gtcaggccag 
cccttaccca 
tccaagctcc 
atccacctcc 
grccttgccc 
<210> 213 

<211> 808 

<212> CKA 



<213> Homo sapiens 
<220> 

<z22\> variation 

<222> (501).. (501) 

<'223> baySNP39698,A501G 



aacggcaccc 
aagggacttt 
ccagctccac. 
catgccatgt 
ctggcttctg 
cctcaggacc 
tgttctggaa 
gggtagcgtg 
gccactatca 
gggctcctct 
actctcrgca 
ccctctgctg 
ggyrggtatg 
gggtagggtg 
ccaagcccac 
cagctaggct 
tttccctacc 



aggactaact 
gtactccata 
etccaggccc 
ataaatgycc 
rtccagcctg 
tctgccgccc 
gtccacatgc 
cagcccagog 
yggccagggg 
ggacacacct 
caccgagcgc 
tgagysaacc 
ggctgctsca 
gtagaaaggc 
acaggcttcc 
catacaccst 
cccacctgcc 



. I 

catcttcjcat 
acatatgttg 
ttgccctjact 
ttcyccsjgga 
tggtttmacc 
tccagg4cct 
agcaaggttg 
ttggtgcjcgg 
caccagfcgct 
ggcaccecea 
gtgaccettc 
tgctgtgttg 
gaggtccttg 
ctggtcggag 
gggataacca 
aatgtagtca 
cactccagag 



a 

U 



i 

<i 

tcccjfaggcc 
cccaatgggc 
cttccttggc 
mgtcccccaa 
cacc^yccat 
cctccctcac 
ccca'ijcccgg 
tgcatcaggt 
tatagcccca 
ccccaccagg 
ecttjataaag 
actgfcgctgc 
ccgctgcttc 
aagtcacccc 
gggtctcagt 
caacccctcc 
t l* 

> 

* 'tit 

b. 



tttccttctg 

ttgcatgccc 

ctttggaaaa: 

acctgcttcc 

gtttgccggt 

ctggtcgaag 

gcagtggcag 

ccaccaggag 

tggctgcct'c. 

cacagaggac 

ggagctgafcg 

cagtggcaga 

ctgctccagg 

ctctccccac 

ggacccggcc 

tccagaacat 



<400> 213 
tagccatgct 
cctaccttag 
cycaggggga 
atgtgagccc 
tgttggacac 
ctccttcstc 
aagccccggg 
cctgccttgg 
ggccccaggo 
ctatgcgcag 

gtgagceca g 
tcattectcc 



ggggctayca 
ggatgcggaa 
ygatgtcccc 
ggtcacccat 
ggmctggaca 
ctgtgttgga 
tgtcccagct 
gccccagctg 
cagcgtggtc 
gttctcatca 
ctcaggggat 
atgcggctcg 
tgggacgttc 



ccaggggctg 
gccctgtact 
aaagygctgc 
ctctggtcgc 
gacatgcgtc 
ggaagttacjg 
aagcccaggg 
ggotcacgct 
raggtggtca 
fctgaagctgc 
agaacggggt 
ccgggtgatg 
aacccaccac 



•5 

rtgctgagct 
tcgatgtcay 
acctqrtgaa 
crcaccytgcd 
cccacaatgg 
cttacaggag 
gcccceagct 
gcacadccag 
ccatcccggc 
tctca^ggct 
agcccccaaa 
cactggtcca 
ccttgccccc 



ggggtgagga 
99gatgtoat 
tcapggcagt 
ctq^cacgtc 
gtcjkgcaccc 
cctggccacg 
gta.cccttcc 
gtgtaggatc 
aaggaacagg 
ccccttggcc 
tgacctccaa 
acdfctttgcc 
caccgtggca 



999cgccagg 
atgggteaca 
ggtgyagggc 
gtcgatctcc 
aggggacact 
cctgtgctgg 
tccctcagtc 
atgagcagga 
ttacccacca 
tgagcagggc 
ttctgcacct 
cagcctcccc 
gccactatca 



60 
120 
180 
240 
300 
350 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 
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360 
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780 
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ccttctccwt etytgcmagg aaggcctc; 
<210> 214 . , 

i 

<2ll> 1°01 

<212> DNA 

<2JL3> Homo Sapiens 



<220> 

<221> variation 

<222> (501) • . (501) 

<223> baySNP39756,C50lT 



808 



1 1 
i 

•i 

i, 

il 

') 

•i 



I 



<400> 214 

aacacacrgg 
ccgagaagct 
ggcacccaca 
tgrtttgtec 
tggacccccc 
gttcctagag 
tgagctgggg 
tgtcayggga 
• crtgaatcac 
cctgccctat 
caatgggtea 
caggagcctg 
ccagctgtac 
afceeaggtgt 
cccggcaagg 
agggctcccc 
cccaaatgac 
<210> 215 



ggacacacac 
ccacagtacc 
ctgccccctc 
tccccactag 
ayccaagygg 
tgggcccaco 
tgaggagggc 
tgtcatatgg 
ggcagtggtg 
cacgtcgtcg 
gcacccaggg 
gccacgcctg 
ccttcocccc 
aagatcatga 
aacaggttac 
ttggcctgag 
ctccaattct 



tgcctggcac 
ctctccgacc 
tccctgcagg 
ackggggctc 
ggacagtcag 
tggcagtagc 
gccaggccta 
gtcacacyca 
yagggcatgt 
atctcctgtt 
gacactctcc 
tgctggaagc 
tcagtccctg 
gcaggaggcc 
ccaccactat 
cagggccgag 
gcacctgtca 



acagct;ggac 
ccaoagoagg 
cgytgggtcc 
tggatggaca 
tgtggtggca 
catgotejggg 
ccttagggat 

ggssgaysat 

gagcctggtc 
ggacacggmo 
ttcstcctgt 
cccgggtgtc 
ccttgggccc 
eeaggecagQ 
gcgcaggttc 
aggatactca 
gcccagatgo 



<211> 1001 

<212> DNA 

<213> " Homo Sapiens 



<220> 

<221> variation . 

<222> (501) . - (501) 

<223> baySNP39951, T501C 



•I 



. si - 

tctgbcaact 
gcgcagtcac 
tcca>cattc 
ggcdagccct 
ttgaggacta 
cta^caccag 
gcggaagccc 
•gtccccaaag 
acceatctct 
tggefcagaca 
gttggaggaa 
ccagctaagc 
cagctgggct 

— * -» 

tcafccattga 
ggggatagaa 

9 1 
( 
1 

i 



agtcctgcgc 
acctctcaga 
tggcaggtcc 
gcctatactc 
ggtggccagg 
gggctgrcgc 
tgtacttcga 
ygctgcacct 
ggtcgccrca 
tgcgteccca 
gttaggctta 
ccaggggccc 
cacgctgcac 
t-ggtcaccat 
agctgatctc 
cggggtagcc 



60 
120 

lao 

240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
B40 

900 
960 
1001 
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<220> 

<;221> wis cofeature 

<222> (366) . . (366) 

<223> Unaure 
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I 
I 



<400> 215 * ' i 

ccggtgaaca cctgattcca aacaygtagg atgggggtct tgtcetcttt ttatgtggtt 
taatcgccaa gtgtctaaag cttaatatgc cgtgctafcgt aaatatttta -tggacataac 
aactgtcata ttttgatgtc aacagagttt tagggafcaaa atggtacccg gccaacatca 
agtgacttta tagctgcaag aaatgtggta tgtggagaag ttctgtatgt 9 a 93*fS3?a 
aaaaagaaaa taaaagtgtg tttgaaaaat attatctfcgg gttctttgta aaatttactt 
tttacatgct gaattagcct cgatcttttt gattaagagc acaaactttt ttttgcaaaa 
catgtnaaaa aaaaaactgg gattaatttt tagtgttgga actgcctctt- afctttaggct 
gtagataaaa tagcattttt aggttagcca gtgtgactat gcacctaatt ttttatgaga 
ttaaattcat aagacttaat yfcgtacaata gtttgtgaaa tatcttgtta ctgcttttat 
ttagcagact gtggactgta ataaagtaia taaattg'tga aatataaaaa cttggaactti 
attcaaagct tcaaagcaaa caacagtttt gtgtaagcat tctt^tcccct ccagtattag 
gtgtattctt ggtaggatta tttgtgataa tttgggdtac ttggctgaga aagttgtgct 
tcccatatga tctgtgttgc ttcttgtttt ttcttaaggc trtt[gtttat tgttactttt 
ctcctttttt: aaaaaaaaaa aaaggeagcc gggcgcagtg gctcacgcct gtagtcccag 
cactttggga ggccgaggcg ggcggatcac aaggtcaaga gatcgagacc atcctggcca 
- -atggtgga atcecgtctzc tactaaaaat ataaaaatfca gotgggcgta gtggtgcgtg 
^tataatcc caattactca gqaggctgag gcagaagaat c ! 



cctgtagtcc cagttactcg ggaggctgag gcagaagaat c 
<210> 216 . 

<211>. 1001 

J 

<212> DNA 

<213> Homo Sapiens .[ 



60 
120 
180 
240 
300 
360 
420 
480 
540. 
600 
660 
720. 
780 
840 
900 
960 
1O01 



<220> 

<22l> variation 

<222> (501) . . (501) . 

<223> DaySKP40466, Q501T 



<400> 216 ; t 

agtttctggg gaaaacqaga caagagcaca gagggjscaaa gggaagcacr ggaggatttt 
gcacagagga tggaacagag tcaaccccga gagctgggaa cctta^agat ccgtctggag 
cccatattag agaggttgaa gaaagaggcc agtatfaftggt ccagccaggg taccatgtca 
tccacagtgt gcagggagga ggatggggtc tccacagatt cct^ccatoc caaatggagg 
gtgqcctcag acagagaggc agacagacag acagabactg gccjgaacggc tccctgatgg 
aacaccagga ggaggcagca tggccfccgtt tccacstgctg tagbctctgc cctcctgett 
ccacgccaca cacacgccag tctttgagtc gcctcccatg ccaxgatccc tcccttggat 
acgaccgtgc ctggggttca gcggtcatga acataacccg cgcfctgtgaa catcctgtcg 
gcctccatcc tgaeccccgt ktgatttccg ggtcwgcggg aggggcggea ggggcggaag 
cggcctctgc acagcoctgc ccctgtgccg caggcgcttc ctcr/Sggctgt gccagtcctc 
tgccagaaac cccgccagga ttattaggat cacagccccg aggcatatec ggaccaggtt 
gcccttggtg tagtactggc gggcaggacc tggaggaatg aggagaggca ggagcaggtg 
aaagagccca cctccaggac cccctccaag ccacatctgg. gctitctcaga gatcctatca 
ttctctacta gctaggggat gccgctcact ttcctggagg gtccctcccc tcccgagtag 
gggccagggc cagatgaccc caattctcta agtagcacct: atccctcctg tgctctcaca 



60 
120 
180 
240 
200 
360 
420 
480 
540 
600 
660 
720 
780 
84 0 
900 



EraPf anssze i t 31. Jan. 14:27 



gggctctgag acaactccte cccagacaoa gatgcttiict eatfclf-c.t-aa *■ 

a f?r a5 f?? a9 " ataa ^ 99tg5ggaag %t£ff£ ? gttafect 9 a ts^ctgcaa 

«211> 1001 . 



<212> DNA 

«=213> Homo Sapiens 
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<220> 

<221> variation 

<222> (SOI) . • (501) 

<223> JbaySWP44442, T501C 



<400> 217 

ttgagaacta 
atttactttg 
tgtataacat 
gbaaagaaac 
gaatgagaaa 
cttaagtccc 
tctggcaaaa 
tatcatfcgta 
aacagattfca 
Attcaggaaa 
taggttcctt 
tggagaccca 
tgtagcttet 
ofcccttctgc 
cttfctttctt 
gtgcaatcat 
acttgaaatc 

<210> 218 
<211> 1001 



aecacfcgtct 
taccaggttg 
cccagtacca 
caagacacag 
aafccacfctta 
ataatgtttt 
atcctggtcc 
gaaaaagagg 
aaaccacaag 
cacttacctf 
ccacctccaa 
tagfcgtttgt 
ttcctcctgc* 
tttagataca 
tctttttaag 
agcttcacttc 
ctcttgttat 



gtaatctttc 
tattatttot 
atccagtgag 
aaggttaaat 
cttaaaactg 
ttctttctat 
ctgaaggcac 
cagatatatc 
ygccaccaco 
gttcatcfcct 
9attctatga 
tgtactgcac 
tacatagagt 
gataccatgc 
agacaaggtc 
attgcocatt 
tgacttagta 



.1 



atagttbtat 
aagaacctga 
attggfcabta 
aggttgcaaa 
tgctgtgagt 
ttaaggfcttt 
aagagafegtc 
agcatt-tgct* 
taccccaccc 
aaatta&gga 
ctgaggaggg 
tgttcatcta 



v 

! 

<> 
» 

i 



I 



If 



J 




tcacccfcgtc 
tattat'fcaaa 
ggtcaagcat 



<212> DWA 

<213> Homo Sapiens 



'f 



tgaacagatc 
aaaatattaa 
tta^tacccc 
aaaggctata 
^tg^agggat 
gaagtacagg 
ectetaggaa 
gactataggc 
ccggtaggta 
gttttgatta 
agatagccta 
atg^ttgata 
acaaagctga 
taa^gcttca 
gctgaggctg 
tataccgaat 
a 1 



ttfcatttggc 
tctgtttaaa 
cgtattgtag 
tagctagctt 
agtggaatct 
aagaaggtta 
ccccactotg 
caaccgaagt 
tgcttctaka 
gatgatatcc 
tcaacatttg 
gtttgggcct 
gcgacatgct 
ttgccccacc 
gagtgcagcg 
aatctctgtc 



60 
120 

. 1B0 
240 
300 
300 
420 
480 
540 
600 
660 
720 
780 
840 
500 
960 

1001 



<220> 

<22i> variation 

<222> (501) „, (501) 

<223> baySNP55504, C501T 

<400> 218 



<s«uo> 218 l ^; 

3 = 9 c a «c t0 c „ aea3cac J^JJ* Sg^SS „|tg«« «|ctc„c a 



60 
120 
180 



-1324 



tctgttgcct 
tccacctccc 
gctcacgcca 
ttggccaggc 
agtgctggga 
tttcagatca 
ctgaaagagb 
tgcccccctc 
agcaagcaca 
tccccccccc 
aatgctacct 
-cattttttct 
ctgtctcata 
tgaatcctta 
<2X0> 219 



aggctggagt 
gggctcaagt 
ccacgcccag 
tggtctcaaa 
ttacaggtgt 
cctccctccc 
caaagtccta 
tcctcagtca 
ccccbccctc 
tgctagggat 
tctgagtgag 
ccacagtgtt 
gtactagagt 
atgctgagaa 



gcactggcgc 
gattctcatg 
ctaattttta 
actdctgacc 
gagccactgt 
ygcccotgct 
caaggccccc 
fcactgctccc 
agggctctgc 
ccgcagggct 
gccactctac 
tatgaacacc 
gtcagcctca 
cagtgcctag 



cat ct cage t 
cctcagcetc 
tatttttagt 
tcaagtgatc 
gcccagccga 
caagacictc 
gatctggfcct 
gccacatgcc 
geetgettte 
cactcccjtcg 
agaaaggect 
tggcctgctg 
tgagggcaga 
caeactaggc 



cactgeaaat 
gcaaatagct 
tgagefcaggg 
cacctgcctc 
ggagcctctc 
tgttagcttc 
tcctctaacc 
tcctcctgat 
etgggtgggg 
cttccctcag 
ggcactgcct 
tatgtttgtt 
gactctgttt 



cactgcaacc 
gggattacag 
tttcaccatg 
agcctcccaa 
aaaeggaaca 
ccagctcagt 
ctgacatctc 
ccctgaacac 
cteccttccc 
gtctctctca 
taacctgett 
tatttattat 
tggtcacagc 



240 
* 300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960. 
1001 



<211> 1001 

<212> DNA 

<213> Homo sapiens 

<220> 

<221>. variation 

<222> (501) . . (501) 

<223> baySNP55542, C501A 



'I 



'J 



<400> 219 
tcagatgtgc 
gtcacefcagg 
ttcaagtgat 
cgcccggcta 
tttcaaactc 
aggcatgagc 
tgtttttttt 
gtacagtggt 
tgcctcagcc 
ggtttctatc 
ccatgtcggc 
ecaaagtget 
agcagcgtga 
aagtgaggat 
cacacacaat 
ggtaattctc 
caaacccgtt 
<210> 220 



acttttgtgg 
ctggagtgca 
tctcccgcct 
atttttgtat 
cttacotcag 
caccatgttc 
tfctttttttt 
gtgatctegg 
tccbaagtag 
cactaccacg 
caggctggtc 
gggattacag 
ccttacagta 
aacctactcc 
gcctggaacc 
eagggatgtg 
agtgtcctgt 



ggtttttttg 

gtggcgtgat 

cagcqtcctg 

ttttagtaga 

gtgatctgee 

ageccagatg 

tttttttgag 

ctcaccacaa 

mtggaattac 

ecoagctaat 

ttgaactctt 

gtgtgagcca 

gagtattege 

ctgctgggct. 

actgatatta 

tgaagagcta 

ectgetagat 



gttttt£ttt 

*gtagc£ggg 
gatggggttt 
cgcct£ggcc 
tgcactjtttc 
atgga&tttt 
cctcccfcctc 
agctaatttt 
ttttgbjattt 
gacctcaggt 
ccatgcccgg 
ccttcctggg 
attgtgaggt 
gagat&tgat 
gtgataaagc 



tcctttagca t 



<21l> 1001 

<212> DJffA 

<2l3> Homo Sapiens 



ttg^gacaga 
tgcaaccxct 
attacaggtg 
. cccca t gt t g 
tcccaaagtg 
aac£atcatt 
gctc { tgtcao 
ccagattcaa 
tgtattttta 
ttagtagaga 
gatccacctg 
cctptggctg 
cctcggtttt 
ttcaattatt 
gttggaaaca 
caggactcaa 



gtctcactct 
gectcctggg 
catgocacta 
gecaggctgg 
ctgggattac 
ctggctgcaa 
ccaggccgga 
gtgattctcc 
gtaaagaegg 
tggggtttca 
ccttgtcctc 
caatttgeae 
gtaatttata 
atagataata 
tagaagecta 
ctgacctcca 



i 
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<220> 

<221p> variation 

<222> <501) . . (501) 

«223> baySNP55670, G501A 



1 1 



<400> 220 

tgaagtcagg 
cagaaggtag 
gaaatgagag 
ctttgcagag 
acttgcagtg 
ggagctctct 
gattcccttg 
gcttcceatg 
agcacttcac 
aaagcggaaa 
tgattcattt 
tcatgccctg 
tgaatattag 
acaactgcag 
gocaccaaaa 
gacatatatg 
ggcttccaaa 
<210> 221 

<211> 1001 

<212> £>NA 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) , . (501) 

<223> baySNP55736, S01A 



ctcctcacag 
cgtccaggac 
tgcatcagcc 
ggaagcgtct 
aggaoctggc 
tccccaaccc 
ggagcggggg 
ctgatagcaa 
aggcgctcac 
tgtggcattt 
gaaatcaatg. 
tgcccacagt 
tgtgoaagcc 
cacccctgac 
catctccagt 
gcatcacaca 
gcaggaggca 



tgcagccaag 
cagggcccct 
agcagaaaaa 
agagaccgtg 
tgagcaccca 
acagatgcca 
tcacaggcct 
acgcgccttt 
ratgaagaag 
tagttattta 
ttccaatatc 
ttaaaagaca 
ccactggagc 
ccactgtgac 
ttctaagaag 
ctagcactgt 
aataactgct 



atctctggag 
gaaaggcaga 
ggaaacfcgaa 
ggagca.cgct 
ggatcccccc 
ccaaccctgg 
ggggectgcc 
cagagccctt 

tggggagagg 

ataaaggtaa 
aaactttaat 
gccatctaaa 
tcagacgcca 
cagccgccat 
caggattcaa 
tactatgggg 
gcagactaga 



I 

gagaggaggc 
aggaagcgtc 
ggcgtcgaca 
ggacaccagc 
aacrtagctg 
tggcatgaca 
atgaggccac 
cccgcatctc 
gagagaagca 
acttjgaacta 
tgtgitaagtt 
aaacttcttg 
tcaaagagcc 
caggaggatg 
agacagtcta 
ctaatgattc 



ccctgaaagg 
cagaaccagt 
agagcagcgg 
gctaagcagc 
gccgccttgg 
cgacactcaa 
ggggcctcct 
ctcactacag 
gataaaaggg 
tatgatgcaa 
atgagaacag 
gcaaatgcac 
aaaccaggtt 
gcccttcgct 
tagatatact 
aggttggtag 
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<400> 221 
ggttaaatga 
cactgactgfc 
atatagaaag 
gaagcagagg 
ttgaggattc 
ttaaaactaa 
gaccctttat 
ctccactgta 
catttggtat 
taatttgtgt 
cataattaac 
— acaagtattg. 
ccccaaatgt 
gacaaccctc 
gaaacagacc 



cttgctcaaa 

tcagtcctca 

gtcagagctg 

tcattcttac 

aacatgtcat 

aatggattta 

ggcggctagg 

gaacaccctc 

tttcatttgg 

caggtctttt 

atatcacaaa 

agatg£ttat. 

agaaacgaaa 

tttgatctac 

aaatatctaa 



gctattgcct 
aatgtacaac 
tctgcatctc 
aagagottat 
tatgggcaaa 
aagtaacatt 
ccatatggta 
tggcacatgc 
rggaatntgc- 
tttttttaaa 
atccaccctt 

gctcagaagaT 

ttgtgcfccaa 

ctttagaaaa 



| 

agttggtgac 

ttttcctaag 

tctagcagtc 

ggcaafcagga 

atcacagacc 

ttatgfcattc 

gcattcggca 

aagcctgagt 

aaattttagt 

aaaaaaaaaa 

tcaaacattt 

ttatagcaac 

gttfacj:EgT:c~ 

agtggcaata 

atgactaatt 



agatttctat 
aaagtaagct 
tcccaatcca 
cagccaagtg 
cttjggtaacc 
ctaaatagtg 
gagacactat 
tafc^aaactt 
aaccaccatc 
gaaaaacagc* 
cagtaggttg 
ctcJtcatggc 
agaaagcaag 
tttagaatag 
tcacacatta 



catgccagac . 

tgggaatttg 

agtcctgatg 

gttatttcac 

actcatgaaa 

aaatgacaaa 

cattgattcc 

ttcgtcattc 

tatcdtcatc 

tttttaaaaa 

tttttagtac 

aggtttggta 

gcraaaatrttt- 

agaaatactg 

ataaaatgaa 
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cttctgagca cccattaaaa taatagtatg tggatgaipt atahotaaaa «-oi-t-=> a «=>=„ 
aaagaacaaa aatafcgtgtg tacatgetaa ttlcaSlgt ^ tat f t 9 aaa tgttaagaaa 

<210> 222 . ■ J i 

if ' 

ft; 



<2ia> 

<212> 
<213> 

<220> 



1001 
DMA 

Homo sapiens 



f) 

i 



<221> variation 

«222> (SOD . . (501) 

<223> toaySNP55748, C501T 



i 



J. 
•i. 

1 



<400> 222 

?ss ssss c fc ^™ safes sfe t fc r catt — 

ssss ssshes ks£ sjss- esse 

2BS3S 5S8SS 2 I T rF* "--S 

ctggagcalc actagfcgf Jagat|ocf! £S23H SS??S? tc ^«9tgc 
caagagagoc agagctcgct ttgttteaaa a^^I— ^cqacattg ccttgaattg 
taatttattt attltttggo ttftaaStt SfiF*"? att ^a99a sgafccttttc 
aeaataaact egtaSSg JSagaSa cttatccfS *S at * tcaaa catcacaaaa 
acattagagc ttgactgaia ttltiaaata acaacaaagt ctctccaaca 

gctttatatfc tglgatlact USS&ZS ? 3K3E2 iSfg?? a ^ 9at ^9 
atgctutctt coCtagtcct gnaetoccea S^ 91 caafctgaatg afctggptagt 
ctatcgcttt ttgaatac" IltlcaaSc EESSSS StZS? * mt *^ t 9B 
Sio^'SJ ctcttaatcc toagcca??? t35£KJ I P **9*t-9«a 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22i> variation 

<222> £501) . . (501) 

<223> baySNP55813, G501A 
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<400> 223 

sassis sssss ssss ssbs 

a^ca'L J-Wg gp"". 



960 
1001 
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960 
1001 
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acttgggagg 

aagattgcgc 

acaaaacaaa 

cttttgcacc 

tcctccattg 

agggaatgaa 

cattcctget 

gttgctgaga 

tgctttgaat 

atgtaggegt 

ggctcttttc 

aagaataatt 

cacctctgga 

gctcactacc 

<210> 224 



ctgaggcagg 
cattgcactc 
aoaaggcata 
gatcaaacag 
tttggtccat 
aactggcaag 
taaaccctca 
aattatagct 
atratcttcat 
atatgtatgt 
tcagctgctc 
ctgaaggcct 
ggacttttgg 
ctcctggcta 



agaattgctt 

cagcctgggy 

aaattaatgg 

tttgttgaat 

tgatccagcg. 

racctcataa 

gtgctcatcc 

actttttacc 

taatccctcc 

ata.cacacag 

caaacfctagt 

atacafctcct 

acctgggagt 

ggctgtagtc 



gaacctggga 

gacacggcga 

caaaacaatt 

aagtttafctc 

agacrgaagg 

agctgttpigac 

atctccxijtc 

atgtaccfctc 

tataac^gcg 

agtaacagga 

ttagttcctg 

ggfctgaa.cat 

ctccagaatt 

ctggotajtcc 



ggca^aggtt 
gactccctct 
aatgtcaaaa 
ctgtfeotgaa 
agaaatetgag 
agttfatacfcc 
gggtaccaac 
catgtgecag 
gaagtcagtt 
accgtggcca 
acaacactca 
cctaaacagc 
gcagacctcc 
c ' 



gcagtgagcc 
cwmaaacaaa 
acagtaatta 
caacaagaac 
tcccfcaaaag 
tcatcatgtc 
aggcctceat 
agatacktca 
gcatacatgc 
gcactccctg 
ttctaggaca 
ctgcccctct 
ccgacactgg 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 

•900 
960 

1001 



<211> 1001 

<212> DMA 

<213> Homo sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55845, A501C 
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<400> 224 
atggagtfctg 
cacttactag 
gacaactact 
ccfctcctcct 
ccaacctctt 
cagatccagc 
tgggcctctg 
agctgcccbt 
agtccggtgt 
attatgccat 

gggctgttct 

ccagcgctcc 
acacccagat 
ccttcctcat 
Ctggggagcg 
tttafcttgcc 
ctggcagtgc 
<210> 225 

<2li> 1001 



tttcatagea 
ggactttata 
gcctggaabc 
caccggtttt 
ctgtgtggtt 
cttacacgaa 
tgcctctacc 
tgatctctgt 
actgctggcc 
aatcattacc 
gctcaacctc 
ctgtcactgo 
caatagcctg 
cafcgctttca 
gctcaaggca 
caaacgggct 
tcatggccaa 



— ""o^—aaa 

agtaatgatc 
tctatgttct 
ccaggcctgg 
" tccatcctgg 
cccatgtata 
ttccccacya 
gcagcacaga 
rafcggcywCcg 
tgctcagtca 
ccgggaccta 
tactgcctgc 
gttggcctgg 
tatgccctga 
atcaacacgt 
gtctgtcttg 
cctacacttc 



ttafcg^ggta 
aaatga^caa 
cctgcaacac 
aagccbctca 
gtaataatat/ 
tctccpjtgtcf 
tggtgcjgtct 
tgttc.tt:cat 
atcgctttat 
cagccraggt 
tcctcctgca 
actgtgacct 
tttccatcct 
tccbatgaac 
gtgtctcaca 
caccgagtaa 
ttggtcacac 
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gcccccccth 
tgcttcttac 
cagfoacttct 
tca^tgggtt 
/ cat[cctcttc 
catgttggea 
cttjctggctg 
ccataccctc 
tgccatccgg 
gggaactgcc 
gcagctgctc 
tgt'ggggtfcg 
cttctcactg 
tgtgetgggc 
cctctgc^tt 
agaagcatga 



ctcaagccca 
tcotagggtg 
ggtcagtcta 
' tccatcccca 
ctgatccaca 
gcctctgafcc 
ggagotcgtg 
acctatgtgg 
gaccctctgc 
aetctggtga 

cttcccaaga 
gcctgctcag 
tgccttgact 
attgcatcac 
gctctcatct 
ctaccctgct 



<212> DHA 

^213> Homo Sapiens 
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<400> 225 

agtaaaaccg 

taatcagaga 

gaaaaccaga 

ctgaaattga 

agaaatactt 

gatgaaatgg 

tacagagctt 

cactggacat 

aaacagaaac 

aacaaaaatt 

aaaatagtca 

aaagaaagca 

atgaaaaaat 

actcacccaa 

caaakcctca 

aggaagattt 

ctgtgataca 

<210> 226 



aagagcccct 

gaotgcgata 

gatattaagfc 

aaacaatcgc 

actaggccaa 

accaaactac 

ccaatgtgtt 

atgaaaaagg 

tgaagaaata 

tagatcaeta 

caaaggafcca 

acatttgtaa 

atatattatt 

attacccatc 

gaaagcbact 

cagatccaag 

gagagagtac 



cccaaaccta 

ttagtggcat 

aggagcattt 

agfctagactc 

gagaaaagaa 

accacagtga 

ttagtttccc 

cgaggtaatg 

yttatgaaaa 

aagacagatg 

tggaatcaca 

gtccaaggga 

tttcaattaa 

atgaaggtaa 

aaaggatgag 

aaataagagt 

atgacaaaac 



J 
i 

tcagaagatt 

aagacagagg 

aaactg.cact 

gaaccgccaa 

atotacagat 

catcc&dcag 

aotttcdaac 

agcaaagtaa 

sggtta^atg 

acatga^tcct 

acagfcattct 

aaatac^cct 

aggaaaAtaa 

aaccatggta 

Cccca<*6aaa 

tgcaattcag 

ctatgtgaca 
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it 
i 

/' 

. t 

atttactctc 

tgaagttaag 

tcccjcctttg 

gcgggaaaga 

attaacacca 

tcta'paaatt: 

aa gefcjgagac 

geaaaaaagg 

aacc£aatgt 

aaaagcctgc 

caaa&ggaga 

gactaaaagg 

ttt^taatct 

ttttptaaaca 

aaaggagagg 

gagaaaagca 

g 



tcgagtttct 

ggcaatacat 

ccacatctga 

tttctttgtc 

ggataccaat 

tfcactaggca 

agctaaggat 

tacttgcaga 

caaggaatat 

aaagaggaaa . 

agctraaaata 

gaggcttgat 

agaattctgt 

atcaaggtct 

ccaagaaaaa 

aagggactct 
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<213> Homo Sapiens 
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<221> variation 
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<223> baySNPSSMS, C501T 
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<400> 226 
ctcttaaccc 
ctaacttccc 
aaggtagact 
tctcccatat 
cagggtggag 
tgaggaaact 
tggcaaagca 
caagccagtc 
gagtagtgaa 
gacaccccag 
tgaggcaaga 
gaaacccagg 
ggcatcttct 
cagaaaatga 
taaaaotcac 



tcacccctca 
tggaaattat 
agctaggaag 
acccctggac 
gctgggtgga 
caagccccat 
acaaagccct 
ccgcttctac 
acccccgacc 
gccatcccag 
aeagcgtaag 
accagcagct 
acccacccoa 
agtagaacaa 
aaaactagga 



gaacgagatg 
ccataaatca 
ctcaagacca 
tggttgotag 
aatgcattct 
tcagcactct 

gggctgtgct 
aatcatagat 
ytcacagccc 
tccctacttt 
agaggccagc 
tctaaccaga 
gacagcacca 
aataccacta 
a^saggggct 



1 
• i 

ii • 

gcatttccct 
acaacaggac 
gaaacagaca 
tataacccgt 
ctgaaeaagg 

cggccatgga 

atggcfactgt 
ggcaggcggt 
aaggc&acat 
acaaccaggg 
aacccjrctgt 
accccacaca 
acaggaactg 
ttactfctgaa 
gggcgcagtg 



K ■ 
/II 

gcdtfctccct 
tctgaaagct 
agcfafctaggt 
aaq t caccaat 
taaacccacc 
goa^itcctta 
agqagtaaag 
at^acccaea 
tttgatccac 
caccagcaga 
cctccaccca 
agt^gaacatg 
agpkagaatc 
cacttaacta 
gtccatgcct 



ctaaatacaa 

ggaagaaaaa 

tttctgtctg 

aggtgaaaga 

gaagacceaa 

ccacctgcat 

gagctcatac 

tgaagctgta 

tgatagtatfc 

cagtctaatc 

atgatataag 

gacatcaaaa 

ctaacagcat 

tcattgaaaa 

gcaatcccag 
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acttgggagg 
aagattgtgc 
acaaaacaaa 
cttttgcacc 
tcctccattg 
agggaatgaa 
cattcctgct 
gttgccgaga 
tgctttgaat 
atgtaggtgt: 
ggotctcttc 
aagaataatt 
cacctctgga 
gctccctacc 
<210> 224 



ctgaggcagg 

cattgcactc 

acaaggcata 

gatcaaacag 

ttfcggtccat 

aattggcaag 

taaaccceca 

aattatagct 

atatcttcat 

atatgtatrgfc 

Ccagctgctc 

ctgaaggcat 

ggacttttgg 

ctcctggcta 



agaactgctt 

cagcctgggy 

aaattaatgg 

ttcgttgaat 

tgatccagtg 

racctcataa 

gtgctcatco 

acttttcacc 

taafcccctcc 

atacacacag 

caaacttagt 

atacatttct 

acctgggagt 

ggctgtagtc 



gaacctggga 

gacacggcga 

caaaacaatt 

aagttt^ttc 

agacrgaagg 

agctgttgac 

atctccfcjgtc 

atgtaccttc 

tataacggcg 

agtaacagga 

ttagttcctg 

ggtcgaacat 

ctccagaatt 

ctggctatcc 



I 

ggcagaggtt 

gact£cctct 

aatgtzcaaaa 

ctgttctgaa 

agaaactgag 

agttfetacfcc 

gggtaccaac 

catgtgccag 

gaagtcagtt 

accgfggcca 

acaacactta 

cctaaacagc 

gcagacctcc 

c 



gcagtgagcc 

cwmaaacaaa 

acagcaatta 

taacaagaac 

tccctaaaag 

tcaccatgtc 

aggcccccat 

agatackcca 

gcatatatgt 

gcaceccetg 

ttctaggaca 

ctgcccctct 

ccgacactgg 



c211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<22l> variation 

<222> (501).. (501) 

<223* baySOT55845 # A501C 
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<400> 224 

atggagtttg 

cacttactag 

gacaactact 

ccttcctcct 

tcaacctctt 

cagabccagc 

tgggcctctg 

agctgccctt 

agtccggtgt 

attatgccat 

gggctgfctct 

tcagcgctct 

acacccagat 

cattcctcat 

ctggggagcg 

tttatctgcc 

ctggcagtgc 

<210> 225 

<211> . 1001 

<212> DMA 

«213p. Homo 



Cttcatagec 

ggactttata 
gcctggaatc 
cactggtttt 
ctgtgtggtt 
cttacatgaa 
tgoctctacc 
tgatctctgt 
actgctggcc 
aatcattacc 
gctoaacccc 
ctgtcactgc 
caatagcctg 
catgctttca 
gctcaaggca 
caaacgggct 
tcacggccaa 



h aagaa aggg 
agtaatgatc 
fcctatgttct 
ccaggcctgg 
tccatcctgg 
cccatgtata 
Ctccccacya 
gcagcacaga 
mtggcywtcg 
tgctcagtca 
ccgggaccta 
tacfcgectgc 
gttggcctgg 
tatgccctga 
ctcaacacgt 
gtotgtcttg 
cctacactto 



ttatgii„ 
aaatgaacaa 
cctgoaacac 
aagccfclctca 
gtaatajatat 
tottcctgtc 
tggtgbgtct 
tgttc,t ; tcat 
atcgctttat 
cagccr'aggt 
tcctcctgca 
actgtgacct 
tttcc^tcct 
tcctatgaac 
Sftgtctcaca 
caccgagtaa 
ttggtcccac 



gec^tcttu 

tgcfotcttac 

oagg.acttct 

tca^tgggtt 

catjccfcctco 

catgttggca 

cttctggecg 

ccataccttc- 

tgccatccgg 

gggaactgoc 

gcagctgcte 

tgfcgsggttg 

ctbctcactg 
tgt-gctgggc 
cctctgcatt 
agaagcatga 
c i 



ctcaagccca 

tcctagggtg 

ggtcagtcta 

tccatcccca 

ctgatccaca 

gcctctgatc 

ggagctcgcg 

acctatgtgg 

gaccctctgc 

attctggcga 

tttcccaaga 

gcctgctcag 

tgccttgact 

attgcatcac 

gttctcatct 

ctaecotgct 
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<220> 

<221> variation* 

<222> (501) .„ (501) 

<223> baySNP55923, C501T 



<400> 225 
agtaaaaccg 
taatcagaga 
gaaaaccaga 
ctgaaattga 
agaaatactt 
gatgaaatgg 
tatagagctt 
cactggacat 
aaacagaaac 
aataaaaatt 
aaaatagtca 
aaagaaagca 
atgaaaaaat 
actcacccaa 
caaattctca 
aggaagattt 
ctgtgataaa 
<210> 226 



aagagcccct 
gactgtgata 
gatattaagt 
aaacaatcgc 
actaggccaa 
accaaactac 
ccaatgtgtt 
atgaaaaagg 
cgaagaaata 
tagateacta 
caaaggatca 
acatttgtaa 
atatattatt 
attacccatc 
gaaagctact 
cagatccaag 
gagagagtac 



cccaaaccta 
ttagtggcafc 
aggagcattc 
agttagactt 
gagaaaagaa 
accacagtga 
ttagtttccc 
cgaggtaatg 
ytcatgaaaa 
aagacagatg 
tggaatcaca 
gtctaaggga 
ttttaattaa 
atgaaggtaa 
aaaggatgag 
aaataaga^t 
atgacaaaac 
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tcagaagatt 
aagacadagg 
aaactgcact 
gaaccgccaa 
atotacagat 
catccaccag 
actttcaaac 
agcaaagtaa 
gggtta'gatg 
acatgaxcot 
acagtattct 
aaatacacct 
aggaaaataa 
aaccatggta 
tcccacoaaa 
tgcaattcag 
cfcatgtcjata 



attta'ctctc 
tgaagttaag 
tfccccctttg 
gcgglgaaaga 
attaacacca 
tctsjcaaatt: 
aagaggagac 
gtadaaaagg 
aaccjltaatgt 
aaaa^cctgc 
caaelaggaga 
gactaaaagg 
tttdtaatct 
tttttaaaca 
aaag^agagg 
gagaaaagca 

g 



ttgagtttct 
ggcaatacat 
ccacatctga 
tttctttgtc 
ggataccaat 
ttactaggca 
agctaaggat 
tacttgcaga 
caaggaatat 
aaagaggaaa 
agctaaaata 
gaggcttgat 
agaattctgt 
attaaggtcc 
ccaagaaaaa 
aagggactct 
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*<213> Homo Sapiens 
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<221> variation 

<222> (501) . • (501) 

<223> baySNP55945, C501T 



<400> 226 
ctcttaaccc 
ctaacttccc 
aaggtagact 
cctcccatat 
cagggtggag 
tgaggaaact 
tggcaaagca 
caagcaagtc 
gagtagtgaa 
gacaccccag 
cgaggoaaga 
gaaacccagg 
ggcatcttct 
cagaaaatga 
taaaactcat 



tcacccttca 
tggaaattac 
agctaggaag 
acccctggac 
gctgggtgga 
caagccccat 
acaaagccct 
ccgcttctac 
acccctgacc 
gccatoccag 
acagcgtaag 
accagcagct 
acccacccca 
agtagaacaa 
aaaactagga 



gaacgagatg 
ccatcaatca 
ctcaagacca 
tggttgctag 
aatgcattct 
tcagcactct 
gggctgtgct 
aatcatagat 
ytcacagccc 
tccctacttt 
agaggccagc 
tctaaccaga 
gacagcacca 
aataccacta 
aagaggggct 



gcatttccct 
acaacaggac 
gaaacagaca 
tataaectgt 
ctgaacaagg 
cggcq4tgga 
atgggactgt 
ggcaggcggt 
aaggcaacat 
acaaccaggg 
aacoccctgt 
aocccacaca 
acaggaactg 
ttactctgaa 
gggcgcagt9. 



£ 



it- 

«} 



n 
'i 
; u 

!" 

gct^tctccct 
tctgaaagct 
agcfcttaggt 
aacjcaceaat 
taa^cccacc 
gcajctcctta 
agcagtaaag 
atgacccaca 
tttgatccac 
caicagcaga 
cctccaccca 
agtgaacatg 
agcfcagaatc 
cacfctaacta 
gttcatgcct 



ctaaatacaa 

ggaagaaaaa 

tttctgtctg 

aggtgaaaga 

gaagacctaa 

ctacctgcat 

gagotcatac 

tgaagctgca 

tgacagtatt 

cagtctaatc 

atgatataag 

gacatcaaaa 

ctaacagcat . 

tcattgaaaa 

gcaatcccag 



60 
120 
1B0 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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caacatggcg 
<2io» 227 



<211> 982 
<212> DNA 
<213> Homo Sapiena 



960 
1001 



<220> 
<221> 
<222> 
<223> 



variation 
(482) (482) 
fcay$NP56007, C482T 



11 



<400> 227 , J ,, 

ass? sssss sjssse ssdjs «-*•— 

tgtgcactac tccttcttgo ttfcaatt??* ?5 ?? ata c at?tccctg agcfctgtcat 
f^^tattc taactaJgff "tSagcS SEEEES ™k<**<* d*3£££ 
taacttggta tatggaatac ggttataclc SJS^ 3 **«taattt agfcactcagt 
ecocctatta tttcaaacat SSmSSSt-T^ t ? C ata £ ta «*tt taatacaecc 
aytgtggtct gccttaaogt tgXgctXE JJSSt'S* at tftttttc ccatctagtc 
caaaacttaa ggaaaatcgt tttSSacS taa 9* ta ttatagtgaa aaattttggc 
a fo a f ag9aa ttcaa 0"le S55SS alaScttaao gcceagJift 
cagtgtgcaa aatacgtgaa tttaatftaa ^ptgg^aa. tataagttge 

atattgccag ctatttggag aagjatcaft SST^flt *' "tf^tfcatg gttctacaat 
gtcattfctgg acgtcailac SfcllfeHal ^'"fetfefc tJcttgttgtt 

aaaagatoat coccttctat aaagcaSaf *t»*tget»g cactltafca 

gocaccttcc caegtfcttot gqtaaaff^T a ° cat S t «»fct ccaagtagtb tcfctcctttt 
taatgaaaat gcglacgaaa ff taaa 9 a * a ataaadatga ttc^accatg aaca?a"« 
<210> 228 1 



60 
120 
180 
24 0 
300 
360 
420 
480 
540 
500 
660 
720 
780 
840 
900 
960 
982 



<211> 
<212> 
<213> 

<220> 



1001 
DNA 

Homo Sapiena 



<22l> variation 
<222> (501) . . (S01J 
<223> baySMPSSOll, T501C 



<400> 22 B f j 

c aett «« e oHtttoftt esss jsses apss 



6CT 
120 
180 
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BAYER RG LI 



agagcaatag 

gttgtattct 

atcatacata 

tgttfcgacfce 

tgataactca 

tagagagttc 

aaggaaaatg 

tctctttfccc 

ecagaatgat 

caggtgaggt 

agtttttcaa 

ggtggcatta 

acgtgttitga 

ctctcaaatg 

<210> 229 



aaactgactt 

aggagaataa 

taagaaaaaa 

tgatgtttta 

tggcttatfcc 

ttgaatacca 

atgagcatta 

tgaattcaaa 

ccatctcagt 

tttgccaaca 

taatttacat 

ttccagtatt 

aagtggtcaa 

agatgtctta 



tcatcttcta 

gacttatgtb 

tcaatatgaa 

gctgcegggc 

agatgattca 

ygtgggaaag 

ctgaacaatg 

taacctcaaa 

ggagtgaatt 

aatgcagaaa 

gccactggtc 

gtagaagaag 

afctgggagca 

ttccagtcac 




+49 214 3031894 



<211>- 1001 

<2i2> mtL 

<213> Homo Sapiens 

<22o> 

<221> variation 

c222> (501).. (501) 

<223> baySNP56104, C501T 



tgttgaa^aa 

agfcgaafcacc 

aaatatattt 

aacttg^atfc 

aattagctac 

agtctctkac 

acagaaa'gaa 

taatttp]taa 

tggcatfcggt 

ttatgataat 

atcatt^gct 

aaaatgakgc 

gaacctgtgg 

tacctt^gaa 



i 



V 

aagtggttat 

agtgiitgtga 

ttctficcgaa 

cattcagtgg 

tgcaetagat 

taaatafcggt 

aatgcatttt 

attafc'atttg 

gttt^taacc 

tcga'^cgtat 

tcttaatgat 

ttaai'ggtac 

acccagttca 

i ' 

■ it . 

r 



• 1 



taaatttgat 

tttattgaac 

tgttgtgatt 

tctctgaagt 

caggtctgcc 

ttttatatat 

geatgcagag 

attccccttt 

aaaataactc 

atttgtaaat 

gactqtgtga 

tattgatcac 

ctactacttc 



<400> 229 
atggtttcca 
gcatagtatt 
tfcgtcggtcc 
ggtgtaagag 
gtaaccagac 
gcagaagttt 
gtcacttcag 
actgtgtfcct 
cagacctcca 
9cggcggctc 
tcagaagatc 
aaaattagct 
99agaatggt 
tccagcctgg 
gttcgagggg 
atcaccagat 
araaaagata 
*210> 230 



gcttcatccc 
ccaacactta 
agcagttgaa 
aaggctcttc 
agacacacag 
ggggatctag 
acttgtctgg 
atgaaaaagg 
aaccfcttafct 
actcctgtaa 
gagaccatcc 
gggcgCggtg 
atgaacctgg 
gtgacagagc 
gaaaaagact 
tgagttgatt 
atgattgatg 



cccacttttc 
aaaagcgtgc 
caagagctgt 
gaagagagca 
ccctggttct 
aaatggagag 
agfcaagaaga 
ygaccacaat 
bcccagcacc 
tggctaacac 
gtggtcgcct 
gaggcagagc 
aagactccgt 
tccgaaaaaa 
tttctagaat 
atataagcat 



-s21l> 1001 

<212> DMA 

<213> Homo Sapiens 



aaggacatga 

acctgcjagta 

agetgajtatt 

ygcactcagt 

999tggfcgtg 

gccaggaaag 

99tggjtfgttt 

ggaccgaaca 

agctt.ccttt 

ttsrggaggcc 

ggtgaaaccc 

gtggtdccag 

ttgcaatgag 

ctcaaaaaaa 

tfctttgtaaa 

tctaacagtt 

catttttgca 

••J 



* 



act<p;atcctt 

ttgjfcatacac 

ttagcttfctg 

acaactgcag 

Stitgrgtgtga 

gacjpaaatat 

aagggactgg 

^Scatgaagg 

aagaaaattg 

gag&cgggeg 

cgt^ptctact 

ctactcggga 

ccaj^gatcgc 

aaaaaaaaga 

agaaaaagca 

atts.gaatcta 

V 



ttttatggct 

tgattggggg 

cataacttgg 

agatcaccct 

tgacctgaag 

ccttgagcaa 

cagtttfccaa 

9999agagct 

ttggccaggc 

gatcacgagg 

aaaaatacaa 

ggctgaggca 

gccactgcac 

aaagaaaatt 

ggcttgaaag 

taataggtat 



240 
300 
360 
420 
4 80 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
96Q 
1001 



£fflpfan«szeit 3! .Jan . 14:27 



139.- 



i 

<220> ;: 



<221> variation II 
<222* (501).. (501) jj 
<223> baySNP56H3, C501A jj 



<400> 230 i . 

tggtagmtta agagcaaaga ggactttgaa aaaaaaafcat aaaaagtggt aggtcttctg 60 

cttaaaatgt ttgtagaaat gtcttacgat gttgtaacaa aata^actgt gcctatgaaa 120 

tgcaagaagt eataatgatt tccttattgg ccttgctttc gaectgtgac cagaacattc 180 

actgggcaca ttcagagaaa tatacttaat gtacatgtta atgt ( tggaaa agtaaatatg 240 

agggattcag tttcctgtac cttgcatagt tcacaatcta tgttggctgc aggcatgcca 300 

gaagtgacat tttggaaaat tgaaccctct gactta;tcag aattatacct ctggfctacaa 3 60 

tgggctttct aggtttattg gttaccaaat actttcaaac aaatttacaa tctttatacc 420 

tcaacttaat aacagaaggg attataaatt ataggcaatc aatafcttagt ccttattttt 480 

ataacttcct ggattctgtc matttctgtt tgcttgtttc cttgcttfcgc tttatacaag 540 

gaaatcttta gttgcctttt tcaaaatttt cttagoattt ctctifccataa cgttatacto 600 

ttcataatag tatattacat taaagattat actattdagg gaagtcagaa aggccacttt 660 

caaaatatag ggattaaaca attaatcaag tatgaagcaa aacaaaacat tttcagaccc 720 

atatctatga actatttctt agaaatttgc ttttgg^tga. getccaacaa aagggggtaa 780 

aaactagaaa aaggaatgta tgggaactac gaaataatgg atctaatcca aggaaatatc 840 

acagggaact cacaggatga tgactgttca aeaggckaac gttgcgagtg acagaaatga 900 

gggaagagat ggcctgacag agacattgga agaacacaaa ggttttcatg aagacaaaga 960 

atgcaagaaa aaaagaaacc tttcagaaaa acaatcaaaa a 1 1001 
<210> 231 I I 



<211> 


1001 




» 


<212> 


DNA 


ii 

i 


i 

i* 


<213> 


Homo sapiens 


!< 
P 

i: 


<220> 




ii 
•i 


I 



<22l> variation *• 
<222> (501).. (501) I - »|- 

<223> baySUPS6636 , C501T . \ \ 

:! : 

<400> 231 3 J,; 

gtctttgaca ttgcgtctcc actgtcccct gtgctotagc gatfgggaagg acaggtggcg 60 

gggtctccag gggecctttc tggagcagga gcactgaggt cagtegagcat ttgctggaca 120 

atggctgaga gagacgctca ctggtgcagc actttgtgta aacaccccca gtgacacaag 180 

cagggcctgc tcctccctct cctagctccc tctgcigcct cadctcctgg gcctatcaag 240 

accttaacgc tcacggccct ■ ctggcccagg gggatgccgg cagiatgcaa gctctcctgc 300 

tgcagcttcc ctgagagcag aacctgagac cagagcttgg ggagagatga- tggtttgggg 360 

gttgccccca ggaggcaagg ' aagcaggaat gagggagcag gga'gagcgag acaggcaggg 420 

aggaagagct agcaccagca gccaggtttg tgtatpctgt tcttgtttca tgcatcaaac * 4 B0 

atcttctatc tcccagagca yactgatgat cctttacaga aa^fctttctc ctccctgcac 540 

aatctgtttc ttccaggttg cctttgtcct gttte^ggcc aggagtttga ggccagcctg 600 

ggcaacattg tgagaccccc aactctacca aaaaaaaaaa aaaggaaaaa gaaagaaaaa 660 

gaa^attacc_ tgggtgtggt ggtgcgtgtc tgtggtctca gcfcactcagg aggctgaggc 720. 

aggaggattg tttgagccca ggagttcaag gt^acagtaa gcfea^gaCgg tgccactgca- 780- 

cttcagcctg ggtgacagag cgagacactg tctctcttaa aaaaacaaaa acaaaaccaa 840 

aaacaagcaa acaaacaaaa cccaaagaat ttgatcagcc cacjgagaaat gatotgagaa 900 

I 
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2«Si? atca 999 Gtet *99 gccagactgg acccc cai J 0 
2lSf*SS eactgcaaat atgagcaggc agctgaSal c 

<212> DWA '] 
<213> Homo Sapiens 



<220> * 

<22i> misc^feature 

<222> (470),. (470) 

<223> Unsure 

<220> 

<22i> variation 

<222;> (499) . . (495) 

<223> baySNP56666, M99G 



11 



7 : f 



+49 214 3031894 



agta^tgagc ttctaafcctc 



V 

J: 
r 

l 

1* 

U 

I 

•f 

I 



960 

laox* 



<400> 232 
aaggatcccc 
ccggaaataa 
tcccaggctg 
caagcaattc 

tcaaaactcc 
ggcatgagcc 
ctgctgttcc 
ctataacctg 
cccactccct 
gaocctggfca 
cccccctttc 
ctctccattc 
gaccaccccc 
tagtcctcgc 
cttggccgca 
atttctcctg 
<210> 233 

<211> 1001 



ctcctteccc 
aatagaaata 
gagtgcagtg 
tcctgcctca 
tctggtatct 
cgacttcagg 
accgcgcctg 
ctgcaggagc 
. ctacccacrg 
gacctcgctg 
cagggacact 
attgggactc 
ccctrtcctt 
caaccccata 
cctcgaacca 
ggccttgcca 
gtctctcatg 



ctctccccat 
tgtcttttta 
gcgcaatctc 
gcctcccgag 
ctagtaaaga 
tgatctgccc 
gccagaaatg 
, tgactcagtg 
acaaagagag 
gcccctccag 
gcaccaatat 
ctotgtcagg 
gaagtggcca 
tcacccaagc 
tgcggcagcc 
cactgtgccc 
atgcagaccc 



r 
1 

r 

i 



6 



tgtaccfcafct 
ttttattttg 

ggcfccabt^c 
tagctgfcrgac 
cagggfe^tec 
gcotcagcit 
tcttttgaca 
ctctcctg^c 
gccatcjagat 
caatgcctbg 
cttgggfacaa 
ccccagctag 
gagtgjatcjtt 
tccacatcka 
gtggc'cjagEa 
tgtgct*gdcc 
tgggtdaaa 



<212> DNA 

<213> Homo Sapiens 



tgcitgctgg 

a g^pggagtc 

aacfttctttt 
hacfggcgtg 
ccatgtcgga 
ccc^aagtgc 
aagggcccaa 
fc gagagtccn 
acCjtgggctt 
ccc.acccota 
aoaccctctc 
cctqccggct 
tfc gt?tgagca 
gcctacagac 
cgt^aagggc 
tgg^tgcttc 

8 



aaaaccacat 
tcgctctctc 
tcccggagtt 

caggctggtc 
tgggatcaca 
tccccagccc 
agccccatgc 
cactttcecc 
ccagttcacg 
tgccgagccc 
ccaccctegc 
gaagctcagt 
accaggcccc 
tggaacgcgt 
tggggaccca 



so 
120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

999 
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<220> 

<221> . variation \ . 

<222> (SOI).. (BOX) | 1 

<223> baySNP56667, CS01T J 

. ;i :. 

<40O> 233 ' \\ 

cactgccttc cctttggggg actgccaaga ggccctatgg cataactagc atgggagtgg. 
gctggcccga gaggcctctg tgcctgctcc tccagegcca cctctaggat gaccacaaaa 
tgcaccatcc caactggcat acctgttgag actgacejggg acac ( fcatcga tgatgacacc 
agcataatgg tgaccaggac tgcccagggg aggcoctgcc tccccacctc cacacggccc 
aagccttgct gctcccctag ctgagggtgg gtggggcctg tgccjgcagct ggtgtccaet 
ggccgccctt cactcccagc ccagatgtgt gcatggtigct ggaggtgctg ggccaccagc 
tcctcaaatg gatcatcaag tccaactacc agggccfcgcc cgtgeccfcgc gtgaagagca 
tcgtgaggca ggtgagtgcc acccactggg ctgcccagcc tggqctgggc gggagttgga 
ggaggtcagg tgcgactctc ygcaggtgct gcacggcctg gactacctcc acaccaagtg 
caagatcatc cacacggaca tcaagcccga gaacafccttg ctgtgtgtgg gggacgctta 
catcaggcgc ctggctgccg aggccacgga gtggcaacag gcagfgggcgc cgcccccctc 
ccgctccata ggtaccaagg gcocacatgd ggctgggtcg ggg^ctctgg gcctgaaccc 
ctgcctgagt ctctgttcct ccctgtcccc ccccmcbgct ccccacctgc actcccagtc 
agcactgccc cccaggaggt cttggtaagt tggggggccc ctctptccca fcgcctcctct 
cccatctgag ccaactggag gccatctctg gagccacagt ggctccaccc cccaccttca 
cgcactccca cggtggtaat cccgaaaggc tgggcggctg ggctgacggt aattcccggg 
gggggtcaag tgccccaaac tgatcttggt gaaaggatgc t " / 
<210> 234 : 

\ 

<211> 1001 

<212> DCTA i 



<213> Homo Sapiens 



<220> 1, 

1 1 

<22l> variation 

<222> (501) . . (501) ij 

I 

<223> baySNP567B0, A501G j 



<400> 234 I {!; 

aggccatggc cgttttggtg agaaatgcca gaaacagctt cagtttccac ctactgcttc 

atatttataa tcacagtaat ctafcttctcg ttttgetatt tatjagagcaa caaattgtgt 

gatgcgaaat tagtaccaga ggaacaatga ctccacttaa caaaaaaata gcaagggaac 

tatgaaaaat ggcacaactg cttaacttta atagfctgaag tctttaggag acttcagtag 

ttgaaatgac acagaaaaat cctcaaact:a acatacctac atgaaactga gtt-tctcaaa 

gtaacccaca tttatggaaa tagaagttcg tcttgcagaa acafccagctc attttgtaag 

gtgtatgtga tatttaaatt tgtgatgctt gtgaa^aagg gaatggggct ttaggtctga 

ggaaagggga gcattcattc aaaotggagg gtafctttgca ttttttaaggc tgctataagg 

tcacgacctt ggtgagactt racctgtttt cgtatgtatt gtgtactttc tgttctaagc 

cattgtgtgt gtctgtaact ttctccaaga ttctctccaa atcttgcfctc tcttaatttc 

tccagattgt gccaacctat ttcccactcc tgatctttag tgtfcatatca ccactaggag 

actggggaab gtggtttgtg ttcttagact caacagatac ctaccatatg ccaagcattc 

^ttTctaacagc tagtgagaga tctatcagtg aacaaaacag -acaaaactccafcctttttitc 

ctctgctgct catattctag tgttaaccat ttgcafcattt ctcagactct tcaatacatt 

tattatttct ttttaatbag tttattctga ccctcagtag atcjacatatt tcatgggtgt 
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agggacagtg ccatctatct cccttggggt gttctt^cat 
caagtcctgt caaatactta attccttaca caatatajaag 
<210> 235 ! 



<2±1> 
<212> 



1001 



DNA 



tcaagaaatg ggetttcaca 

v 



<213> Homo Sapiens 



<220> 



•J 
I 



<22l> variation 
<222> (501) . . (501) . 
<223> baySNP56876, G501A 



c400> 235 
ctggggccac 
ggtgcctaat 
agcccttccc 
tgaattgctg 
caaatttaga 
atcttgtgag 
tgctagttaa 
gtgttctgfct 
tgagagcctg 
aggtagagtt 
caacctccgc 
aggcacccac 
tgttggacca 
aaaatgctgg 
tggcagaccc 
aggtctccag 
cttctgtggt 
<210> 236 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP56978, A501G 



actctgagca 
ctgtacctcg 
tggaggettfc 
tgtgacctca 
ctctccaatg 
ggcaggcttc 
aaggctgttt 
ctgaaggcca 
gttcggagaa 
tcattcttgt 
ctcctgggct 
caccatgccc 
ggctggtctg 
gattapaggc 
agccctggaa 
gctcccaagc 
gcctgccaca 



ggattttgt:a 
aggacctcac 
ggctatcctc 
agctggttgc 
agaaaaaaaa 
ggatcctgct 
gggcctcccg 
aggaagcagg 
rgccaagctg 
cgcccaggct 
caagcaattc 
agotaagttt 
gaactoctga 
atgagccaca 
tcaccggott 
cctgctctac 
tttccaagta 



' 1 

aaccagctct 
cccattjigtg 
ccattcactg 
tttacctttc 
aaatccptgc 
gttcttjbaag 
Srgtgg^gggc 
tcaaaagcct 
tttctgagaa 
agagtgcaat 
tgoctcagcc 
tgtattttta 
cctgaggtga 
gogccc&gcc 
agtatgfcggg 



4! . ' 
li 

gtgacctggc 
tgcfpagccc 
ctgtigttctg 
tgagctttgg 
ctctzcagctg 
aga^aggaac 
cggfcggaggg 
ggacagctgc 
ctttittttrt 
ggcatgatpt 
tccfgagtag 
gta^agacgg 
tccgcccacc 



ctataaaatg 
cacagctttg 
gccccagcac 
attccttcac 
ctgcctcctc 
caggaccttg 
gaagagctgg 
aggataccat 
tttttttttgf 
cagctcactg 
ctgggattac 

ggtttcaaca 
ttggcctccc 



ccctgccccc 



gagaaaaaag m 



ccaaacttca 
aaaaggcacg 



agtcctaoag 
ggcacactgt 



I 

. ! 



.1 



c400> 236 

aggccacatt tggctagtta ctattgacag atcati^acta 
gttttatctt cttttcacct caccactctc ttttafegttc 
aaagcttctc aaaggctgta aaggctgtaa gcafccjtatat 



II 



J, 

accttaggcc ctgaccccca 
tatjfttcccag atttatacca 
aaggcctgta agacacgtac 



960 
1001 



60 
120 
180 
240 
300 
260 
420 
4B0 
540 
600 
660 
720 
780 
340 
900 
960 
1001 



60 
120 
180 
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ttacaagaca 
agctctcaaa 
tgataatgat 
cccttcagag 
tncaacacatc 
gtctctgata 
ggtggttaaa 
gccataatgc 
atgaaacgct 
cacttttaca 
tgcaacattg 
aatataagga 
gaattccaca 
tagtggtggt 
<210> 237 

-c211> 1001 



tgataottta 
tactggttct 
tgttgtttta 
ataattgtca 
actttagaag 
attatctctt 
tctggctgtt 
tagcactgcc 
ctcetcatgg 
tcaataataa 
gatgtctatt 
cttttgtagc 
tagctgaaat 
attgtgattt 



agtatcatgt 
tagacttgat 
ttttgtttaa 
tccaacatcc 
atgaagtttc 
rCggcccaaa 
ggttrattgca 
ctgagaagct 
agtctttgtc 
gatgaattca 
ggaattacaa 
agctgtccta 
caatagataa 
ctagttagtg 
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cttatacf tc 
gacccataaa 
taattcagtt 
ccgaaaaagt 
tgacaatagg 
taagctafctg 
atggtggtta 
cttaaagtat 
ctcatatfctt 
ctcttcagaa 
aatgact'gtc 
aacafctfcgaa 
actttcatgt 
taytaaajtgt 



I 

{. 

i 

aactaatacc 
aatattttta 
tcataaaagc 
aaacaacaaa 
aaccaacaat 
actcagttgg 
aatctggctg 
gtaaagcaat 
tagtttfcttg 
gtacccactc 
gagaactatc 
aaattttgtt 
aagt/gaatta 



caaaagcagt 
aaaattcata 
ttaatggatc 
aaatttttgt 
tagtatgcat 
ttagtgcaat 
actttcacta 
ttgctcttct 
ttatctcctt 
atgtctaatt 
ctatgagtaa 
tgttgttgaa 
ccaattcacg 



<212> DNA 

<213> Homo Sapiens 



i 



240 
. 300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

«c22l> variation. 

<222> (501) • , (501) 

<223> baySNP57000, AB01T 



<400> 237 
ttgctgatgt 
gccccagaga 
aacatcttgg 
tgtcattcca 
tggtttaccc 
gcaaatccac 
actacctttc 
aacttctaca 
agctttcctc 
atctggccag 
tgcatcgcac 
tcaacagcag 
acctgcacgc 
aggtggagaa 
gagagatcag 
actatgccca 
ttctaacagg 
<210> 238 

<211> 1001 



gtacagggaa 
gaagtghgga 
gcctgtccag 
atttttacat 
tgagtatgct 
agaagtcacg 
tgtgttgctg 
gataggcaaa 
acaaaatggc 
gaagggatgt 
agggcggccg 
ctcagccctg 
tgagcagacc 
tataaggaag 
aggtggatae 
agggttctaa 
gggaagtcct 



.agggtgcatt 
ecgtgtccaa 
gcccctggga 
caggcctgtg 
ggtgaatcat 
aatgccaccc 
tfcagccfcatt 
aagtaggagt 
wcatcccgcc 
ctgccaccag 
gtcctggggg 
caagtctcag 
tgtacagggc 
cgaggtatgt 
ctgtgccaga 
aaacagaggg 
gaaaaccttc 



r 



ggtcatccac 
ccatgg ; tctg 
agfctttattt: 
atcatgttaa 
gtttcjtfgagc 
ttgggdgatg 
tgaat ; ttctc 
gcagcjbcagg 
ccagcacagc 
tfcatcagcat 
ttaccgacag 
aataaaaaca 
tgcttt!gcca 
gctttcattt 
ccac^acgga 
ctgtgagaat 
ctggcacaga 



i 



i* 
\ 

i 

I ■ 
i* 

agaiaacccag 
gaaaag t aca 
ctcacagtaa 
tgtjtgggcta 
ctgaccagac 
gggtgccagc 
ttcttgctat 
atgcctggac 
cccsjacatct 
gtcctcatca 
tgdtiagaagc 
gccgggaagc 
tctjaggcact 
agagagctca 
acaggcgatg 
tcaaagcagg 

c /: 



aagagggact 
uacccatcct' 
attactaagc 
ccaagcgcga 
tcagaacaca 
ctccctcagc 
atcttatttg 
attcggtccc 
agaaccttgt 
cggtccagca 
ctgfcgagcct 
catcttcccc 
gtgmtagaca 
cagccagtag 
ttaccctccc 
gggaaactaa 



<212> DNA 

<213> Homo Sapiens 



1 \ 

1 1 



•» » 

• i 



*c, 



60 
120 
180 
240 
300 
360 
420 
480 
S40 
600 
660 
720 
780 
840 
900 
960 
1001 
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<22Q> 

<i22l> variation 

<222> (501) . . (501) 

<223> baySNP57313, A501G 

<4DQ> 238 

aagfcggctat ggtgcegtcfc cactctgcee cteecrtgtg ettgtgctct gcaggtatgg so 

atitcaacagt caegggcttc cagtggtgga acacaggtta cgggcaagac agcagaagea 120 

ggccaagctc acagaaggta aagtggggtt gtgtcagtgg gcdtttetta tttattagga' lao 

ggaaacgtgg gagaaatgct gggaacatct ctagtgaaat aaaeatgatt gagcaatagc 24 0 

aaaaac-eact gaggaccfcea ggacaectefc cctagagcga ttttcctggt cceacaoagc 3 00 

ttccaagagt ttaaetggat fcttgcaattt agcaaataet: caccctgcct ctgccttgtt 360 

atgtaacetg ttaecgtaac tagggaggec tgaaagcaag cgaagcaaag cggctgggca 420 

atgatcacac aggcaatgag ggcaggagcsa ggaettgaat gtcateetce egtggaccac 4 80 

tctgtectcc cttttttgtc rtccattgtg taaataatgfc fccactaatta tagaagaece S40 

agtaaataca gagaagcgta aagaaagaat gttcaagaaa eagatactec tccctaccca 600 

aggctaaeta atattagcat- ttgggaaaat attcttcatg agttgttttg gaaactcatt 660 

tttggttegg gacagttcac acctgtaatc tcaatacttt gggtgcccaa gttgggagga 720 

ccacttgaae teaggagttt aagaecagcc tgggcaacat ggtgagatcc catttctcta 78 o 

aaaaaaceaa aaacaaeatg ettttttttt tttctttttg agacggagcc tcgctctgtb S40 

gccccaggct agagtgcagt ggcgggaccc cggetcactg caagetetge ttcccgegtt 900 

eceactattc tcctgcctca geetccegag tagctgggac ttcaggcacc cgccgccaca 360 

cccagctaat ttctttttgt atttttagta gagaeggggt t 1001 
<210> 239 

c211s- 1001 

<212> DJIA 

<213> Homo Sapiens 



<22C> . ' 

<221> variation 

<222> (SOI) . • (601) 

<223*:> baySNP57734, S501C 

. <400> 239 

gtttagttgc tgggaggttg ggaggjtectig ggtaaggtga gtgaaagege ctggggagct 60 

cagggetgta gggtggaaae attttaacaa eeggtgcagc tgactgtcag tcagtactca 120 

tctgcctcte tgcctgtgtg ctcctcctec ctggeaeaga aaacatggtg ggggegtggg 180 

gaeatctctg gctgtctgat ggttatgctc cagaggggag gcctcagaga gcccagafcga 240 

cataaggcee ttgcatggcc agtectagcc tggtgaeccc acaaacgcct cctetgtttg 3 00 

eaeaaatetg gtttcccttg tecctatatc etgtcacaag agggggagee aaggfctetaa 3 60 

cetea*gfcgg etccaageec ccaeccteta ggctcccaag tccaggeccc tgcetctgct 420 

ecctgaaggg aceteagccc ccegccccte tgggccceaa ectttttgee ttttcctttg 480 

ycLi cgegct tttgattget atttftttrtc accgcagctg cccectcctc etcttctfcee S40 

tccctceteg cgcctttggg agtgcctgag cgtggagggg gaaacaaggc tgfcgaacfccc 600 

tcaccctggt ttgcaaagtg cttccaacac ceatgtctca cttggatgct ccceaeaacc 660 

acaagagagt cgaccecatg ttattattag ageceaaaaa ggctaagaea cctgcctgag 720 
aeegcatragc tateaaagcg ggggtcaaga tgccctgcac gttgtcfcgac tctagacctg • 780 

gcaaactcct tacctageac tgtetcgtat gctgtaagga cectctagcx ccccgceccc 340 
aggaecaect caagatgeea ccacaccaga agcccttgcc atecacctfct cttettcagg . 900 
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gettecttgi: caggactgec ttccccaacc agaaacatgg ctgctgagct cttcefccejea 
ctggctgggc tecctgaggg gecctcgtcg gcctdcccil ^? c *9Sgci: "tcctcgca 
<210> 240 

<211* 1001 

«s212:* DNA 

<213* Homo Sapiens 



560 
1001 



«s220> 

<22l> variation 

<222> (501) . - (501) 

«e223> baySNP5763? / Q501A 



<400> 240 

gattcacccc 

ctccaggtga 

tcagaaacag 

ttagtttgtt 

aetccgatta 

ggeageatot 

gatttttaaa 

dagagaggag 

gcagaaccta 

ggttcctggg 

aataacgaaa 

aeatcactgg 

tgtaatccca 

cecageetgg 

gtggtggtgt 

acctaggagg 

cgcagtaaga 

<210* 241 



agacctactg 

ttcttatgct 

agtceeggac 

tgtttctgtc 

ttcttctgca 

taadacctaa 

acaaagcaaa 

agagagaagg 

cccgctaccg 

aaatcagaaa 

catctccgtg 

acfcgttgtgg 

gcactttggg 

ccagtatggt 

geacctgtaa 

cagaggttgc 

cfcceatctga 



aagcagaagc 

catggaagtt 

tctaeaggtt 

acccatattc 

tgttatatgt 

ctaeetagga 

tctgtgaaag 

ggteegtgta 

rggaaggtgg 

atgagataaa 

actgagtttc 

atgttaataa 

aggctgagga 

gaaaccccgt 

tcceagetgc 

agtgatctea 

aaaaaamagg 



ectgggggct 

tgagaacege 

tgttggtcgg 

aaccagctgg 

gataaaccat 

cacccaccct 

aaccaactga 

Cdtoatacgc 

ttetgttggf 

tctgtgctct 

dtcaecggaa 

gcatttgagc 

gggcagatca 

ctccaccaaa 

tcgggaggct 

gatcgcacca 

ettagccrgg 



cagaaaccta 

tgateaatge 

ttggttggtt 

actceacagt 

ccaectagag 

gtttacaggc 

attaaatcga 

tgtgcaccag 

aaccggetgg 

gfccgctgtgg 

aaatgagect 

tgggtgcagt 

ettgaggtca 

aataeaaaaa 

gaggcaggag 

ctgcactcca 

c 



ttctttaaga 

awccagtgac 

Sgtfcggttgg 

atagcaagcc 

taggattggg 

agaaataaag 

gaagtctagg 

aatggaecdt 

gggtcacaga 

gtcctgaaca 

aaagtagctt 

gccbcatgcc 

ggagttcaag 

ttagceaggc 

aatcacttga 

geecgggtga 



<21l> logi 

<212> mm 

<213> Homo Sapiens 

<220* 

<221> variation 

c222> (501) . . (501) 

*223 > baySNP57 8S3, C501T 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
760 

. B40 
500 
960 

1001 



<400:> 241 

tgaaggtgtt tagtctggaa ggaaatggag attttccagg acaggcaagg ggaaagagac 
tgaggaaagc gtatctgcag aggcctggag cggttagaag atgtgctrtg tccaggtgcc 
tacagtctgt_.g^gcgtccg.a^ scajrgggctc tacctggaea cagcgaggag cgagatcaaa 



60 
120 
180 
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taectggato aeagecgagt ccaaagceta ggacttcatc ctgggagcag tgegtaggga 240 

tggeggtcge cccgccacag ccttggctcc gocatctttg aaaclglccc atcf cccffa 300 

aygctcctcc ttctgaaeee cagagctcca etctgcaccc atgetctagc cteacsaccaa 360 

ggactttctt ggtaagagae ggacagttcg gtgaagtgrt traaagccta caggettaga 420 

taatggaaga gagagetceg tcctcacact ccfctfcctgct gagcatgaaa tgcccggtta 480 

crtcaccagtt gtgaagactt ygcttgtgaa tgagaeggtc agttcagcgg tggcttetga 540 

gaattctaag aaagcaaaac aatgttag£t ettcecegtg gtreeetaca tectecagat GOO 

auccccacte cccttttgag atatctaggc teeetgaaac ccctttctct gaoacactgc 660 

acagacactg aagat-agaea aattegaaag gtgtaagaet fcatettceat gaccggctta 720 

gtaagaagca gatccgttca gcaattgata gacaettggt ctttttfccca cgfcttfcgctg 7B0 

ttatgaatat tgctgetgtg aacattgacg tacaggtttt tgtgtgaaea taagMtcct 640 

gttctcttgg gtaeaeaecc aggggfcggtg gaatdaetgg gteacacagt aaetctgtgt 900 

tttacttttt gaagaactac cagacttett tettttttfct etttcfctttfc ttfcttttgag 9*0 

aeagagtctc attctgttgc eeaggetgga gtgcagtgge g ' l0Q1 

<210> 242 ' 

*211> 724 

<212* BMA. 

«£213> Homo Sapiens 



<220> 

<221> variation 

*222* (224) . . (224) 

<223* bayaNPS7854, A224G 

<400> 242 

atgeaegcat gcacacacat acgcacgcac acacaeatac gcacgcacac aegeacatgc 60 

acgcacacac aeatatgcae gcacacagta tgtgaccatc ttccatgcce cfcgoecacta 120 

ggcataacag ccctcactet gccctcaacc ccgcaaatct catcctcatc aaccteggct iao 

scttecagca tgttfce£cut gccttiggtgc ttcactctga gacreaggga atgttagaca 240 

cgeccagcct ceagcctagc gtatgatatt cttaaagcgc aggccgtagt ctggtacacc 300 

gtattcagot gagatgtttg tgaaagtgga ggggataaca cgcetcacac aaaaeccacc 3 60 

gcagtggttc tcaaageage attctggage catagcatca gcatcacctg ggaaettact 420 

aggaatgaaa atgactggat tcaccecaga cctactgaag cagaageect gggggctcag 480 

aaatctattc tttaagcctc caggtgatte ttatgctrcat ggaagtttga gaaccgetga 540 

ccaatgeawt cagtgaetca gaaacagagt cecggactct aeaggtttgt tggttggttg eoo 

gttggttggt tggttggtta gtttgtttgt ttttgtcace eacattcaae cagctggact 660 

ccacagtata geaagccact cegattafcfcc ttctgcatgt tatatgtgat aaaccatcea 72 0 
ccta 

<210> 243 



<211> 1001 

<212> DMA 

<213> Homo Sapiens 



724 
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<220> 

<221> variation 

<222> (501) . „ (SOI) 

<223> baySNF58295, GS01A 



«400> 243 

attacaggea tgagccaeeg tgaacatcea tggctaattg tttaaaaaaa ttetgtagag 60 

atggggcctc cetctgttec caaggctggfc ctcaaactcc tgagctcaag agatcctcct 120 

gcctgagccc tceaaagtgc taggattata ggeatgagee acntcacgag ceetttctta 180 

cgttagatgc agtactcccc tataaaactrc acaaaacaga aaatgaatag aaafcaaoatc 240 

caacatttga gcacctgcta agcactgeta ttfcfcaattgt txcagataet taatgctcat 300 

aaaaacagca gaacaeagge atcgcgattg cacacatgct acagttgggg aaggtgaggt 3 so 

gcattgaggt taagtattat ceaaagteaa ceetaataat tggttaaaaa aatttgaacc 420 

eaggttgtgg gctctaaagt cagaceeatt taaccaceat gctceaetaa gfcatagagat 4ao 

tttaaataaa tgagaeaaaa rtatgeatac caaagcfcact gttttcttga cgtgcecaaa 540 

cagatcttgc eeatccettg acatcatgta cttcactttg gagaccactg tctgatacag 60 0 

actgtaaate tgcctataca tacaectttg gtaegagfctt ctttcatctt cettcettfct 660 

cctgccttct ccetcctttc ecttotttta tatttattta tttattfcatg acaggatcte 72 0 

attetgtcsac ccaggttgga gtccaatgais acaatcatgg ctcactgcaa eefctccacte 780 

etgggctcac aceateetce eacttcagcc tcccgageag etgggaeeac acgtgcacac 840 

aaccatgetc agcfcaatttt tgtagagatg aggcttcacc aegttgceea ggcgggtctc SOQ 

gaactcetag gttcaggcga tctgecegcc taaaeetcec oaaatgetga gattacaggc sso 
atgagecact acaccaggee cctteettte ttttaaattt c - — 

«s210> 244 

<2X1> 1001 
«212> * DNA • 
, <213> Homo Sapiens * 



<220> 

<22l=> variation 

<222> (501) . - (501) 

<223> baySNP58402, GS01A 

*4Q0> 244 

ttgactcgcc occagagtcg catcagtgcjt catgagagca agcggatgga caccagctcag SO 
aggggacctt tgcagagaat tgcacctggt gcataaaata tcaargtgca <saggatgt<sfc , ' 120 

. gcaetacetg cagagaaaac tggagaeatg aacattttct aagtgatagt gateagaaga 180 
tggteantaa gctgaaaggg cctcccagga ttctggcctt taatggaaat tcggccctgg * 240 

tatgtacagc cttgttetct ttsatcctgcc tgccctggce tggaagaaca ageagtgctt 300 

tcctttcaag ggccattgat ttetctctefc ctcagagcca cagagefccct cagcfcgtfcca 360 

ctcttcagct gaaaceagag aaatcttgtc cagcacaaag ctgccaggga aacagaatta 420 

gcaaaacgga cgtcgtcccc t'eaggatgtc getgtfcfccea ecctggtctg ccttgccttt 480 

ccctgtcttt ggaagccaca ratgaaagga tatcagctag ettgecttga gaatfcantgt S4 0 

cccteaceta ttctctctct tetcaagcca acagetttea.cccagcagtg aagtggcaga S00 

gcagatttgt ggccccaaat ctcctctaag aaceccggaa attggcccca cctgagggcc 660 

tttgagggtc aggcctggea tecactaaat cctecctgtc aacacagcca ctttgtcagt 720 

ccagcctgcg agtcagtgcg agacagagga tgcaggcacc acaggggaag aagaaaagea 780 

agctggaaat atatttgttt cetttgcccg ggateattcc cagcacctaa aeeaagfctct 840 

ccccagaccg gecaagac.tg .aggaggagtc_agaatagagt ttgcagcagt eatagatcat 900 
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gtgggaagac agaaaacaaa gggtaaaaag aatrtcafcat acagatctct gcegfcttgct 
ttcagtggca ttcafctfctgt gaagccccca gtgacagctt e 
<:210> 245 

*2ll> 1001 

<:212> DNA 

<213> Homo Sapiens 

<220> 

<221i» variation 
<222> (SOI) .'. (501) 

<223> baySN&58407, G501T j • * • 

e40O> 245 

gatcccetgg gtgaeaatgg ggttgaco^g aaaggggcta aagggaagnt tetggggtaa 
tagtagggtc tanatcttga tagggttatg ggctacecag gtgeatgtat gtgfcttgeea 
aaactcagag aatggtttee ttaagagctg ageatetgcfc tgtaagtaaa tfcttacctac 
aatagaaaaa tecgaaatga atattgaact ctagttaatg atctgctgga gtgcttaggg 
atgaagtgta ctgatgeceg caacttactt tcattaaata aacaaagacg gctgatgaat 
ggatagaggg ataggtagag aaataggtga taaagcaagt agagtaacat cttaafctgta 
gactctagga gcagggtcta tggggatcca ctgtaccttfc cttcacactg ttcfcaaatat 
ttggagattt tcataataaa atattggggg aagataattt ttaaataeag aggtactttt 
caagtacaaa tccagcaafct Jcgaggtggaa gaaaacagec agagaccaag tccgtatttg • 
ggagaagaaa gagggatggc atttaatttt cctacaaccg cttttctgaa gccagtataa 
cttagcatga aaccagggga agaatteaae agetacttgt gaatggatag agggataggt 
agataaatag atgaaatgaa acamecaaac agaatagtte acetattctg aeaaeatttt 
<acagaaaetg aetcaacccg ttgttcagct gcnctgctca cetgaaccaa ccctgfcattt 
ttoatatttt caaaattgtt ctgfctcaaaa ttgttfcocat tttcatcttc titagttaaat 
cacctcaata aacatttatt .catrtgtatg tactaeataa gaaacggagg cagagctctt 
tcaaaacaat aagaaaaaga tgaatcacec aataaggagg aaaegaacaa atgaeatgaa 
eoatcactta anaggagaaa tacaaattgc caaegaatca t 
<210> 246 ' 

<211> 1001 * 

«s212> DNA 

<2X3> Homo Sapiens . 



<220> 

<221* variation '™ * 

*222> (5bl) . - (501) 

<223=> baySOT>5B440, TSOIC 

<400> 246 • 

gaatgtcagc tceeagactt eagccttcag aaaggaaacc cattaecgtt eagtcgaaca 

aatgtcgtct gagccccaga tctgggctca gaggecatct aggctatgag acaagagggg 

aacaaagcac cgtctgcact cactcaccac aetcacttge tgtceeaggt cacacccate 



-149- 



24 0 
300 



gggtagagaa tctaagaggc tgagetagct cccgecacca geccagecca eeccacetcra 
ccccctcctt cctrccacaa aatatgcacc acclgtcaaa iggtglgcag tgccalgclt 

gcatacagag cactgagtgt aaaageagac atggaccetg acctccagga gcfcteciatt * 360 

fctettgaaga gacaaatcag ctggcattfec agtceagtgt gatctgctet tggtgagcae 420 

agacctaggg agttggggca gccteccaga agaactgcag tccagletga glJcagagaa Hi 

atgaggggaa tggcgaggaa ytggggagca ggggggagct cagtagagag Icaagiglgg 540 

gaggegagaa gtccgtgttg ggccaggagc taeedtccgg cggccacagc csaagtLag 600 

gatgcctttg gaottcacce ccactrtctct ctttctgtat gtageegtcc aagaaeaagt 660 

cacctccaag tgtagccgga fccaaggcaag ccccccatct agcaageacc tgatgcdacc 720 

cagaactggg ettctteaga acaatecgag tecaggaatg atcccactca ceaggcacca 790 

gagctgcgag ggcatgggag cgatcteace aaetefcgggg aagcggeaag gaatttecae a 4 d 

eeccagceee cagtgtecca tectetcaca eteaggccag aetccoetgg Scagacttga 900 

ctctgtetgc cageatatge agagyceeaa ggccacccea ecagaagtgc ceetgcctgg bco 

gttetgtccc agctccctgg gcaceeagtc cttgagtccc c ■ 10 oi 

<210> 247 i0Q1 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<i22l> variation 

<222> (501) . . (501) 

<223* baySNP58S25, C501T 

<400> 247 

tttcctggac acaattttag taaagtgtaa acctttatca fctetttagtg tctgtactag 60 

tctgttctcg cattgctata aagaattaee tgagactggg taaagaaaag aagtfctaact 120 

ggetcacggt tecaeaggcc gtacaggaag catggctggg gaggcctcag aaacretfcaaa 190 

accagggeaw daggtgaaga ggaaggaggc aygtccatsat ggttggagca ggaggaagag 24 0 

agcgaagagg gagtgctaca caettttaaa eaaceagatc tdgetaagaa ctcactatca 300 

egaeaacagc aaggagcaag tctgceecca tgatceaatc acctctcacc atgcmectee 360 

tceaatacta ggggattaaa actcaaoatg agatttgagt ggggacacaa atecaaacca 420 

tatcagcgtc cangtatatt cctaattagc ttttaactct" gtaaccagcg tattaatttc . 480 

tgagagetae tgtaacagtg yeaecaactg ggtaactgtt tgtt;gcaaaa eaaaeaeafcc 540 

dtetcacagt tttacaactg tttgttgcaa aaecaatgoa ttctcteaca gtccttgagg 600 

ctaggtgtct gaaataaagg tgtgggctgg aecatgctcc etctgaagcc ttgaaggaag £60 

aatccttgcc cgcctcttcc agccfcetggc agttgctage aaeccctggc attcetttac 720 

teattgacto ateactccaa cctccgcctc tgccttcafca tggeectacg tctcfcgtttc 780 

tgtgttcaga ttttcetgtt ctcacaagga cacaagagat attggattta gggcccatcc B40 

taatcaagta caaeettgtc ttaacctgat tacatctgea aagtcectaa ttccaaatag 500 

gageatatta aeaggtttca gttggacacg aattttgttg gggggacact aeccaatcta 960 

gtacaaccag ctattaacgt agctgatgca ggatrcfctttg c 1001 
<210=> 248 

<211> 1001 

<212> DMA. 

<213> ' Homo Sapiens 
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<220> 

<221> variation 

<222> (SOI) . . (501) 

<223s>* baySNE>58533, T501C 



<400> 248 

atttgactta gaaatectea gtagaeatta tgaaattaga gateagtaat gttctagttg 60 

aaaaagaeat atactcgata aaattgcttc ttattcxfctt ggcgttaetg tggtfcaagag 120 

tettgcgctg taatgatcte agjttaaaaat agfcaaaaaga atctettgaa tactgtggtg leo 

.gaetctgcac agfctcatgca acaagaggca tggttaectg cccatatagc tttgtttgta 240 

teagecagtt gaaatgteaa eacggtteet tacecactga ataatttcac aaccetcctc 300 

ttaatttggt tgetttggac acattctatc etggaaacaa aatctaggec fecataataea 360 

ttcggaaata atagattcat gttctttttt tecagctggt aetggtagag tttaeacatt 420 

"tactcctgca ccataggaac agctgcttaa aaagctgaag tgtgtatttg attccattae 400 

attggcacaa tagaaagtca ygtaaaagag ggagaetctc teagcttetc eatatttgga 540 

aaattaattc ttttaagtgc ttfcaaaaaaa atccctacag gtggteagac tctatgaaet £00 

taggaccaga aacgacetca tcaccttcag etggtctaaa gtcgtctttg gctgctgcac 660 

acttcacaaa. atcttgtcaa fctatgattgt ttttcctagt tataagtect tctggafcaca 72 0 

ttcttatage atttattttt atcgettatfa taaetacaca aaatatttcc attggtgtea' 7B0 

aaacgtcatg tcattgccaa atagattcca tttcaattte tagaaattat tggaaagtta 84 0 

atacceacac tttaatggoa cccttgctgt Sgtattaaat catgttctat tgaaattcac 90 0 

aagaatcaaa actacretge gtttatccag aataaageae cagaacagtc aetttttgge 560 

cgtettgccc attaatttet atgcttgcac tttctettta g ^ looi 
<210> 349 \ 

c211> 

<212> DNA 

<213* Homo Sapiens 

<220> 

<222r> variation 

<222=> (501) . . (501) 

<223> baySNP5B544 i AS01G 

«400> 249 

gtggaatcca tgaacagttc gtaagtaaaa ttaettgttt gtttgeactg atttgctaag 60 

gaaggaaaac tttaaaagta gtcgttgttc ttaagaaagt taaacttata gcttaagcta 12 0 

tggtatattt tatactgggc actgtgeett cctcataata ttottactaa atatttgttg XBO 

atttaagatg ttttttactt eatcacatgt atttagcaga gtaaattctt ataaaagaat 240 

tctateacat tettgtgaea aagtatactc eatgotaaat gtggtactaa ttacttgagt 300 

gtgaaggtga agatttttec tggcaaattt ggaaeagcag cttaaaaaat aggtaataea 360 

cagctgaaga gtctttcttt ccagattcaa ctcafcatacc taetatcttg aettcetcta 420 

agcctacata tctaaattct agaaaeeaco aeattcactt attaaacaea' aatgcoaagc • 480 

a rqcatct aa tatttattae rttaeatttt tatttttatg aaataecgat tgaaacaaat 540 

agtcacecag gacaggggtc efigaacccct ggaceaegga ctggtattag tctgtggcct 600 

gttegtaacc gggctgcaca gcaggaggfcg agfcggcaggt aaatgagcat fcactgccfcga 660 

tctcegcccc ctgtgagatc ageggcggfcg ttagattetc ataagagcac aaatcctabg 720 

gtgaactgcg catgtgaggg argtaggcgg tgtgcttrtt atgagatctt aatcaatgcc 7B0 

tgatgatttg aggtggaaea gttttatect gaaacxatcc cqcctgeetc etggccatgg 840 

aaaaattgtc tttoacgaaa ctggtcctig gtgcfcaaaaa ggctggggac cactgatcta 900 
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gggcatagct agtttttgce atagctafcgt cafcaactaga tgtgttgtga taaaatctea 
cctgtagatc tgagttgage atatcageec acttcacngc a 9 "^ a taaaatctea 
<210* 250 

<211> 1001 

<212> DNA 

<:213> Homo Sapiena 



960 
1001 



<220s» 

<:221> variation 

<222> (501) . - (501) 

<223> baySNP5871fi, C501T 



<400> 250 
gagagaaaag 
cageaagega 
• cceeaggagg 
gttecegtgg 
tccccagcgg 
cceagtggca 
gagagfccgcg 
ctggecgagg 
gtgcgcccac 
ctgtcccggg 
caggacgcac 
cgctgtaagc 
teeaaggaea 

gggttggctg 

dcfcgtgtccc 
gtggagecgc 
eaggataggc 
<210> 2S1 



gaaggaaaga 
gtaggagtce 
gcacggaacc 
gagccatgaa 
aecacafcggg 
efcggccgaag 
agggeegggc 
ctcccgtgce 
aoetgetggc 
caagetttgg 
gccagagcct 
cccaggctcc 
geageectgt 
agtgggaget 
ctgagacctc 
ggeagtgttrg 
cctaagcctg 



cgageeeaet 
cagggctggg 
acctccctct 
gctgaacgag 
cttcctgcgc 
atgdtggttt 
eceacegage 

egaggagttt 

ygcagaaggg 
ctacatgegc 
ggetbtigcaa 
taaccaccga 
gggcttggtt 
gcagggccct 
ctgcttctct 

ggddctxtga 



tctcaggaga 

gtccaggttg 

ctgatctgct 

aggagtgcag 

aeetgggggg 

gtcctcaagg 

etggtggtgc 

geecttgcca 

eeggcggcec 

ctggtggtae 

cgccgctcat 

gefcgegggcc 

gaagaagagg 

gccagcctcc 

accctgcatg 

gc c cagggga 

gtcaggaaac 



ctzctagggae 

eetccggagc 

gccatctctc 

cccactatga 

gcccagggac 

goaacetgec 

tggaaggetg 

tctgctttga 

aggaggeetg 

gcgagttgga 

eetggaagtc 

tggagaatgg 

gcagcaggtc 

tcctagguaa 

actggtatgg 

gccactoaaa 



ettagggaca 
cggtgctgttr 
ttgcctcaca 
.aeteagcgac 
cccaccgacc 
actctcettt 
eaeagcggaa 
tgeeeetgga 
ggtgaaggtg 
gageeagttg 
tgttgecage 
ceactgcctc 
tgcagggtgg 
ggggeagagc 
ccaggagate 
atgcgaggaa 



<!211s> 1001 

<212> DNA 

<213> Homo Sapiens 



£0 
120 
180 
240 

. 300 
360 
420 
460 
S4 0 
£00 
£60 
72 0 
780 
640 
900 
960 

1001 



<220> 

<221> variation 

<222> .{SOD . - (501) 

<223:> baySNS>5fl736 / GS 01A 



<400> 251 . 

eactctg'caa ctctagaett tgggttctgg gtaeaacagt ggcfceggcct gggcectggg 60 

cacateaott cacctctcgg tgectecgct gectcaccca eaaagtgagt gtgtcactga • 12 o 

aagtcatcgt cctcccgcca attgcgaagg acaaaagaga ccaaagctce gatagcacgt 180 
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aegaatgeta ggcacggccg grccgaecae cgcgccgccg eeaggtccgg cccatggcag 240 

gctcgggtga eectettccc ctgaagcacc cgcagtcgee tctgcccaag ttggtgaccfc 3 00 

cagetgggco eatgagaaac ceeggccggg ccggctacga ccttgagcgg eggcctccgg 360 

gtccccacgt aagccgctac ctctcaccag tgttcggcac ctdccgatac eaggcgeggt 420 

agagctcgcg eaecctccgc ttggcctcgt teatgteceg actgaaaatg ggettcacga 4a 0 

aggtgctggc ggfcagaagta rcttggegga cgccgctcca cgccatcttg ecaaagcatc 540 

caetecacaa ccccacceefc ttgcaagcag cgegcgcgga . ccgcgggega atgtattttc 60 0 

ccattggcta aggaggaacg ccccgcctgt atgctgggtg ggcgggagga tgaetetgag 660 

gctctcggat tggetgggaa gcetetctct ggctgagega acggtgggtg ctgcgcatge 720 

tcatccacag aaacgeegct tggcccttgg actacaccat ctgtcgctcg etetaacgag 780 

ccggcgttgc egccagggga dgcfcegggees geaggaggte getgggtcgt gagctggcgc 940 

cggggacgcc gagcgactgc ggggtcteec teagcgtcct gctatecggc tgccegeegc doo 

gctccttggt agtgtccgtg ggcg^gca^g ccttgaagaa eeceetegtg gcgggaeccc 36 0 

sraggtaactg ctgaggeaga eaatggcgec tgggctgcgg t 1001 
<21Q> 252 

<211> 100X i 
<2X2> MIA j 
<213> Homo Sapiens 

<220> 

<221* variation 

<222> (501).. (501) 

<223> baySNPSBddS, A501G 

<400> 252 

eeagaggttt tteatcfctct aagatggaaa etctaeccat taaacaacte eeattcccct: 60 

caccccacag cecctggeaa eeaccattct aetttctgec tceafcgagct tgaetactafc 120 

acctcatatt tgtctttctg tgactggett atttcactta gcataatgte ctcaaggttc 1B0 

afcccgtattg tagcatgtgfc tagaafefefecc tttttfcttaa ggetgactca tattctattg. 240 

tagtatgtec catgttttgt tcatccatte ateagttgat gaaatttggg ttgcttctac 3 00 

attttgccta ttgcgaatag tgctgctgtg aaeatcagtg tacaaatatc tcttcaagac 360 

eccgatttca gttctttttg gatataeatc cagaaatggt tgctgaatta tatgataatt 420 

ctatttcaat tttctgagaa attgecatat cgtcatccat aatggetaca ccatttttac 460 

attcctacca cctgagtcca rggtteccat ttgtctaeag eettgecaac aettgtcatt 540 

ttctgtttat gfcgatagcgg ecatcctgaa tataaagtga tgtttcatta cggttteect 600 

ttgcatttgc ettatgaeta aegatgttga gtactttttc atgcgcttgt tggcaagtga 660 

tgttctttta aatgtgtact atgfctcttta tggteaaaat aaataattta ttctgtgfcaa 720 . 

ttttccaaac cacaeaaett cttggaagge atgtttaagt gctcacataa taaaacagta 700 

eatttottee ttgeaaacag ccctacacca eatacttttc catttetggc tctgtetgec 840 

aacttcaatg ggotgtcctc agggfctgggt tggctggagc ggccctgtgt gacaggcatg* 900 

tgagtgtccc tgagcaccgfc aeagatacta gtctgcattg tcaaggagtg ttttaagtct 960 

ccacctcagg gtgatgaetg ctttggtagg aaaggaggca a 1001 
*210> 253 

<211* 795 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<22X> variation 

<222> (295) . . (295) 

<223b> baySttP58B09, T295G 



<4Q0* 253 
gat tat a tat 
aaatatatgt 
tcctgctatc 
acceccuttt 
aatcfccagtg 
gcatgtccte 
cttttcaaaa 
gctggagagc 
tcefcecegec 
acttttaaaa 
aatteetggc 
tgagccacca 
acaaggtgcc 
cetcgacctc 
<210> 254 



atatttaatt 
aatcgtgtgt 
tccaagagtt 
acccagacte 
aectggtecc 
cccacatcct 
aattattatt 
agtggtatga 
tcagcccccc 
tttatttttg 
cteaagtgat 
tecctggcea 
attctcttge 
ctggg 



atgegtgtgfc 
atgtatafcgc 
tctatcccaa 
tgttgetcca 
aaagcctgtg 
tttectggga 
attattactt 
teatggctca 
agakagctgg 
gtagagacaa 
ectcctgecc 
tcattataiia 
ccaggctgca 



gtatatatat 
atgtataeac 
agattatgrt 
aattcaagtt 
trtttgaefcca 
aggaactatc 
taagagacmg 
ctgeagtctc 
gaetacaggc 
agtetcacgt 
eagcccceet 
aattcattta 
gtgcagtggg 



gtgtgtatac 
acacacataa 
ttttgttfctt 
gcccaccctt 
tttgaagact 
ccaccctcaa 
ggfcettgctg 
gaactcctgg 
gtgtgceaec 
tgttgeecag 
aagcattggg 
tttattttaa 
acaatcatgg 



acacataatt 
ttaaatataa 
ttatccattt 
ctctteccat 
aaatktatct 
agtacattga 
tgtcacctag 
gctcaagtga 
atgccdagac 
gttcatctga 
attacaggcg 
fctfcgattgag 
ctcactgtag 



<211> 756 

<212* DNA 

<213> Homo Sapiens 

<220s> 

*221> variation 

<222> (256) . . (256) 

<223> bayStfPSSSBS, G256A 



60 
120. 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
795 



<400t> 254 
atagecagtfc 
aaaataaaaa 
agcatccccc 
aggatccaac 
geatgagaca 
cctccctcca 
cagcctgcgc 
ccagtacagg 
acaetgggga 
gcccttggca 
ggtcageagg 
gcttggccaa 
sgaggggttg 



gcctagaata 
taggagtagt 
acgagaatac 
catgggcaga 
cggggratgt 
gtccagatgg 
tgggaaacaa 
aaagacacgg 
gggcgggaga 
ggtgaccagt 
tcactatcct 
cgtgaacagc 
aaaggccact 



gaaccaacta 
gcaagcactg 
caetcaggte 
aectggggtc 
tccgttggag 
eeccteeatc 
tgaaaatgcg 
ccacgtggaa 
agggaaagca 
gagaggtagc 
gtctctcggt 
tgaccctgacf 
gggaagaagg 



acagcggttt 
ggccacatea 
aaaaeatgat 
tggtgecagt 

ggtgggtatg 

cctcaacgtg 
atacgaacac 
ggtigagggec 
accagaggca 
eactgggacg 
gaagtaactg 
tccccaggca 
ttttca 



tatttttact 
ctacaaaaca 
atagfcgaagt 
ggagacagcc 
atgactcfccc 
accaaggatg 
atagaccaca 
tttgcecagg 
ttecacctge 
tggtgateac 
aggttcggaa 
acagaagacc 



gcaaaaaata 
agtgtatccc 
ggggatgaaa 
dcagfcgtcta 
tgaaagctte 
gagacagcca 
cattegagat 
aaggggagaa 
aaggcgtcgg 
taggctgtgt 
aagtggcgtg 
etctgggcag 



60 
120 

lao 

240 
300 
360 
420 
4B0 
540 
600 
660 
720 
756 
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<210> 255 

*211> 1001 

<212* DffA 

<213> Homo Sapiens 

<220> 

<221> variation- 

<222> (501) . . (501) 

*223> baySNP58926, GS01A 



<400* 2SS 
gteaggaggc 
acatccacct 
cccagcacat 
gactgeee-fce 
cctggccctc 
cggagctagat 
aegaagaggg 
ccattcagte 
ccaagctgct 
ccaacttctg 
gagcteatga 
ccaccactca 
cateaggttc 
eatgagcgtg 
acagacatcg 
gtfcacaatgc 
aagtaategc 
<2l0> 256 

<:211> 1001 

*212* 



tgtcaaagag 
ctgggagcgc 
Strggggcacc 
ttccaagctg 
agagtgggcc 
ggcagagecg 
aagcceaggg 
ctgcaeafccc 
ceeeaaaaea 
ctgcgtccta 
gtcectggyc 
gggagcegcc 
tgacagaaag 
gfcgtcctggg 
daattctgct 
aaactggtgc 
caatcacaaa 



cgeagggaca 
agacctggac 
caggetcggg 
gaatttteca 
cccaagggtsg 
ggfcgagcact 
accctgcefcg 
ctccaacagc 
rfcggtctttc 
tttgatgaaa 
tgcagacttg 
cgcgccttca 
aegtcagcag 
gacgggagca 
ttgcaaaaag 
ceagggcdec 
attctacagc 



ggaaggceag 
tcacccaggt 
cecxgcaaeg 
gggeactgaa 
rcceceatga 
geagggagca 
cagagacagc 
caatccaacc 
tggaagacaa 
cteageaccg 
gcccagcaag 
cctctocggg 
gaggtecaca 
gcaggaagga 
acctceaaaa 
cattccccaa 
agcaggcggg 



caccaggtgc 
gcacggcoag 
agaatgaggg 
gaegaattsa 
aggagagcct 
eacgtccaea 
egtigaaacca 
acttageggcc 
cccatcttct 
cegcrtgctc 
aggtggcacc 
ggagcgacac 
gectgcagag 
agccggeeag 
aaggcttgtt 
tcttgggaat 



aggaggaccc 
ggcagccaac 
tggcagagea 
gaagtageag 
ckfcctggtga 
catggtcctc 
tcagtactag 
gaagaaagag 
gcagtgcttc 
cygcggagac 
cagaggagee 
tggaggcagc 
acacagttct 
cgeticccgce 
tggagggcat 
agcagecctd 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (S01) . , (501) 

<223> baySNP5B368, T501C 



60 
120 
180 
240 
300 
360 
420 
490 
540 
600 
660 
720 
780 
840 
500 
560 
1001 



<400:> 256 
ccgcgcccag 
aaaaaaccct 
gcacagccac 
agtctgtgea 
ctamgaaeaa 



ccaccacttt 
caagttctgg 
agccaaaatg 
taagecteat 
gtggaeccca 



caatataaaa 
ggttgctgga 
aaaccagaaa 
cagacaaatg 
Sgggaaggag 



aggaagatae 
gaagacacaa 
tcacaggctc 
attagaaaee 
gatcctgggg 



gctgcatatg 
geatgaaaat 
tagaaatcat 
attctggaag 
gaaggaggae 



tttttaaagt 
gcactgctac 
aggetctagg 
ccmceaaaag 
acctctcaag 1 



60 
120 
180 
240 
300 
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agaagcaaac gcflceacacc geagggtaca eagccctgag gcceetgtgg 
acaaccgaga ggccatgctc tcagggtggg tyggccgggc atgggggcte 
ccccagcact gtgggaggoc gaggcgggtg gatcacgagg tcaggagatc 
tggctaacac ggtgaaaccc ygtctctact aaaaacacaa aaaattagcc 
gcgggcgcct gtagtcccag ccactcggga ggetgaggea ggagaatggc 
gaggcggagc ttacagcgag ctgagattge gceactgcac tceagcctgg 
gagaetctgt cccaaaaaaa aaaaaaaaaa aaaaaaaatc tcaacgagcc 
tgcaggtgga aggggateta gaagageaca caaggggctg ggtaeggttg 
taateecagc aectcgaaag gecgaggcag gcggatcagt tgaggtcagg 
cagcttgtcc aacatggega aaccccatcfc ctactaaaaa tacaaaaaet 
agtagtgegt gcctataatc ccagctatfca cagaggctga ggcaggagaa 
ccagggggea gaggtttcag cgagccaaaa. tcgegccact g 

<210> 257 

*211> 1001 , 

<212> DMA 

«s2l3> Homo Sapiens 



cat ccc cage 
eemectgtaa 
gagaccatte 

sggtgtggtg 

rxgaa.ee tgg 
gcaaeagagc 
tccctggccc 
cccatgcctg 
agttcgagac 
ageaaggegt 
ctgetfcgaac 



360 
420 
480 
540 
600 
660 
720 
700 
840 
900 
960 
1001 



<220> 

<221> variation 

<s222* (501) - - (501) 

<223> baySNP58985, .C501T 



<=400> 257 

ccacatteag 

ggggaectca 

agtccagcce 

cctgggaggg 

gtgeagagee 

gaccttcctg 

caaaactgcc 

aggectctgo 

cactattggt 

gtccataacc 

cgctgccctc 

agttcetcag 

gattctgact 

tygattctaa 

gaggtggagt 

eaacctttgc 

tacaggegtg. 

<2io> 2se 



aggacctcag 
gtccagcecc 
ttgggagggc 
caeaacaeae 
ectcagegrt 
ccatccgact 
tcceaggggt 
eaggaatgge 
.gctgegtgac' 
ageefcgetec 
tectaagefce 
aggaaataac 
taatttatcc 
tgtgaagcet 
eccgctctgt 
ctcectggtt 
cgccaccacg 



tccagcccct 
tgggagggca 
acaacacaca 
aaccecacgc 
catggctgtg 
gettcefctga 
agggetggtt 
gttcccacca 
ygtgtccatc 
aaggaetgtc 
aaactccatg 
tggaaatacg 
ggaaaggggc 
gaagttgaaa 
tgeecaggee 
caagcg&ttc 
cctggctaat 



gggagggegc 
caaeacacaa 
accccacgtt 
tcaggggaec 
eacagfcgcfcc 
gctaaafcgtc 
tggtcccggg 
aaaatgeaca 
tctgcccccg 
gtccctgctc 
ttttctttaa 
tgcaeecxgg 
eaggaateta 
aecattattt 
ggagtgcagt 
tcctgcctea 
ttttgtattt 



aatacacgac 
ccccacgttt 
caggggacct 
teagtccagc 
cagggaagag 
tggaagcaga 
cagtgaaaca 
ccaactggac 
aggagatgag 
ageatgetgg 
aaaettggea 
atcctcaggg 
tagtttcaaa 
atttattctt 
ggtgcagtet 
gcctcccaag 



cccacgttea 
aggggaeecc 
cagtccagcc 
ccctggragg 
eetatgtgea 
attgeaggaa 
gcceatctct 
aagecagaca 
agcctcccat 
gtgggaacea 
ccagggacaa 
gctgctecca 
agctfceteag 
tttccttttt 
cggctcacfcg 
tagctgggat 



60 
120 
iao 

240 

.300 
. 360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> * DNA 

<213i> Homo Sapiens 
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«z220s> . ^ 

*22l> variation 

<222> (501) . . (501) 

<223> baySNP59113, 6S01C 

<400> 25B 

atgaactggg aagaaatgca tgtgaaacaa ttcagagaac atttaaatac taaactgeat 60 

gggeactgaa ggtaagcaca atagtagctt agagaettaa aeaatgaatg taaaatgaag 120 

tagfctaggaa agacattatt gaaaagtggg cattaaaaga tggttgtgat eaataagcaa 180 

aaaggaeatt ceaagagaag ggaaaagaaa . atacatagag gtgagaccak gaacgeettc 24 o 

ataagaaaca gtaagaagac tggtgggtct ggagagaaga gccaggoafct gtgtatatgt 300 

ggggaataat ggaaaatgat gttggataag tacactagca teagafctaaa gatgteaaag 360 

ctaggtaaag aggtgcrtag atttgataca tcaggtatca agcagtggat gaggtggatg 420 

eatctaatag aaggatacag gataaateag aagtgatgta atgtaggcag acaeagccgt 480 

tacaaggetg ttaggtcagg scaggegeag tggctccdge ecgtaatccfc aataetctgg S40 

gaagctgagg tgggtggatc acctgaggtc aggagttega gaecagecxg gceaaeatgg sod 

taaaaccccg cfcfcctaecaa aaatacaaaa attagteagg tgtggtggca cacgcctgta 660 

gtcccagcta ctcaggaggc taagggaaga gaattgcttg aaeccgggag geggaggttg 72 0 

cagtgagccg agattgtgcc actgeacfccc agoetgggca acagageaag aetctgtetc 7BO 

aaaaataaaa aggctgtnag gtcggageag aatggagcaa baaaaagttg gacgacagag 840 

gtgatatgga gggaaaggag aaacctaacg aaggaatgat ctgatgaeat ctaaagatat 900 

cttaaaataa acagatgact tcaaagetga tacctggaat gactttaagg atggtatcac 960 

cattgacaca aacaaaxaat ttgteaatag agagaeagtfc t ' 10 01 

«s210> 2S9 

<211>' 1002 

<212> XSSK 

<213> Homo sapiens 



<22C> 1 -■ . 

«s22i* mi sc — feature 
<222s> (554) . . (5S4) 
<223> unsure 

<220> 

<221> variation 

<222> (501).. (501) 

<223s * baySNP59236, A501G 

<iA.Q&> 259 

gaatgctgca gtgagaatgg atgggtctaa actgacgcce acaggccecg ccaggtgcag . 60 

ccagcgectc gggctettgc cacaccttet tcctaggetc cctgagaagc rgagecacag 120 

caatgacagg ctggggacae aggectcctc aggcctgccc tggtgttecc dcctgaagag 1B0 

gacgccaagc cttgttccca .tnetggcccac tggtectcat gggcctctgg * agacccacag 240 

gagctcaeac ttgcttgctg gccaggataa gacaceaaga aggatccagg gctoageggg 3 00 
cccagctcaa ctgtgggtea ctgactgtce tgeectcagg ggtcceeeag accetgetgc * 360 
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tcctg<sfccaa gcagacctgc cetagecncfc agggttttag gaagattccc caaatggcea 420 

caaaectaat agggcagcac agaegggatg ttgcgggtgc atctgtatgfc atgtgtgcae 480 

aggtgectgt gcatgtgtac rcgfcgygeat agaeetgtat gtaeatetgt ctccatgtac 5.40 

gtatgtctgt gcgngcaeag atgcgataet gcgggtgcat ctgcatatgt gtgeaeaggt: eoo 

gcctgtgcae gtgtacatgt gtgcatagac ctgtgtgtge atetgtctcc . atgtaegtat 660 

gtctgtgtgt ggcacagatg ggafcactgyg ggtgcatctg eatgtgtgta eacaggtgcc 720 

t^egeatgtg tacatgtgtg. catagacctg cgtgtacate tgtccccatg tacgtatgce 780 

tgtgtgtggc acagatggga- tactgcgggt gcatetgcat atgegtgcac aggtgectgt B40 

gcatgtgtac atgtgtgeat agaeetgtat gtgcatetgt ctccatgtac gratgtctgt 900 

gtrtggeaea gacgggatac tgegggtgea tccgcatgtg tgtacacagg tgeetgegea 960 

tgtgcacatg tgtgcataga cetgtatgfcg eatctgtete ca 1002 
<21Q> 260 

<211> 1002 

<212s> DNA 

<:213> Homo sapiens 



*220> 

<22l> misc — feature 

<222> . (549) . • (549) 

^223 > Unsure 

<22Q> 

<221=> variation 

<222:> (SOI) . . (501) 

<223> baySNP59237. T501C 

<400> 260 

ctgcagtgag aatggatggg tctaaactga cgcccacagg ccccgccagg tgcagccagc 6Q 

gccfccggget ' cttgceacac ctccttccta ggctccctga gaagergagc cacagcaatg 120 

acaggctggg gaeacaggee . tcetcaggcc tgccctggtg ttcccccctg aagaggacgc 160 

caagccttgt tcccamctgg eeeactggtc ctcatgggcc tatggagacc cacaggagct 240 

caeacttgct tgctggccag gataagaeac caagaaggat ceagggctca gcgggcccag 30Q 

ctcaaecgtg ggtccctgac tgteetgcce teaggggtcc cccagaceec gctgeeectg 360" 

ctcaagcaga cctgccctag ettttagggt tttaggaaga ttccccaaat ggeeaeaaac 42 0 

ctaatagggc agcaeagacg ggatgttgcg ggtgcatctg tatgtatgtg tgcacaggtg 4 so 

cctgtgcatg tgtacrtgtg ygcatagacc tgtatgtaca tetgtafceea tgtaegcatg 540 

.tctgtgtgng cacag'atgcg ataetgeggg tgcatctgca tatgtgtgca caggtgcctg 600 

tgcatgtgta catgtgtgca tagacctgtg tgtgeatctg tctccatgta cgtatgtetg 660 

tgtgtggeac agacgggata ctgygggtgc atctgeatgt gtgtacacag gcgcctgtgc 720 

atgtgtacat gtgtgcatag acctgtgtgt acatccgtct ccatgtacgt atgtctgtgfc 7a 0 

gtggcacaga tgggatactg cgggtgcate tgeatatgtg tgcacaggtg eetgtgcatg 840 

tgtacatgtg tgcatagacc tgtatgtgea tctgtctcca cgtacgcacg teegtgtrtg 900" 

gcacagatgg gataetgcgg gtgcatctgc atgtgtgcae acaggtgcct gtgcatgtgt 960 

acatgtgtgc atagacctgt atgtgcatet gtctccatgt ac 1002 
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<220* . _ 

. <221> variation 
e222> (SOI) . . (SOI) 
<223> bayS)«>59113, G501C 

<400> 2Sfl 

atgaactggg aagaaatgea tgtgaaaeaa tteagagaac atttaaatac taaaetgeat 60 

gggcaetgaa ggcaagcaca atagtagcfct agagacttaa acaatgaatg taaaatgaag 120 

tagttaggaaagacattatt gaaaagtggg eatcaaaaga tggttgtgac caataagcaa 180 

aaaggacatt ccaagagaag ggaaaagaaa atacatagag gtgagaccaa gaatgecxtc 240 

acaagaaaca gtaagaagac tggtgggtct ggagagaaga gccaggcatt gcgtatatgt x 300 

ggggaataat ggaaaatgat gttggataag taeactagca tcagattaaa gatgteaaag 3 go 

ctaggtaaag aggtgttcag atttgataca tcaggtatca agcagtggac gaggtggatg 420 

cacctaatag aaggatacag gataaatcag aagtgatgta atgtaggcag acacagctgt 4 B0 

cacaaggctg ttaggtcagg acaggcgcag tggetcecgc ecgtaatect aatactctgg ' 540 

gaagctgagg tgggtggate acctgaggtc aggagttcga gaeeagcctg gccaacatgg 6oo 

taaaaecccg cttetactaa aaataeaaaa attagtcagg tgtggtggea cacgcctgta 660 

gtcccagcta ctcaggaggc taagggaaga gaatcgcttg aacccgggag gcggaggttg 720 

cagtgagctg agattgtgec actgcactcc agcctgggca acagagcaag aetctgtctc 780 

aaaaataaaa aggctgfctag gtcggageag aatggagcaa taaaaagttg gaegaeagag 640 

gtgatatgga gggaaaggag aaacecaatg aaggaatgat ctgacgaeat tcaaagatat 900 

tttaaaataa acagatgact tcaaagctga tacetggaan gactttaagg at g grate a c 960 

cattgaeaca aacaaataat ttgtcaatag agagaeagtt t 100X ' 
<210=> 259 

<211* 1002 

*212> DMA 

<213> Homo Sapiens 



<230> 

<22l> tniec_feature 

<222> (554) - - (5S4) 

<:223> Unsure 

*220> 

*22l> variation . 

<222> (501) . . (501) 

<223> baySUP5B236, A501G 

<400> . 259 

gaatgctgca gtgagaatgg atgggtctaa aetgacgccc acaggccccg ccaggtgcag 60 

ccagcgccte gggctcttgc cacaccttct tcctaggcte ectgagaagc rgagccacag 120 

caatgacagg ctggggacac aggectectc aggeetgcce tggcgttccc ccctgaagag 1B0 

gacgccaagc ettgttceea roctggceeae tggtceteat gggcctetgg agacecacag 240 

gagctcacac ttgettgctg gccaggataa' gacaecaaga aggafcccagg gctcagcggg 300 

eccagctcaa ctgtgggtcc cfcgactgtcc tgecetcagg ggtecceeag accctgctgc 360 
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tcccgctcaa gcagacctgc cc t age eutt agggttttag gaagattacc caaarggeda 420 
caaacctaat agggcagcac agaegggatg ctgcgggtgc ateegtatgt atgtgtgcac . 480 

aggtgcctgt geatgegtae rtgtgygcat agacctgtat .gtacacctgt ctceatgtac 54 0 

gtatgtctgt gtgngcacag atgegataet gegggtgcat etgcatatgt gtgcacaggt 600 

gecegtgeae gtgtacatgt gtgeatagae ctgtgtgtgc atctgtetcc atgtacgtat 66 0 

gtctgtgtgt ggeacagatg ggatactgyg ggtgcacetg eatgtgtgta caeaggtgee 720 

tgtgcatgtg tacatgtgtg catagacctg tgtgtacatc tgtctccatg tacgtatgte 7B0 

tgtgtgtggc aeagatggga tactgegggt geatetgeat atgtgtgcac aggtgcergt 840 

gcatgtgtaq acgtgtgcat agacctgtat gtgcatctgt ctceatgtac gtatgtctgt 900 

gtrtggcaca gatgggatac tgcgggtgca cctgcatgtg tgtacacagg tgcetgtgca 960 

tgtgtacatg tgtgcataga cctgtatgtg catctgtctc ca • 1002 
<210> 260 

<21X± 1002 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22\> misc^reature 

<222> (549) . . (549) 

<223> Unsure 

*220> " 

<221> variation 

<222> (SOI) . , (501) 

<223 5> baySNPS323V. tSoIc 

<400> 260 

etgcagtgag aatggatggg tecaaaecga cgcccaeagg cccegccagg tgcagccagc 60 

gecteggget ettgecacac cttctteeta ggctceetga gaagergagc cacagcaacg 120 

acaggctggg gacacaggcc tcctcaggce tgceetggtg ttcccccctg aagaggaege lao 

eaagccttgc tcccametgg cccactggue ctcatgggcc tetggagacc cacaggagct 240 

eacacttget tgetggccag gataagacac caagaaggat ceagggetea gcgggcccag 300 

ctcaactgtg ggtccctgac tgtcctgcce ncaggggtce cccagacect gctgctcctg 360 

ctcaageaga cctgccctag ctttcagggt tttaggaaga ttceccaaat ggccacaaac 420 

ctaatagggc agcaeagaeg ggatgttgcg ggtgcatctg. tatgtatgtg tgeaeaggtg 480 

cctgtgcatg tgtacrtgtg ygeatagacc tgtatgfcaca tctgtctcea tgcacgtatg 540 

tctgtgtflng eacagatgeg atactgeggg tgeatctgea tatgtgtgca caggtgcetg 600 

tgeatgtgta catgtgtgca tagacetgfcg tgtgcatctg tctceatgta cgtatgtetg 660 

tgtgtggeac agatgggata ctgygggtgc atctgeatgt gtgtacacag gtgcctgtgc 720 

atgtgtacat gtgtgeatag acctgtgtgt acatctgtet ccatgtacgt atgtctgtgt 7flo 

gtggcacaga tgggatactg egggtgeate tgcatatgtg tgcaeaggtg cctgtgcatg a40 

tgtaeatgtg tgcatagace tgtatgtgca tctgtctcca tgtadgcatg tctgtgtrtg 900 

gcacagatgg gacaccgcgg gtgcatctge atgtgtgtac acaggtgect' gtgeacgtgt 960 

acatgtgtgc atagacecgt atgtgcacct gcetecatgt ac %: . 1002 
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<210> 361 

<211=» 1601 

*212> DNA 

<2i3> Homo- Sapiens 

*220> 

<221=» * variation 

<222> (S0i) . . (501) 

<223> baySNP59267, C501T . 

<400> 261 

cagacccgag ggtgtgaaag gtgccegtga cetccege&t: cagggagetg gecgccacce . 60 

tegactcccg gggagcaggc gtcccgcgac cccctcatct aceaggeeat ctgagctggg xao 

eggcgccfcea eetccgctce cgggggagce ggeetcaggg fcaggcatgeg ccctgggtgg iao 

gagcaggteg. tggecgdcgc cctcctggaa gctctggctg agcagecgcc geagcatctg 240 

accctccttc aggaggcgca cctgcttctt caggtccgcg ttctcgctca ggagcicggat 300 

catcageceg eegccttcag ccatggcg^g tgegtccetc cttgtecctc aeggetcctg 360 

eagccccatg gaggtgggag eceagagccc gcaggcacca cagaaacagc ccaggcacgg 420 

agttccgtag ccaccaccgc ettccacgcc ttgtgatgfcc acfcgccefcag tgacgaggtg 4 80 

cccageaccc tgcctgeecc ygcgatggct catggccccg tcgaggcagt gaagctggag 540 

gcccgrggcg tgcaeaggca gccactcccra cattatgace agggcecgag aatgccaagg 600 

acattaggea gatacgggat gtagcgactg tactecaaga ggggcgtcca agccsactccc 660 

eattgagcgg cccagecagg gtcgggtgtte caccctgrgc ggtgtectca agccgggtgg 720 

ggacgctgcc ttcacccgag taaeatgtgg getgcactte ccataggacc tgceeaggae 780 

acagggttcc cagtgcagct tectgtggac cctggeaoce agggcageaa etgatgtgea 84 O 

ggtgttcatc agggtccgtc cttggeacce acacttgagg agggagggac tggeaagggc 900 

agtgggagga gaccagcatg tgggggagac cagccfcggtg gggagaccag cttgtggggg d60 

agaccagtiCb gcgggggaga ccagccfiggg gaggagacca g 10.01 
<£210> 262 

<211* 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<22l3 vaafiation ' 

*222> (501). -(501) 

<223> baySlfrP59352, T501C 

<400> 262 

caccgeagcc tecacctccc gggttcaagc aattctccct gcetcagcct cccgagtagc 60 

tgagattiaca ggcacctgcc accacgccca gctaattttt gtatttttag tagagacagg 120 

gttteaceat cttggccagg. ttggtctcga gctcecgacc cagfcgatctg cccaccttgg 180 

cctceeaaag tgctgggatc acaggtgtga gccaecatgc ccggcccctt acteactctt 240 

attgcacaca atcaaacata ttaactteet aaacttetta gtaactttee aaacaaatta 30 o 



<LT'S tTfiBTSSC PXZ 6tH- N3Sn>fH3n31 3d *BAda 62:9T £28Z-Ntir-X£ 
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420 
480 
S40 
600 
6£0 
720 
780 
840 
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' JSBBE Sgaa ss-S; gssso sssss -ass 
3= 5=3= SSSES 2SS& SSSSS sS 

gctacgagto aatncotgta ggtcaeceac agattcafcac SSSeb caacla^ct 
cecactgata cccttcaagg ctteccttca ecaectgatg agggfceeae tctcffffS 
ccccaagccc ctgacttcac teccaeccM acafctatct? clgltaacef eaaetSSc 
aa**^*!- a3tcatt * ca agcagggcag aggggaaagl aggaagtaS ccaaagggfa 

fsss ssss ss=s ssbs ass s= 900 
SrS =« sas* sasl r~ 5=382 B 

<211s> 1001 
•<212a. DMA 
<213> Homo ' Sapiens 

<220> 

<22l> .variation 

<222> (SOI) . . (501) 

• <223> baySNP59363, CS01T 

<400> 263 

^ a ""<: JfJSS^ff £ a f atttact tctggtcaca cgacgttttt eetctateac eo 
ctttaccctc ttttgtgttc tcttttctgc ettttateet ttafceagtea aagtecaacc iao 

• SSSSf a r tatttea aaflaoa 9933 gactacLga tagaaca^t JIS 
caeaaaagca ctgggagggc tgagagagec ayaaegagga gaggggagga agatgacreta 240 

tggaaattce aggaagetgt- gitttlo^t IgglftgaS {SS£ s5S 

agggggttct agageceagt agcacagtgg tggetgaoee fcgetggaggc egcagctget 3 so 

attcaaagaa atemctgetg eaotgtagac ageaaeaaga ggeclttgga afotl^aoct Ito 

SSSff * ,t " Be * t " «g«gctgc tgctgotgct gltgotglfg cfgcgctgc «S 

SESEESS -Wecatct ytgggccctg taggtattgg ccacttetgl eeltcaccca S4Q 

cageagecae agotgggaeg gagcagagca tgagatggea ggaatggeac. tgaggeeaaa fioo 

SSESoS eectcaatcc gttcaoILt cl^clfgo? gegtSat 6 SS 

£5»fS££ t 9 etettt 5f cttcocteao taeacgeaat tgacoeaegc teattgagca 720 

cctaacatgt gecaggaatt gggetagaat tggggggaoa agaggagtgg atttggaiat 7B0 

ataaaagoag tgacetgctt teaagetgct tacagateag aaataceect oteaeLttt ell 

tttttttcct tttrtttttt tttfctttttt tttcltttt? ggggaSgcgg gaaaatfaJc loS 

ttctagaaat gagtcctttt aagctcectc caottttcce ttlctgaft fotttttgtt III 

taaatcttag ggcagcttct taccgattfcg ctcagceagt g =«x:gcc sao 

<2lO> 264 looi 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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-=220> 

<221> variation 

<232=> (501) . „ (SOI) 

«223> baySNP5936S, C501T 



<400i> 264 
tccaaatcca 
ggatcagcat 
gttgtercca 
atcactgcgc 
ataaggatec 
ttctfcgtcac 
gctcagcccx 
eatcttctta 
tgtggtttet 
tctagtctcc 
gtgctcttee 
tttaggtacc 
ecetaaactc 
ctggefctttt 
getcacgcet: 
gagttcaaga 
tagctgggea 
*210> 265 

*2ll> 1001 



aagtceacea 
cctgacfcttg 
ttcatggagt 
caagcatgga 
atgcctctcc 
agccgggcat 
caatgagfcfcg 
gcaggattga 
gagaeaatga 
tttgetggct 
etcagatcfce 
aatctcacat 
caagecccaa 
gaactgaaea 
gtaateecag 
ccagcdtggc 
tggtggaggt 



ccttaaccac 
ggaaacctgt 
tgetgteagt 
gtagattctc 
gcaggccc^c 
ggtgatatta 
gtaaeteagt 
aceeacgget 
ygtctctcea 
cttcattcct 
eaaagagaae 
ggatagccct 
tiatccaagaa 
tttcccaaat 
cacctcggga 
caatgtggtg 
gcctgtaatc 



cacaafcaaaa 
eaaatggeea 
attaaatggg 
aaccaaaggt 
cgcaccacec 
tcetgggcae 
gagagacaca 
gttggattec 
tttgettxee 
ttccagaact 
ctttcctagg 
gaacattttt 
tttatatgat 
taaactgtaa 
ggctgaggtg 
aaaccccgtc 
ccagcfcactc 



gccacattgg 

ccatacaagt: 

agataccatg 

agecagtgct 

cacatctgcc 

agcgtgatgc 

ggaacaacac 

accttgaaac 

tacataaaca 

ttaratattg 

tgatcccatc 

atcttcagec 

ttctacaatt 

fctecttggee, 

gatggatcac 

tctaa taaaa ' 

9 



tctctagcat 
accteacaga 
ctacgtgcct: 
atcageaggg 
tccccggtgc 
aatagcaaaa 
ccatettgtg 
ccttcgccct 
cagactcctt 
gtggtcctet 
ggetcttgae 
ttgaectttt 
tgatgttttc 

gggtgtggca 
eagaggtet'g 
ataeaaaaat 



<212> DNA 

<213i> Homo Sapiens 

<;22X> variation 

<222> (501) • - (S01) 

<223* baySNP59371, C501T 



60 
120 
1BO 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
B40 
900 
960 
1001 



<400> 265 

cat taaaa tt 

gctaccctea 

caagtttctg, 

ataaactaag 

tgtggtsccac 

tttgtgacac 

tggaacacag 

geagagttga 

cc arC3ttft c t 

tccttgccta 

tgttecgtgc 

agtgaegt g c 

tatgtgggta 

cctdaaccga 

sgggttccea 



etagaeragt 
ctttctaatt 
ggagatgtgg 
agtrggcaaa 
aaactgagaa 
atccaaatta 
ccaegtgcat 
gtagttgtga 
ttcacactag 
cggecgcttg 
cacatgtgtc 
gtcrctcctc 
ggcaategtt 
ctggacagat 
gccatgatgg 



gacectcaga 
caafcagaece 
aggrntgetcc 
ctaeatcccg 
tggttttcac 
tgtgaaattc 
teatttatgt 
gagagaecgt 
ygacgccaat 
Ptgagggaaa 
taatttgact 
acagctaacc 
cattgctgca 
cccctettgg 
aatgggaggc 



cfct: tgaa tgt 
gaggttggaa 
tecagggace 
tgggccaatc 
atctttaaac 
aaattteagt 
gttgtetgtg 
ggggeceaca- 
eaacctgaca 
cggccgeaga 
tgtaetggae: 
aggttcacct 
gagagtataa 
ceaaggagac 
aaaacatgfcc 



ggatcagaat 
etgagaaatc 
atgctttgaa 
fcggcctgeng 
gtttgggaaa 
atccataaac 
gctgcttttg 
cacaatattt 
oeataaaace 
aagttaetga 
acatgatcga 
ttatgaggat 
gctaaaaaat 
cccacagcaa 
tcctcatacc 



eacctggagg 
tcaagbctga 
aacaactgao 
cctgtttata 
aaaagggtat 
aaagetttat 
fcgccacaatt 
acttttgtct 
ccctgagaag 
eaggfcgtcct 
agrtetggtc 
cttaactagt 
tcctaagccc 
acttaagaac 
ccaccatttt 



60 
120 

lap 

240 
300 
360 
420 
4B0 
540 
600 
660 
720 
7B0 
840 
900 
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gfcggfcfcfcaga cacaacaact cateagcant catgctaaag tagggatcat cagaccgaea 
atagaatatc aaattataaa cagtacctaa ggccatgeea t 
c210> 266 ( ' 

<211* - 1D01 

i 

«212> DNA , 
<213* Homo Sapiens 



360 
1001 



c220> .. 

<22l> variation 
<222> (501) . - (501) 
*223> baySOT59372, CS01T 



<400> 266 
cacagctaat 
tcattgctgc 
' Ccccctctfcg 
gaatgggagg 
tcatcagcat 
acagfcaccta 
aetafcgfcfccit 
tcaagtcaaa 
ccctgttcca 
tctdcagata 
agntgagcgc 
ttgaaatafct 
tcaatatgaa 
gaatatgtat 
tgaaatgctt 
ctcgcaggat 
gttttttttt 
<210> 267 

<211> 1001 



caggttcaec 
agagagtata 
gccaaggaga 
eaaaaeatgt 
tcatgttaaa 
aggccafcgcc 
aactgccaca 
caatatgaaa 
ccagccatga 
agaagaceac 
cttcacgtcc 
aagtcttcac 
tgtgtgggga 
gtteaggeaa 
gfcetctggtc 
gtaacecctt: 
aggttaacag 



tttatgagga 
agctaaaaaa 
ccccacagca 
ctccttatac 
gtagggatea 
atgeaagggt 
agggttttat 
acaacgacaa 
ytaetgettc 
eaaccatgga 
cgaaaagacc 
cetaaggtga 
ccacttttat 
cecggtoagq 
fctggetggag 
acaagaaata 
gtgctaaagt 



ccctaactag 
tfceetaagce 
aacttaagaa 
eccacccttt 
tcagacfcgac 
taagtcatgc 
ttttccccag 
ttdatccage 
ggttggacaa 
cgggttetgg 
ttatgaeata 
acatgggfceg 
gaatattcat 
ataaagctcc 
gctgtatttc 
gtctcecctc 
aaaataaaaa 



ttatgtgggt 
cccteaaccg 
ctgggtteeo 
tgtggtttag 
aatagaatat 
aggctacace 
eagctgaaca 
cccacaggca 
gagactgatt 
cdggtttaca 
etatgcctaa 
tacgttacat 
agcctcJtcot 
tgcectaacc 
ceagcctact 
tcttfctccaa 
a 



aggcaattgt 
. actggacaga 
agecatgatg 
acacaacaae 
eaaattanaa 
taaacaataa 
agcactggcc 
ccgactgage 
tcaggaactt 
gaggctgtgc 
ctgtcacata 
geafcgcttgfc 
ataacccgtt 
cefceateetc 
ggatggccao 
atgtacacat 



60 
120 

xao 

240 
30O 
360 
420 
480 
S40 
60O 
660 
720 
7B0 
640 
900 
960 
1001 



<f212> DMA 

<213> Homo Sapiens 

«£220> 

<:221=» variation 

<222=> (SOD- .(501) 

<223> baySNP59443, G501A 



-*400> 267 ' 

eatceacttg aggtcttgga aggtacccet aaggataaga ggggactaet ctattaaccc 60 

tttcccaagt aacteatgga teetatatta gcaggagctc tggtacfcata gtaetaitage 120 

-atatatgaaa .aaactgaatg aentctatta .tttggagaga aacttattag taaactcrca ISO 



02 -S PSBT£B£ *TS 6*+ 



0£:9T £00Z-NHr-T£ 



LcA36 S62 
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gaagttgtat 

ttctggttcc 
agctagcgat 
ctggcctagc 
aaaatgttat 
atgtaaagaa 
taaaacagtt 
gtfccateaat 
acancctaaa 
aaaacttcat- 
caggtgetgt 
cttgaggcca 
aataatgfcaa 
caatattatt 
<21.0> 268 

<2lls> 1001 



ttggaaatta 
taagattcct 
cctfcgaggaa 
ctgacaaagc 
cttgtgtigta 
eaagaattct 
ctccaagtaa 
ataaataaaa 
atttggtgtt 
aatacctaag 
ggcttgcacc 
ggagtttgaa 
aaaaattgca 
gaaatcagat 



tgteccetae 
tagcggtata 
atggtfcgecc 
gtggecatca 
tgctacaatg 
rgttggtaca 
ccacagaaac 
atctctaatc 
tctgcatgta 
aactcagtat 
fcgtaatccca 
accagectfcg 
aaggaaaafct 
ttatcaaacc 



atgccaaaag 
taattctatt 
cc ctcacctg 
gcagetttgg 
tagaaaagtt 
aaeatrtaaa 
tatgaagata 
ataatggcaa 
cctagaaacc 
tcttcatttg 
gctgcttgag 
gcaacataat 
tgaeagtctt 
acataagggc 



agcttattaa 

aaaatagatc 

tcagaggagc. 

gttcaaccca 

tggaaaccac 

agatacaatc 

tttaaaagcc 

agttaggtaa 

aagcctccag 

aaaaccrgac 

aggetgaagt 

gagaccccea 

gataateact 



atttagtctg 
agatttttcc 
tgagcecggc 
gtfctacctta 
tgatttgeat 
tgctgtttca 
cat agar ctg 
agaaataggt 
ttctacrgtg 
attatfcaagc 
gggaggatga 
tctettacaa 
ttgagateta 



<*212> DNA 

<2l3=> Homo Sapiens 

<220> 

<22l> variation 

<222> (SOI) - . (501) 

<223* baySNPSOOOQO, C501G 



240 
300 
360 
42 0 
480 
540 
600 
660 
720 
780 
640 
900 
960 
1001 



<400» 268 
aatatttc.ee 
tgetgagtaa 
aagcaatgtt- 
eatgtgttfct 
agggagetca 
tacttgtagc 
ggaeceegee 
aettcttcag 
agttcggcag 
tacaegtegc 
cccgecatag 
catgcceter 
gtegttgttg 
cagttgtata 
. tetgtgaact- 
* ettctccatc 
aaaataeata 
<210> 269 



caetccagca 
ateaaataat 
tecggaatat 
tcagattaac 
tgagacagag 
tacaggaaaa 
tgetcogget 
aaageegcaa 
ccgetgcctc 
tgaaggcgcc 
tcectcgecg 
eccteatgcg 
ggtectaatt 
atccgtgact 
agaaectgat 
etaatgatat 
ataaatttta 



aeacaaettt 
accatgcaat 
tttgtttcea 
aggcgaeagg 
cageeccctg 
tteecaatta 
eagggeggtg 
cccttteecg 
sagcgcgtyc 
gcggeecaeg 
egttceatge 
caggectagg 
etaaactcgt 
attgaeattt 
agtgggeatt 
ttggaaattc 
ctgttttttt 



erttcacgtt 
cttaatatgt 
aacgtgttat 
aaaagatacg 
geaaaggaga 
eggcgteetg 
aragteaccg 
teagagcecc 
aaaageagaa 
tgecegtgga 
gegtgcgcag 
agtggggetg 
cagtggctct 
gctttcttct 
crgagtcgtt 
tgttttatcc 
gteagetgaa 



tgttaagggt 
aataetttaa 
aetatcgcrt 
eccttgeatg 
tgegtcceeg 
getgteaatc 
ctccggccct 
teeecteetc 
acgtgtccte 
aeggcgtagc 
ggegtgcgea 
gegteeeggg 
cctcgaaatt 
ttggaaeatt 
tttgaetaag 
ctagtttgca 
•e 



gctttetatg 
aaacattaat 
ctctcaggga 
gtaageagfcc 
gcaoactcat 
acctgeaart 
ecteeaccgc 
gcaccccgcc 
cgcgggcteg 
gaagttetcc 
tgegcatgeg 
cgaecagtge 
gecaagtaga 
taaattttat 
gtgaatgctc 
aggatttgaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
760 
840 
900 
960 
1001 



<211> 862 
<212> DNA 
<213> Homo Sapiens 



X2 -s fr6ST£0£' t?TZ 617+ 



N3STMJ3A31 3d H3Ad9 



-163- 



<220> 

<22l> variation 

*222> (501) ; . (501) 

«-223> baySNP900102, C501A 



agtaacacta 
aaafctaafcgt 
gaat;taetta 
tgaagagaee 
teatttgcta 
cctacatctg 
afccataacct 
ggcctmagcc 
ctgtccfcgaa 
ggattgtfcca 
tatggttttt 
gatgtgfcgtg 
catgttggee 
atcaetfcaat 
aateaccaca 



<400> 269 
tttcacafcca 
acctaggctc 
aatgcratca 
gtccttgtag 
ggtaatetct 
eegettagtg 
atccggggaa 
tgggaatcte 
getaatactc 
cctxtgcacc 
acdaagcagg 
ccagccaaaa 
ggtcgtgaac 
catgaaaaca 
ctcdtagaaa 
<210> 270 

<211> 1001 

<212:> DMA 



<213> Homo sapiens 

<i220> 

<221> variation 

<222* (501) • . (501) 

*223> haySNP9001U, TS01C 



tccagggagg 
tgcccctagt 
gacaaagcgg 
tgaaagaaaa 
gttcaagtgc 
acttggaetg 
atgactagga 
tgcaagccaa 
maaggcagcg 
aagtggaccc 
ctttctttct 
aacacaaata 
ttgcicgctgt 
gttgagcccc 

gg 



tggtttcaac 
ggtaaaggae 
atatttgcca 
aagtagggag 
cggacttggg 
aaacataggt 
cgggaagagg 
gtgttcacag 
gcnccttggt 
caggggagaa 
ctxttgctgg 
taccttcrgf 
citcctcatct 
attactgatg 



aaaggaggaa 
agagaeccte 
ceetcttece 
aacataatga 
acttaggagg 
gagagacaag' 
aagcactgee 
tgagaaaagc 
aaagcscactc 
gtcggagcaa 
gggctgaccg 
ttgaggtcag 
ctagggtgra 
ctctetggtc 



gtataaggag 
agactgatga 
cttttectgt 
gaacaaatac 
ggcaafcggag 
attgtctcat 
tttaectcag 
aagagaataa 
ettgatcgat 
agaacttaco 
cccttcagct 
catcacagtg 
aaaaaaaaag 
etgcactage 



60 
120 

iao 

240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
.940 
862 



.<400> 270 
cagacccaaa 

.eteagtggtt 
ttttaagaga 
ecacgtatgt 
atgccttttt 
tggaaacaag 
tttagccatg 
eacgctgtce 
agtatttcac 
ctaggtcccc 
trcctcctag 
agagctctat 
tgtgtaagca 
aaatgecaae 

, ttggatagag 
ttttcteace 



ggaaaagaga 
tcataatctg 
gaga agg tea 
tacccataac 
tccctggact 
tttcctgggg 
gecttetgat 
tcctacccca 
ttactctttt 
cctgectaag 
ccctagcaga 
ggctgtgggt 
eettacattc 
ceccaggaaa 
aagaaaccaa 
agggctggat 
aggaagtcca 



eeeaaagatc 

tfccttagtfct 

ggcccttgtg 

etaaggacct 

cggagatacc 

tgagtfccfcta 

etgtgtttcc 

gagcaeactg 

yetttccaat 

gceeaagtca 

ateecatgtg 

cecagtcccc 

tgcgcttggt 

tcccagcctc 

ttaaaaaeaa. 

taaagcatgt 

aatgttcaec 



eccgcagaaa 
cctgtttctrg 
agccagaagg 
ctggcaaggc 
tgteagtgea 
acectcccca 
caggggacct 
ttcaggetad 
ateetcatga 
actttctgtc 
gataatcaga 
actgctggca 
tgaaaacagc 
aagtctttec 
aaeaaacaaa 
acttcaaaat 
tgaagacaac 



cccgagaata 
ctgtaaataa 
gatttgagag 
ggcctacccg 
gaaaggecta 
gctttcccac 
geaggcecea 
ttccaecggt 
catteaatat 
cagtgggatt 
aatgtgactg 
gtaagtcccc 
aaggcaagca 
cateccttgg 

.tcatacctas 
aataacaaet 
t 



tttcctttae 

ttcactatat 

atgatgaaag 

agctggagtc 

etttcgatct. 

cctctttggc 

gacatagccc 

actgaaatce . 

tteacttact 

tgtaatecaa 

gaaaaaggac 

agcagtgagc 

tccactcgag 

gaagt gcaaa . 

atattetgge 

taagtcaata 



60 
120 
ISO 
240 
300 
360 
420 
400 
540 
600 
660 
720 
780 
040 
300 
. 960 
1001 
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<210* 271 

«211> 804 . 

<212> DWA 

<213> Homo Sapi 



«220s> 

<22i> miac_feature 

<222> (449) . . (449) ' 

<223> Uneure 

<220> 

<:221> variation 

<222>. (304) • . (304) . 

<223> baySKTP900117, T304G 

<400> 271 

93gggggaag tgaeagtatt tttgtatttc atgfcaaggaa aaeataagec etgaategct 
caeagttatt eagtgagagc fcgggatfcaga agteaggaat ctcagectct catttggeae 
tgtttcttgt aagtacaaaa tagtcaggga acaaacctcc gagatgctae ctggataatc 
aaagattcaa accaasctct tcrnagaaggg tgagattcca agataatefcc aaeetgtcte 
egcagcceca cceatgtgfca cceataaaat gaattacaea gagatcgcta taggatttaa 
agektttata ccaaatgngc tgggattttg caaaetatag tgngctgtta fctgttaattt 
aaaaaaaccc taagttagga tfcgacaaafcfc acttctettc agtcatttge ctstafccace 
aaagaagcaa acaaacaaae aaamaaamna agaaaaagat d ttggggatg_ gaaatottat 
aaagaatctt ttfcCaeassCa gcaatgtcta getgaaggca gatgecctaa ttccttaatg 
cagatgetaa gagayggeag agttgacett ttatcatete ttggtgaaag eccagtaaca 
taagactgct ctaggctgtc tgcatgcccg tctatctaaa ttaactagct tggttgctga 
acacerggtt aggctcteaa attacectet gattct:gatg tggcctgagc gtgaeagtta 
attattggga atatcaaaac aattacccag eatgatcatg taktatttaa acagfceetga 
cagaactgta eecttgtgaa cage 
*210s> 272 

«211=> 1001 

<212> MA 

<213> Hamo Sapiens 



60 
120 

leo 

240 
300 
3*0 
420 
4S0 
540 
600 
CC0 
720 
7fi0 
804 



*22 0> 

<221> misc_feature 

<222> (347) . . (446) 

<223> Unsure 



£2'S t76ai£0£ PIE s>h . 
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<220> 



<221> 



variation • 



<222> 



(501) (501) 



baySNP900118, T501C 



<400> 



272 



attttggect agagcetttg aggatatttt ticttaaaggc- gcgaggatat ttccttaaag 
gtgcctggtc cctgaagtca afcceaaagaa gagttceaaa ataeattgaa caatttggat 
ttggaactxc ctgacottec tctaeatggg gettttggaa . cgctgeetag ggtettttga 
ttgttgagaa tgttgggctt gacacatctx aattagtcot aaettgcaag agcaggttga 
ccfctgaaggc tagdagagat aageagfcagg agtagcaget tgcccaacag gcagtfctgcc 
atagtagaga. aggagtatgc aaagggaatc eecaaagatg gctt aamum nnnxmnnnnn 
nnnn xmnnan nnnnnnnnnn nnnnnnpimn nnnnmmnan . nnnn nnivnrm rmnnmuuinn 
nnnrxnnnnnn nnnnwinnnn nzmnnnaatx gggaaaaaag getectcttt ggcgactcta 
aagaaccecc tgtttfcgaag yaggtaaatg eeaacaaage atatgccaac gaagcccctg 
cttctgcctc caaatgagag tacctagagg aatfcgtttea aatggeaggt tatetceaae 
cfctttctcet ctefcfccagtt ttctagatad cgtgcaeate caetetagag ttcctttttt 
cccecctcct ccacfcaetga ttctgctcag aagaatettc afceagtaafcg cctsaatgcct 
gggcttttct tfcggggtect ttageceaga cctgagaagg ttcctggaaa gtaaggagat 
gttttgatct ggcacctttg ttactancat agttataaec atttatacgt ttctattett 
caacaattae tgttctaaet tttgctaaat aagtfcaetgt ttaettataa - atttaaaatg 
taattxttgt gaafcagttct eacaggggaa aatagtteaa taaaatgcag ttttttfccat 
tgagcagatc agecgggttc atgagttttg gaattggcag a 
<210t> 273 

<211> 1001 

<212:> DJIA 

<213> Hoino Sapiens 



<:220s> 

<22i* variation 

<222>' (SOI) . . (501) 

<223> baySNP900120, GS01A 



<400> ' 273 

taeettagaa agaectggaa fctctgaacgg agaggctgct tgttctetga caaactfctag 
aagtcaagtt ttaagcctca gtatgtttce ataagcagca tctttecaga gaaagagcat 
gattgaaect aaegtaaatg ccaaeacaga gtcataaacc acatfcaaagg ctcatcaaaa 
Sacaaaagct gcataccttt gteacfcgttt tgcttgtata cagaaaagtt cagaaaaacc 



60 
120 
180 
240 
300 
360 
420 
490 




720 
7B0 
840 
900 
960 
1001 




60. 
120 
180 
240 
300 
360 
420 
'460 
540 
600 
660 
720 




fr6ai£0£ t7T2 61?+ 



L&A36S62 



166 



fcgggfcgceag gcatftgttae aggtgctgta aataaataaa acataaaatt cttggggctt 960 

acaggcccca aaggttggtt ggctaggtga gttgagtcct c 1001 

£210> 274 - : 

«s211> 1001 

<212> DNA 

<213* Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900121, C501A 



<400> 274 
afcacmgggae 
tccaaagaac 
acaattaaca 
tagtcttaaa 
tctgttcagc 
t^gaggttat 
gtcatacaag 
tctactatac 
aatatctcoa 
tatatcgtaa 
eccagagotc 
catagagagg 
tccttttagg 
atttacacfct 
ggaagtggae 
aaaacagtat 
tatccagcaa 
<210s> 275 



tgtggacacc 
aaccfcgctgt 
agaeaattaa 
eagttctaag 
tttfcaacttt 
ccagacagag 
eagtcetaag 
rattgttaac 
gctgotttta 
ggcacatacc 
taggtggcgc 
attagtgaag 
aagattetgt 
tagatgaaat 
ttggagaett 
geagttccte 
acagaagaca 



actaatcttt 
gtaggngete 
aagaeagtag 
tagttaatat 
cctaaagcta 
gagggaagat 
aaccaggtat 
tancaatggg 
mggagacaaa 
fcgfcggtttca 
atgccggcta 
tctteeagct 
aggcaggaaa 
trgtgaagaa 
eagtgataaa 
aaagagatac 
tgtetgtaea 



teaetggctt 
etgaaactgg 
tcagaagatt 
tccataaaea 
ctttcttcag 
goaagaaaag 
actgactacc 
taaggagtaa 
gttgcactgc 
teegtggatt 
ctggataaag 
ggctgyttat 
aataggtaaa 
gtaetctgtt 
ceaacttata 
catatgaece 
aaaacttttt 



tcecagtgcc 
tacttttcca 
ecctgttatt 
tattcacagt 
ctfcafctaaaa 
agagcagtga 
etgccccagt 
agctttaaat 
atgaatgaaa 
dcaccttatg 
gacacgattg 
gtaagaccac 
gattetccac 
gtcattaaaa 
ttaagatcag 
aacaattcca 
t 



ecfcgagtatt 
aatacaacaa 
tataggtttt 
agaccagaat 
caagaecccc 
tttgtcdaat 
gtagtatttt 
atgcacagat 
actcccattg 
taatatccca 
gaatagctee 
agtgacaeag 
caeataagcc 
tctctttaga 
agggtaetgg 
ctcttgtaca 



<21l> 1001 

*212:> DMA 

<213> Homo Sapiens 

<220> 

<221s variation 

«z222>- (501) - . (Sal) 

<223> toaySlsIM00123, C501T 



60 
120 

iao 

240 
300 
360 
420 
4 80 
540 
600 
660 
720 
7B0 
840 
500 
960 
1001 



ctaagtagtt aatattccat aaacatatte acagtagacc agaattttgfc ccagettnta 
actttcccaa agccactcte ttcagcttat taaaacaaga ecccetagag gttatccaga 
caga^aaggg aagatgcaag aaaagagagc agtgatttgt ceaatgtcat aeaageagte 



60 
120 

iao 
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ctaagaacea ggtafcaefcga ctaccctgcc ccagtgtagt atttttetae tatacrattg 24 0 
ttaaccatca atgggtaagg agtaaagttt taaacatgea cagataatct fctecagetge ' 300 

ttttamggag acaaagttgc actgcatgaa .tgaaaactec cattgtatat tgtaaggeac 360 

atacctgcgg tttcatocgt ggattceaee tfcatgtaata teeeaceeag agctctaggt 420 

ggcgcatgct ggctactgga taaaggaeat gattggaata geteceatag agaggattag 430' 

tgaagtcttc cagcnggctg yttatgtaag accacagtga cacagrectt tcaggaagat 54 o 
tctgtaggca ggaaaaafcag gtaaagatxe teeaecaeat aagccatcta cactttagat ■ . 600 
gaaatttgtg aagaagtact ttgttgtcat taaaatcfccc. ttagaggaag tggaeccgga * ££0 

gacttcagtg ataaaccaac ttatattaag atcagagggn actggaaaac agcatgeagt 720 

tcctcaaaga gataccatat gacecaaeaa ttccactctt gtacatafccc agcaaacaga 780 

agacatgtct geacaaaaae ttttfctatag atgttcaaag cageattatt cattaacagc 840 

caagaagcgg gaacaaecta aaagtccatc aaengacgaa tggataagta aaatatatec soo 

acaeaatgga atattattca gceataaaaa gaaatgatafc aaaatgtafcg aaeectgaaa 960 
gcatattaaa ggaaaggage tagacacaag gtttaeatat c 1001 
<2X0> 216 ; 

<211> 1001 

<212> DNA 

<213> Homo Sapiens. 



<220* 

e22i> variation 

<222* (501) . . (501) . 

<223> baySUP900l24, (3501A 



<400> 276 
aaatgtcgca 
gtgaaattaa 
ecfcgagtact 
aatacaacaa 
tafcaggtttt 
agaccagaat 
caagaceccc 
tttgtccaat 
gtagtatctt 
atgcacagat 
actcccattg 
taatattcca 
gaatagctcc 
agtgacacag 
eacafcaagec 
tctctfcfcaga 
agggtaetgg 
<210> 277 

<211> 1001 



gtgtatgttt 
ataemgggac 
fcccaaagaat 
ataattaaea 
fcagtcttaaa 
tttgttcagc 
tagaggttat 
gteatacaag 
tctactatac. 
aatctttcca 
tacattgtaa 
cccagagctc 
catagagagg 
tccmttagg 
atttacactt 
ggaagtggac 
aaaacagtat 



ttteagctgt 
tgtggacacc 
aacetgctgt 
agacaattaa 
cagttetaag 
ttttaacttt 
ccagacagag 
eagtcctaag 
rattgttaac 
gctgctttta 
ggcacatace 
taggtggcge 
attagtgaag 
aagattctgt 
tagatgaaat 
tcggagactt 
gdagttcctc 



tggaaccaat 
accaatccct 
gtaggcgctc 
aagacagtag 
tagfctaatat 
cctaaagcta 
gagggaagat 
aaceaggtat 
tatcaatggg 
mggagaoaaa 
tgcggtttoa 
atgetggcta 
tcttccagct 
aggeaggaaa 
ttgtgaagaa 
cagtigataaa 
aaagagatac 



ggcacettte 
tcactggctt: 
efegaaactgg 
tcagaagatt 
tccataaaca 
etttcttcag 
gcaagaaaag 
actgattaea 
taaggagtaa 
gttgcaecgc 
fcrsegfcggatt: 
ctggataaag 
ggetgyttac 
aataggtaaa 
gtaccttgtc 
ccaacttata 



caacccatca 
tcocagtgcc 
tacntttcca 
ccctgctatt 
tattcaeagt 
cttattaaaa 
agagcagtga 
ctgccccagt 
agttttaaat 
acgaatgaaa 
ecaccttatg 
gacatgattg 
gtaagaccac 
gattccccae 
gtcattaaaa 
ttaagatcag 



60 

120 

240 
300 
360 
420 
4S0 
S40 
600 
660 

. 720 
780 
840 
900 
960 

1001 



<212> DNA . 

<213> Homo Sapiens 



92 "S t768I£0£ M2 6W- 



ZZ'-Sl £00Z-NbT-T£ 



UA36 562 



168- 



<220» 

n22 X> ' variation 

<222* (501) - . (501) 

<223=> baySNP300132, G501A 



<400> 277 
agaetgtaaa 
ctggggcatc 
ctagaafcttt 
agaaatttgg 
cggceaaceg 
gtggatgaag 
gatgtggecc 
tgtgcagact 
gcaaagtaag 
acttaeeatt 
ggttgagaaa 
gagctctcag 
tctgcceact 
ggacaaaagg 
gcagcaaecg 
gggtccaagg 
caaatcccca 
<210> 27B 



aaaccatcct 
taaggaacac 
fctcataaagc 
agaat.cceaa 
gactgfcagea 
eagcttctcc 
agagaaggta 
gagaagggga 
caatgfcgecc 
tgtteataaa 
attagaacaa 
aagcacttgg 
tgccgctttg 
tgcegggaae 
cgacgcaact 
caggaggatc 
tcttcactaa 



cggaacttgt 
tgeacaatgt 
taagggccca 
cccatgacct 
aatagactgt 
ttctceeaaa 
gaccttgacc 
gcteaatcec 
rtgtgcrctg 
ttgggaaatg 
taataacttg 
tgggagttga 
ctcagatata 
atggrcaaeg 
gtggtgctac 
aattgaggcc 
aaatacaaea 



acaagctcet 
atteacttga 
tfcggatctga 
caggaaacea 
gacacacagc 
aagctggfcuc 
accctactga 
agagaggccc 
gfcfctatttec 
ggacaggctt 
aggcetggtg 
gaaacgggag 
acgottgcat- 
gattggccaa 
ttaagaaagg 
aggagtfccaa 
aaattaacca 



fcecettccca 
tcatttstgga 
aacttaggca 
aagccataca 
eaetgttecx 
ctgattacaa 
gfccttageae 
eeactggeat 
afcaatggtgg 
gcatattctg 
actgcgcatg 
aatggaaaac 
aeatcagtgc 
caatgetgaa 
taaccaagga 
gaccagcctg 

g 



cctcagcetg 
ggabaatagc 
cgatagncat 
gagacctaga 
ggggagtggt 
aggceetgga 
agfcccttcea 
gaaagaggtg 
ttfctettttc 
agggggaacg 
cagaetggga 
accgatggac 
tttgagagga 
attgatgaca 
gagcafctttg 
gceaaeatgg 



<211> 1001 

<-212=> MA 

<213> Homo dapiema 



<220> 

<221*> variation 

<222> (501) . . (501) 

<223=> bay6NP900144, A501G 



60 
120 
160 
240 
300 
360 
420 

. 480 
540 
600 
660 
720 
7B0 
640' 
900 
360 

1001 



<400> 276 
cagttactaa 
cttgcagcag 
aaatctgcte 
tcfcctecagc 
cgaggaagga 
ccccgctgaa 
gectccetgg 
ctctgfcatgc 
ctetccatcc 
acaggaccct 
caacatgata 
tcttttcagg 
tgctagettg 
tggttactct 
ettgaggcta 



ctgtgcfcett 

ectagagaga 

tccacccttc 

ttcxgacttg 

gagattsaggg 

ggccacaatg 

gaatcgtitc 

ctctccatcc 

aactctgttc 

tatcaatgar 

taattcagga. 

accatgactc. 

tgatagettg 

tggccaagca 

gaagactcta 



ccagaaagce 
geecageatg 
tccaceettt 
atttcgceag 
ceacfcfctctg 
ateagcaagc 
fcttcctttce 
tttgtcaatg 
rtceacccct 
gatgetggta 
aaacaccbaa 
ttgaaaagga 
taggataagg 
aacaatacta 
eagteagfcce 



agagagggac 
gctgrgacag 
gcaccctget 
tggaaagtac 
ccaggttctg 
agcocctect 
ecteaggcet: 
tetetteatc 
tcaaacaaat 
aaggtfcfcatg 
gtgaeaactc 
gactbcacet 
catccatgag 
gtcactcacc 
tggattctgg 



tgtggctcjgc 
atgtcctetg 
ccgeatcang 
cageaggaga 
gcttggeagt 
tcacctgaag 
agggtataaa 
atgccetgct 
gctttttcat 
acaatgcata 
agagatgaaa 
tgaatcccag 
tcccctaacc 
ctgcagtact 
ragttcecat 



ttatctcatg 
tttgccctcc 
agggtgtcct 
ctgaagggac 
ggcflacaccc 
ctetcactca 
gactccttct 
tttacagata 
gtgtttfcatg 
gaattttcct 
gctgtcaaag 
ctctgeaatt 
ceatcecaga 
agagaaaecc 
ttttaeacae 



60 
120 
1B0 
240 
300 
360 
420 
4B0 
540 
600 
660 
720 
780 
840 
900 



N3sn>feQra-i gy rnxva 



2£:9T £002-Nyr-T£ 



acacacacae acaeaeatae acatattca* aeataeafcce eetettacat aeacfceacac 
aegtaaaeac atatacacat tcacatatat tcaeteatac a acactcacae 
<210> 279 

<211> 1001 . 

<212> DNA 

<213» Homo Sapiens 



360 
1001 



<220s» 

<221> variation 

<2223. (501) . . (501) 

*223s> baySUP9O0145, G501T 



tttaccctgt 
ttggatacta 
cttctgagac 
ggatgectct 
gtfctataect 
cttaeaagag 
fcggtgcagag 
ctgtttttaa 
tataagcaga 
agccagagag 
catggctgrg 
ctttgcacce 
ceagtggaaa 
tctgccaggt 
aageagcctc 
ttccccccag 
aatgcctttt 



<400i> 275 

atatgtgatg 

gcagctgatg 

tgctttcecc 

gagtgtggaa 

tagtgaaatg 

ctfccatttcc 

getagggttt 

aattrctaga 

gggtgatgat 

tcttccagaa 

gagagcccag 

cttctccacc 

tttgattttg 

agggccactt 

aatgatc^ 
tatctttect 
afccctttgtc 
<210* 280 

<211s» iooi 

*212> DNA 



<213> Homo Sapiens . * 
<220> 

<22i> variation 

<222> (501).. (5tH) 

<223> haySNP90O146, A5016 

<400> 280 



tgecaaaeae 

tegoatttca 

gacaggacae 

tectcactgc 

aegaagagac 

cctgtcagag 

getactgtta 

actgecattt 

kecctagtcc 

ggactgtggc 

aeagatgtcc 

tgcteegcat . 

gtaccagcag 

tctggtttgg 

tcctfccacct- 

gcctagggta 

catcatgcce 



atagagctgt 

tggttaacca 

taatttggtg 

taeattaata 

caeatttctg 

aaagagacaa 

eackaaatgt 

gctctceate 

ttaccteact 

tegcttatet 

tctgtttgcc 

eatgagggtg 

gagattgaag 

cagtggccac 

gaagctetca 

taaagactec 

tgcttttata 



gaeteaggtt 

tgttttgtag 

tggcaeatgg 

taaaeacctt 

aabagcataa 

gaatggtact 

atattatgea 

ataaaagaca 

tteccagtta 

catgettgea 

ctceaaatct 

teettttctt 

ggaccgagga 

aeteccctgc 

etcagfcctcc- 

ttctctctgt 

g 



tcatatttaa 
agttgccaat 
gttgggcatg 
ttaatgctgt 
aggtcagggc 
gcccatcaat 
taaagatttc 
gtaaetacct 
ctaactgtgc 
geagectaga' 
gctctccacc 
eagettctga 
aggagagatc 
tgaaggecae 
ccgggaattg 
atgcctcttc 



60 
120 

lao 

240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
90 0 
960 
1001 



attgttttcc cccttctgag acgacaggac actaatttgg tgtggcacat gggttgggca 60 
tggagtgtgg aaggatgeet cttecteaet gctacattaa tataaacace ttttaatget * 120 
gfctagtgaaa tggrttatac. ctacgaagag accacatttc tgaatagcat aaaggtcagg 180 



B2'S t?68T£0£: PTE' £P+ 



N3Sn>feQn31 3d HBXtia 



Le A 36 S62 



gtcttcattt 
atgctagggt 
tcaatttcta 
ctgggcgatg 
gctcttccag 
gagagagecc 
.cccttctcca 
gatttgattc 
tcagggccac 
acaacgatca 
tgtacctttc 
teatcctttg 
ctgtfccrttc 
aatgargatg. 
«*210> 281 



cccttacaag 
cttggtgcag 
gactgttttt 
attataagca 
aaagccagag 
agcatggctg 
ecotttgcac 
tgccagtgga 
tttctgeeag 
gcaagcagcc 
ctttcccetc 
tcaatgtctt 
acecctttaa 
ctggtaaagg 



agc«gtcag 
aggetactgt 
aaactgtcat 
gakceecagt 
agggactgcg 
rgacagatgt 
eecgctccgc 
aagtaecagc* 
gttttggtct 
tctcettcac 
aggcctaggg 
tteatcatge 
acaaatgctft 
ttcatgaeaa 



-170- 



agaaagagac 
tacatkaaat 
ttgctctcca 
ccttacctca 
gctcgettat 
tetctgtttg 
atcatgaggg 
aggagattga 
ggcagtggccs 
etgaagdtet 
tataaagact 
cctgetttta 
tttcatgtgt 
fcgeatagaat 



aagaatggta 
gtatattatg 
tcataaaaga 
cfcttcecagt 
cteatgcttg 
ccctccaaat 
tgtccttttc 
agggaccgag 
aeactecect 
cactcagccc 
eettcteten 
tagataetct 
tttatgatag 
t • 



ttgcctatca 
tataaagact 
cagtaactac 
tactaactgt 
eagcagccca 
ctgctctcca 
ttcagettct 
gaaggagaga 
getgaaggee 
ccctgggaat 
gtatgcctct 
ccattcaacc 
gapcettate 



^211* 100X 

<ai2> DMA 

«r2i3> Homo Sapiens 



<220> 

<221> variation 

<222> (501) - * (501) 

<223:> baySNP90Q147, G501A 



<400> 261 
acatttatat 
aaacaaatgc 
tacaactatt 
tagagtgagg 
cagggctgct 
gattacaatt 
aatccttcta 
tctagoctct 
tctettgatg 
tggcgeaagc 
ttcatcactt 
cacttacect 
aaaacaactg 
. cagegtttaa 
agtgctggga 
ctaattcccc 
actgctggac 
<210> 282 



atgcatgtat 
ata agacc tt 
ettcaaaaga 
aggacaaagg 
gagtetgcaa 
atgatcgatt 
gccaaacttt 
gtttgaacac 
agceteacat 
tctgtactca 
tgcacagctc 
gtgagataac 
tttcitxttgt 
ctataagagt 
tgtactgcea 
aactetaact 
acatctgact 



ataaaggeta 
aagttgaatt 
oetcjatttgc 
etttgcacaa 
gcaataggaa 
tcagatgggc 
atccagaaag 
taccaggtca 
rttctaagta 
acaaagacac 
ettccttttt 
aaaggtaaag 
gctctcatag 
taaaaactag 
taaaacaaac 
ccaaaccatc 
geagaacatc 



gacacatgea 
ccattctcgt 
tagtcttttt 
cttttcetad 
aggetttgca 
atactgtaca 
eaattttgaa 
gaaagcccae 
atggtctcct 
tgaaaaatat 
aattetacct 
ctaatattta 
tctggggtca 
tgetaagtaa 
aagaacetag 
agacectggc 
ctggaceaaa 



tgctgaggct 
ggttgctgga 
caactggaca 
tactcgacta 
gattcagatt 
attatgaaat 
atetctctcc 
cacteagagt 
tacactaacc 
ataatceaaa 
atttttgtac 
aaagtaaeat 
tcttatcctc 
tgggccaata 
gtatgtaata 
etccagctea 



tggtacattt 
gaatagteat 
aagaagaaac 
gcagcagact 
gecttttgga 
gcagatttga 
teaacaatet 

ggggccatgt 

tgacatctct 
getgatgtgg 
gtteccaetc 
gtttccatgg 
ttaaatgtta. 
atattcctaa 
ttceaggatt 
tatatctttg 



240 
300 
3 SO 
420 
450 
540 
600 
660 
720 

7ao 

840 
900 
960 
1001 



60 
120 

-k l_i W « 

240 
300 
360 
420 
400 
5*0 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNfft. 

<213>- Homo Sapiens 



62*5 t76BT£0£ PXZ 6fr+ 



££ : 9T £00S-NbJ>T£ 



Le A36 S62 



-171- 



<=220> 

<221> variation 

<222> (SOI) . . (501) 

<223* faaySOTSOOlSG, G501A 



^400^ 282 
attagaaaca 
' getggtgggc 
' aagactcaaa 
agate ttagg 
tgtaagtaag 
aaecctaaaa 
gctaactact 
atgfcaaegaa 
aaaatacctt 
gaagaaattg 
gceacaaata 
agfctagtact 
ttcttcaatt 
caggctaggt 
ettcattgaa 
caaagtgtac 
aaactcttcg 
<210> 283 



ctgcaccaag 

gtgcaaattg 

taccaaagga 

gtaagtattc 

agtaactaaa 

agtattaaat 

tetgtaaaat 

aetgaaagct 

ggctgacaet 

tctcaaeagt 

gtaatcagtc 

tcatttttat 

ccgataaaea 

gggeataatc 

gtaaaggcaa 

ctccaaaatt 

aactgagtac 



cattagcaat 
gtgcacacaa 
agfccaaaaat 
ettaaagtgt 
at at a tat 9 fc 
atacayatAt 
ttactcttca 
attaaaatta 
xcagagttag 
ccgtgaatca 
tggctttgtg 
gaggcxecaa 
gatetcagga 
gtgagaacta 
aaaaaaatgc 
atgatcgeat 
ctaaaaataa 



aatatagage 
tttgtatctc 
gggacaaete 
ctaatacctt 
agaagttata 
ttagttagta 
gtagaaatte 
ttctgceaat 
agaeagecat 
tatggaggtt 
taatatatte 
aggttacaca 
gaaaaccaaa 
ggaaatgatc 
atttgetatg 
agtcgaggac 
taaaagtxtc 



aactagaatt 
ttgttgcxat 
tattttaatt 
tatctgaeta 
tacaeaetga 
aaaacaaaec 
atgtteaaga 
ggctcttetg 
gtgttatcca 
ttactagget 
tccaagcatg 
tcaaatgatt 
aacatgatta 
etteateaca 
atttcattaa 
ttgcatgttg 



cttataaext 
taacaacaag 
tagcagaaaa 
caaeaactea 
tctggccaaa 
cctgtgtatt 
gtctteaatc 
gcaataactt 
tatataaaac 
cccccctaag 
cctagaggca 
Sgtaggeagg 
gagaaaacac 
atgaccttca 
ietttecttta 
gcggaggaaa 



<211> 841 

*212> DHA 

<213> Homo Sapiens 

<22 0> ' 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP$00200, dsoiA 



60 
120 
ISO 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
$60 
1001 



<400> 283 
acgttggggt 
atctecacac 
atatatctca 
ttcttgaatt 
taaaggatcc 
tgtagaataa 
aactattttc 
tttccagctc 
tctttttgtt 
agagegageg 
ggcagggagg 
ceaccgcaga 
atttagegtt 
ggatcttgac 



aggagtctat 
ttggcttgaa 
tcctttaaga 
aattectcag 
ttctectttt 
cctccgctgt 
accaeatggt. 
agcatccatt 
atcttcttaa 
gptcctgccc. 
gagaggeggt 
cagctccgeg 
tccxccttgg 
gttgtaacca 



cattagecag. 
cagcatagga 
tggextcttt 
aaacatctte 
taacatcttg 
ctacatactg 
caaaaagttg 
gtagtcactg 
raaattcttc 
gacggcgtgt 
getgeggget 
atggacataa 
aagaatttta 
gtcctgcatc 



gtagectggg 

agecagaaga 

aacttgeaag 

aggaaagaat 

ctgegtcacc 

eagecceaaa 

CCtgccagtt 

ttaegtcgat 

acttcgatga . 

gtccggggcg 

eegggecgeg. 

ggttttcagt 

caaataagac 

ecagtcaggg 



ctatgaattt 
actgcagttt 
aagaagagte 
ttagctetaa 
nttttattta 
aaccagacct 
gfctttggget 
tggttccggc 
atcctgttgt 
ctgccgggct 
ggagaceaga 
gagaagagtt 
atcaagttgg 
ccctctctgg 



ctttgttata 

ctgtcggaca 

tdtgggttat 

acfcngaactg 

gttgaageca 

cgcgcaaacc 

gaatggcaaa 

attttctttc 

cactttcegg 

gcggggctgc . 

ggcgccgccg 

tttaa&aaaa 

teacagagaa 

tagatgagga 



60 
120 
180 
240 
300 
380 
420 
480 
540 
60 0 
660 
720 
780 
840 
841 



GST'S t>68T£0£ PTE ep+ 



££:9T £002-Nbr-I£ 



LeA36 S62 



172 



<210> 2B4 

<2H> 2001 

«2l2!> .UNA- 

<213> Homo Sapiens 

<*220> 

; <221> vaariacion 

<222> (501) (501) 

<223> baySNP90 020.4 , C501G 



<40O> 284 \ _ . 

agaagetaec ccacaggeaa tcgcatggga ctcagatgtt . aatggaeaat; aagett.ttat go 

cgeaeagaaa ggfceatfcgca gteagaggfcti ggggattgct tgctgctaca gccgaatgga 120 

ttctattctg aeeaatacag aaggaaagaa atcafcagacg ccctgcytga geagaaggga 180 

ggtgaeagat gaaatgaact gtatgaagat eeaeeagcet ggcccacacg tggaagaagg 240 

actggcccgt cttcthgaag eccaagetcfc ggtagaggec catggcagag agecggatgf .300 

tgctggtgte caggacaact: tcactgtagc cetagteceg ggcaaactgg aggaeagfcee 360 

tgac^agggc ttttgetate ccctgaccae ggtgeccatt gtccacagag agatgaaaca 420 

gctgcaaeeg cttctcceto aaggtgggat eatcaaeggg cagagctcct accgtgceca 460 

ecaecfctsctc ctcagattca Bct-acceaga agcaggagce acaeccaete aggtaggatfc 540 

tggfcgafcgtc agacatgfcct gtgegcaatg ctatgtctac atacegcgtc cagggtcttfc 600 

tggcaaggaa ceaeagggca ggaaggaggc tgaggetgaa cacgagggee agaatecagg 660 

ageeagagac caggagtagg geaagggcc* ececaagtaa gagtatgagg gtfcegaggea 720 

gcttcagfcaa tcgceggaag gtggctgggg cgtgttcggc catccceesg efagageaagc 7B0 

ocacgaccta cttgcggtcg ctctcetggt atttgcggat gtgataagga gccatggaca 840 

gaddctgtg tetiaagtca ctgagtceag gaaacagagc taggcctcec tgeacgcctt 900 
taegceaggc ctggggaaga gagaggaaac cacgtgagtg cetgcatggc: tccdagcett 
gcaggaacag ggagaectgc tfcaagggtgfc .gtettcecgc g 
<210> 28S 



960 

10O1. 



^211> 1001 

<212> DNA 

<:2a3> Soma Sapiens 

*22C> 

*221> variation 

<222» (S01) . . (501) 

<223> bay.sm>900205 # C501G 



«g^agagg cccatggcag agagctggat gttgctggtg t^aggacaa £t*actgca 
accccagtcc cgggcaaact ggaggacagt cetgaceagg gcttttgcta tcccccgacc 
aSSStca c^itccacag agagatgaaa cagctgcaae fS^tecc "^ff^g- 
aSSScg ggcagagctc etactgtgcc caccacctcc tettcagatt ^sccaccca 
^aaJSIg4 llacactcac tcaggtagga tttggtgatg teagacatgr ctgtgegcaa 



LeA36 562 



' "173 ?: . .._ . 

tgetatgect aeataccgeg tccagggttt" tteggcaagg aaceacansa eaewa Maafl 

. mP4 aacacgaggg ccagaatcca gaJSe-aS a«Sgaf?f SS3SS !m 

qcccccaagt aagagtatga gggttcgagg cagctceagt aatcgecgga aigtggctgg 480 

f?f^? ttcg Sfcatcccco aggagagcaa goceacgace tacttgeggt cgetltcctl 540 

gtatctgegg atgtgataag gagecatgga cagacttctg tgteegaait sfctgagtcf ■ 600" 

aggaaacaga gctaggcctc eetgcaegcc tttaegccag gcctggggaa gagafaggaa Ho 

accacgtgag egeetgeatg gctcccagcc ttgcaggaae agggagacct -aettlaSgt- 720 

gtgtctttcc gcgtctgc ec atgaggaage aggcelLgc clltg|gaga Sgg^agfftg III 

agaaagaect geattggaat ctggetecat gectttecag ctgcgtgaee ttlgglaegt III 

caettaacct ctctgagcet aacttetvc atetatagaa eaSgggagaa gaalfcc£ge HI 

ettctagagt tgtttegaag attgaataaa atacctteta taiagSfcctg atagaegaac 9°o 

cacccaccae tcttceetct gcttcctttt tctggctctc t SJ«gaac sso 

<210s 20S . ■ • . 1001 . 

<211s» 1001 

<212s. DMA. 

<2ia> Homo Sapiens 

<220» 

<221> variation 

<232> (S01) «. - (SOI) 

<223> baySNF900223, A501G . 



<40D> 2B6 

agaatttetg atcaatattfc atctaatcfct ctecaggatt ggacaaaget acattccttg so 

gtfcgtacgad aaggcccage caeaaaaeag agfcccactgg gagatfccett gtfcttctgtt 120 

etctgagaafc gettcaactt tattctagat tctaeataga atctacegga tttggggatn 180 

catctattgg caecaaacat ggcacaggge ecaagagfatg fcgcsttggaga caaggtaaga 240 

agfcaaagcet gagtgeecaa Caaaaccttt agtggacaaa caettccgaa ttaggaecac 300 

agctgcttgg caggctgact cctetcttta cagcaaacet ggttgttagg gtgataggaa 360 

gtaacgaaat ggggagagga ttgfcgaaatg ttacatggaa aaaggggcct etgggccata 420 

tataagteat gttecaaatia tafcacetctg aataagagga aagcagtcca taacccagcc 480 

cecaggcatt gcgtggcatc rngatatcaa taaaaccccc tccgattfcet ceaagcctgt 540 

ctetgtcsnte atttatatta cactggggtc ctgaatggct acgattcfctg agaaaggagt 600 

ccagctccet gaaatatcta tgtteaggag aaggagccca atactagtaa aatgggtcec 660 

etcgagccea aaattaatca attgatggaa caagcatctt gcttcaaaaa taattgagat 720 

tgeaatttat ttacttctge ctccgacaga agttttaaaa agaaagaect aggctgccet 780 

aatacettga gtgaaagagg aaattttccg ttgattattc tfcattttcfct cccatacctt 640 

caaagttaag ctttgaatgt: gaaatggaaa ccggagaeea acacagecte atggceaggc 90 0 

aaacattggt gtaggagtca ggeecaggac eeaggtteea gtctatctct tactagcttc 960 

gggacttggg gcaagtttcc fcacctecctc cagcatagct t * 1001 

<210> 287 

<211> 1001 

<2X2> DMA 

<213> Homo Sapiens 
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<221> .variation 

«222> (501} . > (£01) 

<i223> baySNB90022S, TS01C 



<400> 2fl7 

catctgectc 
ctgtctcoaa 
caaggtgatc 
ctgaccfceta 
ctgngtaeac 
tgtgaeacag 
agagaeeeag 
aaaaaaacag 
caaagttett 
aggcagtaga 
ctgtgtgaet 
tggcacafc«a 
ceggcaggta 
actcccagca 
gattcttcfcg 
agaaatgfcgt 
cggacaggdt 
<210:> 286 



eaggaaccag 
tcttctatafc 
tcagcagecc 
agttctggtg 
tgtgattect 
gctcaacygc 
ttccaaaggc 
aatttcagaa 
aagcctteaa 
gcatggaatt 
ctgagccgaa 
tccatteatg 
gcaattgttg 
agaataaaaa 
caagfctctga 
gaggcagggg 
ccagccacac 



acccgtcnag 
tctaaacacc 
cegratctgt 
caaaccctta 
aeggaatacc 
caeacgctgc 
afcgcaagcta 
taattctgaa 
ygateaaaat 
aagaaacatg 
tattaagcste 
ttgctgtaag 
agtaectctt. 
.gcagcttatt 
atgadcagga 
ggaatgcact 
agaaagteaa 



tteectatgt 
aegattttgt 
tctacagggc 
ggacctttcc 
tgagtaccge 
agtgtgtcga 
cgtgcaagag 
ttttgeagtt 
geagaggtga 
gatgggagtg 
tatataactt 
gactaaataa 
atgattgccc 
aggaecattt 
gcaaaaagac 
tccgadttac 
tfcteaaactt 



cctcdacggc 
ctteaggggc 
attgttccca 
tagceecaga 
agatgactct 
agacgacaaa 
gtcaaactag 
eactctetca 
tgtcc£cctg 
aaatccaaat 
agtttttaaa 
atgaatcaca. 
ataagaagafc 
cateaagfcag 
aagtggtggg 
ceecaaeage 

9 



etgatagcct 
taccaaaaag 
ggtgcaaaac 
ccaatgtaca . 
gatfccagcta 
' agt caac tga 
ttgggaaaaa 
ettatggact 
ttageeaagg 
etaattacag 
aaatggagtg 
tgtaaaatgg 
gctaagactg 
aaactetgtfr 
gctgaaceag 
ccaaagcgtt 



<211> 1001 

«212> DMA 

<213> Homa Sapiens 

<220> 

c221> variation 

«222> (SOI) . > (501) 

<223> baySNt»9 00227, T501G 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 

,660 
720 

- 780 
840 
900 
960 

1001 



<400> 2B8 

aaacagcagc 

gtaataataa 

atggcaacaa 

gtgatgcstgt 

cttattatct 

atctgacggg 

ttactacttg 

agaaaacacg 

geatagataa 

tttgatgtgt 

cacacacact 

ttattcattg 

tctctaagtg 

caattcaaat 

gcttcaygta 



ttcteaatgt 
egaacaataa 
ataattcaat 
aaaggtttcc 
tttacagtaa 
catctcaact 
gttttetaga 
gtgagactac 
tetgtgtcca 
tgagarctta 
cttttttaag 
tggcaeagtg 
gcagtagaca 
agacaataat 
caggttggaa 



tacatatatt 
gaaaggaaca 
aaaataaaag 
atxttaacaa 
ttttattacc 
gaataaattc 
caaattattt 

cassstgatg 
Icttaaatttt 
aeatattttg 
egctttccag 
gtcc'caagct 
atcattggtt 
ttaattat*-t 
.atatctagr.a 



ttccetgttt 
gtaagtaeta 
tgaaaaagtt 
aacatsratat 
cattaaagta 
acaaataaaa 
fctseaaaeagt 

gtC&tCtdtC 

gctaacgcat 
aagteataaa- 
tgtctateta 
tgtgtttaat 
ttcctgacca 
tatteattgt 
tatectactg 



tcttcaagac 

taacgataat 

atctaaatta 

ttagtgaaaa 

eaaagcttgg 

ataaaat-cca 

ttttgrctta 

agetcatcag 

tagagattte 

atcacaeaca 

atttactatt 

cctttcagat 

eatccataac 

gtgagtttce 

agaagataca 



aacaataata 

aatgattgta . 

aaggatttga 

ttaattagtfc 

ccaccaagcc 

cattcattta 

ggeettgaag 

attagatacg 

attaaaatgc 

eacatacata 

attattacca 

ctacttaagt 

tcatctttct 

tttataattt 

gcctttggga* 



60 
120 
180 
240 
30 0 
360 
426 
480 
540 
600 
660 
720 
780 
840 
900 
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aaecattggc agaaatgaat agttgfcetr.t gttaottaga agtatfcgtcc tctggaaaaa 
ctgaagggtc nagageagtg ecgagaaata tctfcttagtt c 
*2iq> 289 ' 

<211i> 1001 1 

<212=> DNA 

<213> Homo Sapiens 



060 
1001 



<220> . 

«=22l> variation 

<222> (501) . . (501) 

<223> baySUP900233, TS01A 



<400> 289 
atggttttec 
tetgcattta 
catggtagag 
catggaataa 
acacaeacag 
afcfctaggetg 
gtcttttcag 
gaacgtggga 
agagacaggo 
gccttgtgaa 
tgatggaaaa 
attbccacat 
taaagtgatt 
aattctgagt 



acatcaadcg 
tcttetgttt 
tgagagacaa 
tactaoegta 
tctatgcett 
ttatetgeat 
acttactcag 

ggggggagta 

tctacaaggt 

tgagtgaagc 

acagccattt 

taattaaagt 

aaacatttta- 

gtatagcact 



gttacattag 
ctcceaaata 
agageaoeta 
acaaaagcta 
aotetgaaat 
tttgaagtce 
aatottttcic 
gaaagfcggag 
wcceaagaaa 
tcatcfcakgg 
ggggaaaaaa 
gactaattaa 
aattataaac 
gaagcaataa 
acaa^taaca 



aatatatttg 
attgaaaaat 
<21Q> 290 

<211> 1001 

*212=> UNA 

<213> Homo Sapiens 



cagagaataa tagcaaat&t 
atttatctte actactttta 



attacaataa 
gatggcagta 
taaattaagg 
tttgtcagtg 
•gaagaegact 
tccaagacet 
aaatagaacc 
aaagagaagg 
ccaocttcct 
gtateaaagg 
atccactttt 
ttaaagfcgat 
acgagcaaaa 
gaaaaaatag 
aaaacctgtt 
tctacagaaa 
aaaaagcatc 



gaaaaaaaet 
cttctoctac 
ttaaactgag 
ttatggtttg 
gagtatttec 
gtattntcea 
ccaagtttca 
agaagaaaaa 
gccagacctc 
aagaattatt 
caaagtctct 
taattaacct 
aacagagtac 
ggacaatgga 
ottaaaaace 
taaacaeaaa 
c 



taatteactt 
tgacttaatt 
tettaaaaca 
gtattaagac 
gtagatgcta 
attgaacttt 
caataaaaag 
gatgtattag 
aaagaaggct 
caatcaatga 
ataccaaata 
ccacattaat 
aatacatacc 
tkafcaatatt 
aaccccgtaa 
tagtaaacac 



*o 

120 
180 
240 
3 00 
360 
420 
480 
540 
600 
660 
720 
780 

• 840 
900 
960 

1001 



*220> 

<221> variation 

*222> {SOD . - (501) 

<223> baySNP900236,. C501T 



<400tf 290 

cccttgagag gttggeaggt tagacdtggc tcgtcrottg gggactggga atdcaggtgg 60 

ggaagtttgc cttgggattc agcectggga tggcgtgacc cgggaagaga gaagetgggg 120 

tgtcagtgct "afctaeccaaa gtttfcaaagc -aagceetaag . ttcctgcgtg cctcceaeag 180 
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aggtggggcg ggcatttgga agtgctttgg gcaggttggt ggcaeaggees tggcaetggg 240 

teagagteca gtectccaca ggetgcgttt cagtggcagg agttatcagt. gcaggaegct 300 

gggcacaggg tggcccccag acctggagtt ctggggacac agggcaggga gactagtaafc 360 

Sflagaggcag agactcagcc .eagggaaaca ggaggatagc agggeagaaa cccagtcaga 420 

tagaattcag gggtaagaeg gatctatgct gtgccagggg getgctggtt taaggtcttg 480 

gaattttaaa atttttttct ygtggattat acttataatt atttattaat agatatttat 540 

tacaattg.ca tattatgtat tgttttggct aagagagaga tgatcggtct ttggttctac 60O 

agtgggacac agetccgagt ggaaggggga gagggcaeag ctctggggaa ctcaggagct 660 

aageagggca ttgeattttc tgaacatctc ttafcttggcc aetttcttet cttrtecfcct 720 

tcccctefcct cttcttcatc ectcagtcat fctcettctct ttetttaeca ttcccttcat 780 

gttttctggt tattttttte cc tttaagaa gaaataaagc tgataagata gctcaaatgg B40 

cccagtgecc ctccatcccc cagagacatc ceaceccett aecatttgcc agttgetcag 900 

..eggfctacctt tctgtgtctt tctgaatgat ttceatttta aceaegtggg gcceetggge 960 

tgctgataat tegtgactea ugtttcttaa gaatgetttt c 1001 
<210> 231 

«=211s» 1001 

<212^ DNA 

<213> * Homo Sapiens 



<s220> 

«;22l> variation 

<222> (501) . . (501) 

<223> baySNP90024l, CS01G 



*40d> 231 

ggagaafctgc ctaagtceag acagttgagc ctgeatgggc catgatcatg ccacttcact so 

ccagcctgga caacagagtg agaeeccatc teaaaaaaaa aaaaaaaaaa aaaaaaatau 120 

a ta t at at a t a t atatat a t at at at acq t aaactgccat c tact ct acc ttgctcectc 1 8 0 

atgaatactg tgacaacccc tceccactec aaaataaggc agatatgtat atttacetce 240 

aeaaaatcaa aaagaatagt afcgatggtta agtaagtgfct ttaaaggtct gcgttattac 300 

tgttttttca atafcttttcc ectaagatca agctagtctt aacacttttc tycatggcta 360 
a teat c teat tactgtattt acfcagcacfcg cageacagtg ctcagaagtt cctagatacc ' 420 

ctgggaaaca gtgaaatgaa ttttcectaa attcatctgg gagagtgaaa actaaatgaa 4B0 

.ttatctagaa ttgcagaatg scatttgtga aaacecagta atgetaacca gtcatagaat 540 

atattgacca atataeagat attatttfcta aagtottatt tcccagacat ggtttagtgg 600 

aaagaaaggc actggagtca atctgatuat ctteagcatg ttgetaeate tgttaeactt 660 
cagtgtottc atctgeaaaa tgagecttea tcaeagacet cttttaagaa ttatgataac • 72 0 

caaegtgaac tttaagetgt acagacatca teaatagaaa ttttaaeaaa ttctatttta 760 
tcttttcctt etctcectac ctaagtctgt taagtaaeaa ttttgagaat aagttateaa • S40 

aatgactetg ctgcaagcca tcatcatttc tetttetatg ecttaaaefct atcatttatg 900 
ttacetaaca ggaaaacgaa atgttetccc tcgccctctc tetctctctc tctctctetc < 960 

tcfcccttcec ectccttccc tecetctetc tctcteecce c 1001 
<210* 292 

<211> 1001 

<212> UNA 

*213j> Homo sapiens 




m 



-177- 



<220> 



<22l3 



variation 



<222> 



(501) . . (501) ' 



c223> 



baySNPS 00242, .C501G 



<400> 292 

acetgattgc aeetgttatg catteacact gcaaagcctc ggctggectc gcaacttctc 
cataatcctt gtgttcatta cctgcacctt gcctacascc gaetttttac atctcttccc 
cctcaggeea ggeagggtgc raagadtggc aaagggcacg gtggfcggtgt ctgaaacgcc 
tc'cctttctt tceeccctct cccacaggca ggctcctcoa tetcteaefcc tecgtcacct 
tcaaggcetg gaetttetct gggcacatca gttactacat cttgaaagta gctcaggtat 
actgtecaca agtctagcte ttccacagea cagtgtggag gccacacctq tgatctaagg 
taaggfcttat eataactctc ;caeagtct:ta aactcaggta aaactgcact tagcacttgg. 
caggagtggc cettgccctg gracctgccc tttaaggggt ggcaaggctg gaggagggce 
agageaatat ctgttaaagt saatgacxca tggcagggnc aaegagtcca aaggatcaag 
aggfctgcact agaccagagc tgataectct ecccgmactt etagaccatg ctttagttgc 
ceaggaccga agaattcccc. gtccatactg cccctcgect gcttttaggt acatcteect: 
gaaggtgaac tgagacattg aeaacgtgca agacgtggcc aagtggtgga tgtttgtggg, 
gagtttggcc aacgtgtgga tgtgcatgct caggtgteea aaagcatgta aagggagecc' 
ctcacagtgt fcggafcagagt ggtagtggga. agagaaaggg agtagectca accaggagefc 
gggggatgac tafcccaagfct caagagtaga actctgaaga gtetaagaat tfctaaatttg 
gacctaccct tttggtcafct aggaagttat aattgcaaag etaggagaat: agageacatt 
tttatttaac gtettgttae cfctcattaaa acttaaatat t / 
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